#M2 002-236129 



ATOM 1107 CG 

ATOM 1108 CD 

ATOM 1109 CE 

ATOM 1110 NZ 

ATOM 1111 H 

ATOM 1112 HA 



LYS A 78 155. 513 
LYS A 78 155.303 
LYS A 78 154.065 
LYS A 78 153.334 
LYS A 78 157.206 
LYS A 78 154.695 
ATOM 1113 1HB LYS A 78 155. 507 
ATOM 1114 2HB LYS A 78 153.942 
ATOM 1115 1HG LYS A 78 154.984 
ATOM 1116 2HG LYS A 78 156.570 
ATOM 1117 1HD LYS A 78 156. 165 
ATOM 1118 2HD LYS A 78 155. 188 
ATOM 1119 1HE LYS A 78 153.407 
ATOM 1120 2HE LYS A 78 154.367 
ATOM 1121 1HZ LYS A 78 152.990 
ATOM 1122 2HZ LYS A 78 153.965 
ATOM 1123 3HZ LYS A 78 152.521 
ATOM 1124 N ALA A 79 155. 156 
ALA A 79 154. 722 



ATOM 1125 CA 
ATOM 1126 C 
ATOM 1127 0 



ALA A 79 154. 543 
ALA A 79 155. 517 
ATOM 1128 CB ALA A 79 155. 720 
ATOM 1129 H ALA A 79 155.811 
ATOM 1130 HA ALA A 79 153.774 
ATOM 1131 1HB ALA A 79 155.219 
ATOM 1132 2HB ALA A 79 156. 515 
ATOM 1133 3HB ALA A 79 156. 133 
ATOM 1134 N LEU A 80 153. 294 
ATOM 1135 CA LEU A 80 152.988 



-6. 854 
-7.030 
-7.862 
-7.367 
-4. 572 
-6. 012 
-4. 732 
-5.453 
-7. 636 
-6.924 
-7. 526 
-6.057 
-7.820 
-8. 886 
-6.399 
-7.361 
-7.982 
-3.369 
-2.064 
-2.070 
-1.992 
-0.992 
-3.879 
-1.837 
-0.036 
-0.941 
-1.237 
-2. 162 
-2. 178 



6.809 1.00 0.00 
8.304 1.00 0.00 
8.598 1.00 0.00 
9.797 1.00 0.00 
4.548 1.00 0.00 
4.274 1.00 0.00 
6.890 1.00 0.00 
6.537 1.00 0.00 
6.285 1.00 0.00 
6.592 1.00 0.00 
8.723 1.00 0.00 
8.759 1.00 0.00 
7.743 1.00 0.00 
8.768 1.00 0.00 
9.630 1.00 0.00 
10.623 1.00 0.00 
9.999 1.00 0.00 
3.318 1.00 0.00 
2.836 1.00 0.00 
1.322 1.00 0.00 
0.571 1.00 0.00 
3.247 1.00 0.00 
2.796 1.00 0.00 

3.299 1.00 0.00 

3.300 1.00 0.00 
2.518 1.00 0.00 
4.214 1.00 0.00 
0.878 1.00 0.00 

-0.548 1.00 0.00 
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ATOM 1136 C LEU A 80 152.143 
ATOM 1137 0 LEU A 80 150.992 
ATOM 1138 CB LEU A 80 152.252 
ATOM 1139 CG LEU A 80 151.835 
ATOM 1140 CD1 LEU A 80 153.048 
ATOM 1141 CD2 LEU A 80 150. 809 
ATOM 1142 H LEU A 80 152. 561 
ATOM 1143 HA LEU A 80 153.922 
ATOM 1144 1HB LEU A 80 152. 896 
ATOM 1145 2HB LEU A 80 151.364 
ATOM 1146 HG LEU A 80 151.381 
ATOM 1147 1HD1 LEU A 80 153.457 
ATOM 1148 2HD1 LEU A 80 152.753 
ATOM 1149 3HD1 LEU A 80 153. 796 
ATOM 1150 1HD2 LEU A 80 150. 935 
ATOM 1151 2HD2 LEU A 80 149. 814 
ATOM 1152 3HD2 LEU A 80 150.950 
ATOM 1153 N PHE A 81 152.723 
PHE A 81 152.024 
PHE A 81 151. 158 
PHE A 81 151.569 
PHE A 81 153.027 
PHE A 81 153. 688 
ATOM 1159 CD1 PHE A 81 153. 308 
ATOM 1160 CD2 PHE A 81 154.690 
ATOM 1161 CE1 PHE A 81153.915 
ATOM 1162 CE2 PHE A 81 155. 300 
ATOM 1163 CZ PHE A 81 154.912 
ATOM 1164 H PHE A 81 153.643 



ATOM 1154 CA 

ATOM 1155 C 

ATOM 1156 0 

ATOM 1157 CB 

ATOM 1158 CG 



-0. 968 
-0.842 
-3.467 
-3. 574 
-3. 819 
-4. 683 
-2. 220 
-2. 138 
-4. 303 
-3. 538 
-2.644 
-2.872 
-4.394 
-4.364 
-5. 134 
-4.270 
-5.432 
-0.082 
1.117 
0.819 
0.089 
2.224 
2.816 
4.060 
2. 126 
4.607 
2.668 
3.909 
-0. 239 



-0.936 1.00 0.00 
-0.519 1.00 0.00 
-0.919 1.00 0.00 
-2.387 1.00 0.00 
-3.270 1.00 0.00 
-2.568 1.00 0.00 
1.525 1.00 0.00 
-1.088 1.00 0.00 
-0.687 1.00 0.00 
-0.309 1.00 0.00 
-2.693 1.00 0.00 
-3.590 1.00 0.00 
-4.136 1.00 0.00 
-2.713 1.00 0.00 
-3.541 1.00 0.00 
-2.488 1.00 0.00 
-1.803 1.00 0.00 
-1.739 1.00 0.00 
-2.185 1.00 0.00 
-3.405 1.00 0.00 
-4.307 1.00 0.00 
-2.515 1.00 0.00 
-1.303 1.00 0.00 
-0.828 1.00 0.00 
-0.639 1.00 0.00 
0.287 1.00 0.00 
0.477 1.00 0.00 
0.941 1.00 0.00 
-2.039 1.00 0.00 
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ATOM 1165 
ATOM 1166 
ATOM 1167 
ATOM 1168 
ATOM 1169 
ATOM 1170 
ATOM 1171 
ATOM 1172 
ATOM 1173 
ATOM 1174 
ATOM 1175 
ATOM 1176 
ATOM 1177 
ATOM 1178 
ATOM 1179 
ATOM 1180 
ATOM 1181 
ATOM 1182 
ATOM 1183 
ATOM 1184 
ATOM 1185 
ATOM 1186 
ATOM 1187 
ATOM 1188 
ATOM 1189 
ATOM 1190 
ATOM 1191 
ATOM 1192 
ATOM 1193 



HA PHE A 
1HB PHE A 



2HB PHE A 
HD1 PHE A 
HD2 PHE A 
HE1 PHE A 
HE2 PHE A 
HZ PHE A 
N VAL A 
CA VAL A 
C VAL A 
0 VAL A 
CB VAL A 
CGI VAL A 
CG2 VAL A 
H VAL A 
HA VAL A 
HB VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N LYS A 



CA 

C 

0 

CB 



LYS A 
LYS A 
LYS A 
LYS A 



81 151.388 
81 153.800 
81 152.515 
81 152.527 
81 154.995 
81 153.609 
81 156.080 

81 155.388 

82 149.959 
82 149.035 
82 148.156 
82 148.101 
82 148.134 
82 148.953 
82 147.392 
82 149.687 
82 149.619 
82 147.404 
82 148.303 
82 149.702 
82 149.436 
82 147.988 
82 146.449 

82 147.212 

83 147.471 
83 146.594 
83 145.381 
83 144.624 
83 146.139 



1.449 
1.822 
3.020 
4.606 
1.156 
5.579 
2.121 
4.335 
1.389 
1.184 
2.412 
3.306 
-0.041 
-1.322 
0.090 
1.962 
1.009 
-0.087 
-2. 170 
-1.292 
-1.415 
-0.338 
-0.432 
1.134 
2.448 
3.565 
3.596 
2.629 
3.470 



-1.379 
-3.151 
-3.037 
-1.338 
-1.000 
0.647 
0.985 
1.812 
-3.427 
-4. 535 
-4.753 
-3.909 
-4.297 
-4. 333 
-2.976 
-2. 677 
-5.427 
-5. 093 
-4. 174 
-3. 555 
-5.295 
-2. 185 
-3. 039 
-2. 767 
-5.891 
-6. 221 
-5.299 
-5. 217 
-7. 679 



1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 

1.00 o.'oo 

1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
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ATOM 1194 CG 

ATOM 1195 CD 

ATOM 1196 CE 

ATOM 1197 NZ 

ATOM 1198 H 

ATOM 1199 HA 



LYS A 83 147.278 
LYS A 83 146.839 
LYS A 83 147.457 
LYS A 83 147.818 
LYS A 83 147.557 
LYS A 83 147. 155 
ATOM 1200 1HB LYS A 83 145.649 
ATOM 1201 2HB LYS A 83 145.434 
ATOM 1202 1HG LYS A 83 147.612 
ATOM 1203 2HG LYS A 83 148.090 
ATOM 1204 1HD LYS A 83 147. 145 
ATOM 1205 2HD LYS A 83 145.763 
ATOM 1206 1HE LYS A 83 146.748 
ATOM 1207 2HE LYS A 83 148.348 
ATOM 1208 1HZ LYS A 83 148. 624 
ATOM 1209 2HZ LYS A 83 147.011 
ATOM 1210 3HZ LYS A 83 148.078 
ATOM 1211 N LEU A 84 145.203 
LEU A 84 144. 082 
LEU A 84 142.752 
LEU A 84 141.808 
LEU A 84 144. 149 
LEU A 84 142. 966 
ATOM 1217 CD1 LEU A 84 143. 161 
ATOM 1218 CD2 LEU A 84 142.791 
ATOM 1219 H LEU A 84 145. 841 
ATOM 1220 HA LEU A 84 144. 160 
ATOM 1221 1HB LEU A 84 145. 054 
ATOM 1222 2HB LEU A 84 144.206 



ATOM 1212 CA 

ATOM 1213 C 

ATOM 1214 0 

ATOM 1215 CB 

ATOM 1216 CG 



3.584 -8.680 1.00 0.00 
3.163 -10.073 1.00 0.00 
4.048 -11.143 1.00 0.00 
3.274 -12.363 1.00 0.00 
1.704 -6.524 1.00 0.00 
4.478 -6.087 1.00 0.00 
2.520 -7.830 1.00 0.00 
4.265 -7.876 1.00 0.00 
4.610 -8.714 1.00 0.00 
2.948 -8.359 1.00 0.00 
2.142 -10.243 1.00 0.00 
3.233 -10.137 1.00 0.00 
4.815 -11.411 1.00 0.00 
4.506 -10.741 1.00 0.00 
3.721 -12.844 1.00 0.00 
3.243 -13.018 1.00 0.00 
2.300 -12.105 1.00 0.00 
4.715 -4.606 1.00 0.00 
4.880 -3.689 1.00 0.00 
4.717 -4.418 1.00 0.00 
4.136 -3.885 1.00 0.00 
6.254 -3.018 1.00 0.00 
6.592 -2.109 1.00 0.00 
5.981 -0.730 1.00 0.00 
8.100 -2.004 1.00 0.00 
5.450 -4.716 1.00 0.00 
4.115 -2.931 1.00 0.00 
6.300 -2.429 1.00 0.00 
7.004 -3.793 1.00 0.00 



miiE# 2003-3083148 
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ft 

ATOM 1223 HG LEU A 84 142.063 6.179 -2.533 1.00 0.00 

ATOM 1224 1HD1LEUA 84 142.445 6.406 -0.043 1.00 0.00 

ATOM 1225 2HD1LEUA 84 144.162 6.188 -0.382 1.00 0.00 

ATOM 1226 3HD1LEUA 84 143.014 4.912 -0.787 1.00 0.00 

ATOM 1227 1HD2LEUA 84 142.772 8.530 -2.995 1.00 0.00 

ATOM 1228 2HD2LEUA 84 143.614 8.521 -1.445 1.00 0.00 

ATOM 1229 3HD2LEUA 84 141.863 8.321 -1.498 1.00 0.00 



ATOM 1230 


N 


LYS A 


85 142.688 


5. 234 


r pi A 1 1 C\(\ o on 
—0.041 1. Uv \J.\J\J 


ATOM 1231 


CA 


LYS A 


85 141.474 


5. 146 


-6.444 1.00 0.00 


ATOM 1232 


C 


LYS A 


85 141.139 


3.693 


-6.773 1.00 0.00 


ATOM 1233 


0 


LYS A 


85 139.984 


3.356 


-7.028 1.00 0.00 


ATOM 1234 


CB 


LYS A 


85 141.633 


5.950 


-7.735 1.00 0.00 


ATOM 1235 


CG 


LYS A 


85 142.797 


5.492 


-8.599 1.00 0.00 


ATOM 1236 


CD 


LYS A 


85 143.178 


6.548 


-9.624 1.00 0.00 


ATOM 1237 


CE 


LYS A 


85 144.685 


6.620 


-9.814 1.00 0.00 


ATOM 1238 


NZ 


LYS A 


85 145.077 


7.728 


-10.729 1.00 0.00 


ATOM 1239 


H 


LYS A 


85 143.474 


5.685 


-6.012 1.00 0.00 


ATOM 1240 


HA 


LYS A 


85 140.664 


5.566 


-5.867 1.00 0.00 



ATOM 1241 1HB LYS A 85 140.726 5.860 -8.316 1.00 0.00 

ATOM 1242 2HB LYS A 85 141.786 6.989 -7.483 1.00 0.00 

ATOM 1243 1HG LYS A 85 143.648 5.297 -7.964 1.00 0.00 

ATOM 1244 2HG LYS A 85 142.515 4.586 -9.115 1.00 0.00 

ATOM 1245 1HD LYS A 85 142.718 6.301 -10.569 1.00 0.00 

ATOM 1246 2HD LYS A 85 142.820 7.509 -9.287 1.00 0.00 

ATOM 1247 1HE LYS A 85 145.149 6.779 -8.852 1.00 0.00 

ATOM 1248 2HE LYS A 85 145.028 5.683 -10.228 1.00 0.00 

ATOM 1249 1HZ LYS A 85 146.064 8.004 -10.553 1.00 0.00 

ATOM 1250 2HZ LYS A 85 144.465 8.553 -10.574 1.00 0.00 

ATOM 1251 3HZ LYS A 85 144.984 7.423-11.719 1.00 0.00 
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ATOM 1252 


N 


SER A 


OC 1 A O 1 CQ 

86 14Z. loo 


9 


a 7fic; 1 00 0 00 


ATOM 1253 


CA 


SER A 


or 1/11 ACQ 

86 141. ybo 


A A 93 
1. 4^0 


7 0fi4 1 00 0 00 


ATOM 1254 


C 


SER A 


or i A i f\A n 

86 141.945 


A KG/1 


^ 7R? 1 00 0 00 

— tj . / (J Li ± • W v • vv 


ATOM 1255 


0 


SER A 


or 1 A O /! AO 

86 142. 4Uo 




c 7fi? l 00 0 00 

* 1 V*J -L • VV V/ . , 


ATOM 1256 


CB 


SER A 


or i ao (\nn 

86 14o.U// 


n Q99 


n QQA 1 00 0.00 


ATOM 1257 


OG 


SER A 


o r i >i o AC 1 

86 14o.0bl 


1 A1 Q 
1. DlO 


Q 997 1 00 0.00 

— ZJ „ LiLi 1 -L • VV V* V/V/ 


ATOM 1258 


H 


SER A 


86 143.057 


O. 104 


A rclr 1 00 0 00 

— Q . %jOO -L • V/v v. vv 


ATOM 1259 


HA 


SER A 


86 141.017 


1 Q1 A 
1. Ol4 


7 1 00 0 00 


ATOM 1260 


1HB 


SER A 


86 144.035 


1.078 


-7.51b l.UU u.uu 


ATOM 1261 


2HB 


SER A 


86 142.936 


-0.133 


-8.178 1.00 0.00 


ATOM 1262 


HG 


SER A 


86 142.156 


1.684 


-9.542 1.00 0.00 


ATOM 1263 


N 


CYS A 


87 141.410 


1.178 


-4.715 1.00 0.00 



ATOM 1264 CA CYS A 87 141.328 0.494 -3.430 1.. 00 0.00 

ATOM 1265 C CYS A 87 139.877 0.215 -3.053 1.00 0.00 

ATOM 1266 0 CYS A 87 138.984 1.005 -3.360 1.00 0.00 

ATOM 1267 CB CYS A 87 141.999 1.331 -2.340 1.00 0.00 

ATOM 1268 SG CYS A 87 143.804 1.366 -2.440 1.00 0.00 

ATOM 1269 H CYS A 87 141.062 2.090 -4.794 1.00 0.00 

ATOM 1270 HA CYS A 87 141.851 -0.446 -3.5211.00 0.00 

ATOM 1271 1HB CYS A 87 141.648 2.350 -2.4111.00 0.00 

ATOM 1272 2HB CYS A 87 141.730 0.931 -1.372 1.00 0.00 

ATOM 1273 HG CYS A 87 144.150 1.419 -1.547 1.00 0.00 

ATOM 1274 N ARG A 88 139.650 -0.912 -2.386 1.00 0.00 

ATOM 1275 CA ARG A 88 138.306 -1.294 -1.967 1.00 0.00 

ATOM 1276 C ARG A 88 138.213 -1.371 -0.443 1.00 0.00 

ATOM 1277 0 ARG A 88 139.151 -1.815 0.220 1.00 0.00 

ATOM 1278 CB ARG A 88 137.922 -2.641 -2.582 1.00 0.00 

ATOM 1279 CG ARG A 88 137.196 -2.517 -3.912 1.00 0.00 

ATOM 1280 CD ARG A 88 135.691 -2.650 -3.7411.00 0.00 
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ATOM 1281 NE ARG A 88 135.014 -2.887 
ATOM 1282 CZ ARG A 88 135.048 -4.047 
ATOM 1283 NH1 ARG A 88 135.722 -5.076 
ATOM 1284 NH2 ARG A 88 134.404 -4.178 
ATOM 1285 H ARG A 88 140.403 -1.499 
ATOM 1286 HA ARG A 88 137.622 -0.538 
ATOM 1287 1HB ARG A 88 138. 819 -3. 221 
ATOM 1288 2HB ARG A 88 137.278 -3.168 
ATOM 1289 1HG ARG A 88 137.415 -1.551 
ATOM 1290 2HG ARG A 88 137.545 -3.296 
ATOM 1291 1HD ARG A 88 135.489 -3.478 
ATOM 1292 2HD ARG A 88 135.310 -1.739 
ATOM 1293 HE ARG A 88 134.509 -2.143 
ATOM 1294 1HH1 ARG A 88 136.210 -4.985 
ATOM 1295 2HH1 ARG A 88 135.743 -5.945 
ATOM 1296 1HH2 ARG A 88 133.894 -3.405 
ATOM 1297 2HH2 ARG A 88 134.428 -5.048 
ATOM 1298 N PROA 89 137.078 -0.939 
PRO A 89 136.874 -0.966 
PRO A 89 137.102 -2.352 
PRO A 89 136.511 -3.334 
PRO A 89 135.410 -0.549 
PRO A 89 135.090 0.225 
PRO A 89 135.907 -0.394 
PRO A 89 137.513 -0.254 
ATOM 1306 1HB PROA 89 134.791 -1.430 
' ATOM 1307 2HB PROA 89 135.305 0.060 
ATOM 1308 1HG PROA 89 134.037 0.140 
ATOM 1309 2HG PROA 89 135.366 1.260 



ATOM 1299 CA 

ATOM 1300 C 

ATOM 1301 0 

ATOM 1302 CB 

ATOM 1303 CG 

ATOM 1304 CD 

ATOM 1305 HA 



-5.014 1.00 0.00 
-5.667 1.00 0.00 
-5.171 1.00 0.00 
-6.818 1.00 0.00 
-2.170 1.00 0.00 
-2.321 1.00 0.00 
-2.738 1.00 0.00 
-1.893 1.00 0.00 
-4.342 1.00 0.00 
-4.575 1.00 0.00 
-3.078 1.00 0.00 
-3.305 1.00 0.00 
-5.402 1.00 0.00 
-4.303 1.00 0.00 
-5.665 1.00 0.00 
-7.196 1.00 0.00 
-7.309 1.00 0.00 
0.135 1.00 0.00 
1.588 1.00 0.00 
2.179 1.00 0.00 
1.728 1.00 0.00 
1.755 1.00 0.00 
0.523 1.00 0.00 
-0.577 1.00 0.00 
2.089 1.00 0.00 
1.841 1.00 0.00 
2.641 1.00 0.00 
0.301 1.00 0.00 
0.658 1.00 0.00 
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ATOM 1310 1HD PROA 89 135.351 -1.180 -1.064 1.00 0.00 

ATOM 1311 2HD PROA 89 136.206 0.358 -1.292 1.00 0.00 

ATOM 1312 N ASP A 90 137.960 -2.426 3.190 1.00 0.00 

ATOM 1313 CA ASP A 90 138.264 -3.694 3.844 1.00 0.00 

ATOM 1314 C ASP A 90 137.542 -3.802 5.183 1.00 0.00 

ATOM 1315 0 ASP A 90 137.962 -3.209 6.176 1.00 0.00 

ATOM 1316 CB ASP A 90 139.773 -3.835 4.052 1.00 0.00 

ATOM 1317 CG ASP A 90 140.201 -5.279 4.220 1.00 0.00 

ATOM 1318 0D1 ASP A 90 140.849 -5.592 5.2411.00 0.00 

ATOM 1319 0D2 ASP A 90 139.886 -6.098 3.3311.00 0.00 

ATOM 1320 H ASP A 90 138.399 -1.609 3.505 1.00 0.00 



ATOM 1321 


HA 


ASP A 


90 137.923 


A AQQ 

-4. 4oo 


Q 1QQ 1 no 0 00 

o. lyy uu u. uv 


ATOM 1322 


1HB 


ASP A 


90 140.288 


-3.4^o 


o iQ7 i no o oo 

O. 1*// 1. Uv U. Uv 


ATOM 1323 


2HB 


ASP A 


90 140.061 


-6. £o( 


A Q37 1 00 0 00 


ATOM 1324 


N 


SER A 


91 136.454 


-4.564 


5.202 1.00 U.UU 


ATOM 1325 


CA 


SER A 


91 135.673 


-4.751 


6.420 1.00 0.00 


ATOM 1326 


C 


SER A 


91 136.034 


-6. 066 


7.101 1.00 0.00 


ATOM 1327 


0 


SER A 


91 135.196 


-6. 689 


7.753 1.00 0.00 


ATOM 1328 


CB 


SER A 


91 134.177 


-4.723 


6.101 1.00 0.00 


ATOM 1329 


OG 


SER A 


91 133.431 


-4. 222 


7.197 1.00 0.00 


ATOM 1330 


H 


SER A 


91 136.168 


-5.012 


4.378 1.00 0.00 


ATOM 1331 


HA 


SER A 


91 135.904 


-3. 937 


7.090 1.00 0.00 


ATOM 1332 


1HB 


SER A 


91 134.005 


-4. 088 


5.245 1.00 0.00 


ATOM 1333 


2HB 


SER A 


91 133.841 


-5.725 


5.881 1.00 0.00 


ATOM 1334 


HG 


SER A 


91 133.583 


-3. 278 


7.284 1.00 0.00 


ATOM 1335 


N 


ARG A 


92 137.285 


-6.486 


6.944 1.00 0.00 


ATOM 1336 


CA 


ARG A 


92 137.756 


-7.728 


7.544 1.00 0.00 


ATOM 1337 


C 


ARG A 


92 137.792 


-7.619 


9.064 1.00 0.00 


ATOM 1338 


0 


ARG A 


92 137.609 


-8.610 


9.772 1.00 0.00 
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CB 
CG 
CD 
NE 
CZ 



ATOM 1339 
ATOM 1340 
ATOM 1341 
ATOM 1342 
ATOM 1343 
ATOM 1344 
ATOM 1345 
ATOM 1346 
ATOM 1347 
ATOM 1348 
ATOM 1349 
ATOM 1350 
ATOM 1351 
ATOM 1352 
ATOM 1353 
ATOM 1354 
ATOM 1355 
ATOM 1356 
ATOM 1357 
ATOM 1358 
ATOM 1359 
ATOM 1360 
ATOM 1361 
ATOM 1362 
ATOM 1363 
ATOM 1364 
ATOM 1365 
ATOM 1366 
ATOM 1367 



ARG A 92 139. 148 
ARG A 92 139. 143 
ARG A 92 139.469 
ARG A 92 138.336 
ARG A 92 138.226 - 
NH1 ARG A 92 139. 176 - 
NH2 ARG A 92 137. 162 - 
H ARG A 92 137.907 
HA ARG A 92 137.067 
1HB ARG A 92 139. 770 
2HB ARG A 92 139. 579 
1HG ARG A 92 138. 163 
2HG ARG A 92 139. 879 
1HD ARG A 92 139.739 
2HD ARG A 92 140. 303 
HE ARG A 92 137. 620 
1HH1 ARG A 92 139. 980 
2HH1 ARG A 92 139. 088 
1HH2 ARG A 92 136.443 
2HH2 ARG A 92 137.079 
N PHE A 93 138.031 
PHE A 93 138. 092 
PHE A 93 136.976 
PHE A 93 137. 114 
PHE A 93 139.451 
PHE A 93 140. 586 
CD1 PHE A 93 140. 898 
CD2 PHE A 93 141.340 
CE1 PHE A 93 141.942 



CA 

C 

0 

CB 

CG 



-8.079 
-8. 589 
-10.073 
-10. 902 
-12. 197 
-12.813 
-12.877 
-5.946 
-8.511 
-7. 197 
-8.843 
-8.427 
-8.040 
-10. 322 
-10. 275 
-10.471 
-12.307 
-13.787 
-12.418 
-13. 850 
-6.410 
-6. 172 
-5. 233 
-4. 519 
-5. 583 
-6. 559 
-7. 122 
-6.914 
-8.020 



7.013 1.00 0.00 
5.580 1.00 0.00 
5.512 1.00 0.00 
5.917 1.00 0.00 
5.630 1.00 0.00 
4.938 1.00 0.00 
6.034 1.00 0.00 
6.412 1.00 0.00 
7.267 1.00 0.00 
7.057 1.00 0.00 
7.644 1.00 0.00 
5.155 1.00 0.00 
5.012 1.00 0.00 
4.497 1.00 0.00 
6.167 1.00 0.00 
6.430 1.00 0.00 
4.629 1.00 0.00 
4.725 1.00 0.00 
6.556 1.00 0.00 
5.819 1.00 0.00 
9.561 1.00 0.00 
10.999 1.00 0.00 
11.447 1.00 0.00 
12.440 1.00 0.00 
11.381 1.00 0.00 
11.253 1.00 0.00 
10.026 1.00 0.00 
12.361 1.00 0.00 
9.905 1.00 0.00 
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ATOM 1368 CE2 PHE A 93 142.385 -7.811 12.246 1.00 0.00 

ATOM 1369 CZ PHE A 93 142.686 -8.365 11.017 1.00 0.00 

ATOM 1370 H PHE A 93 138.170 -5.659 8.947 1.00 0.00 

ATOM 1371 HA PHE A 93 137.968 -7.122 11.497 1.00 0.00 

ATOM 1372 1HB PHE A 93 139.664 -4.741 10.740 1.00 0.00 

ATOM 1373 2HB PHE A 93 139.413 -5.248 12.407 1.00 0.00 

ATOM 1374 HD1 PHE A 93 140.317 -6.853 9.156 1.00 0.00 

ATOM 1375 HD2 PHE A 93 141.105 -6.482 13.322 1.00 0.00 

ATOM 1376 HE1 PHE A 93 142.175 -8.451 8.944 1.00 0.00 

ATOM 1377 HE2 PHE A 93 142.965 -8.079 13.117 1.00 0.00 

ATOM 1378 HZ PHE A 93 143.502 -9.066 10.925 1.00 0.00 

ATOM 1379 N ALA A 94 135.869 -5.238 10.710 1.00 0.00 

ATOM 1380 CA ALA A 94 134.732 -4.386 11.038 1.00 0.00 

ATOM 1381 C ALA A 94 133.628 -5.181 11.726 1.00 0.00 

ATOM 1382 0 ALA A 94 133.159 -6.193 11.204 1.00 0.00 

" ATOM 1383 CB ALA A 94 134.197 -3.716 9.780 1.00 0.00 

ATOM 1384 H ALA A 94 135.814 -5.829 9.930 1.00 0.00 



ATOM 1385 


HA 


ALA A 


94 135.077 


-3.614 


11.709 1.00 0.00 


ATOM 1386 


1HB 


ALA A 


94 133.322 


-4.246 


9.434 1.00 0.00 


ATOM 1387 


2HB 


ALA A 


94 134.956 


-3. 732 


9.013 1.00 0.00 


ATOM 1388 


3HB 


ALA A 


94 133.932 


-2.693 


10.004 1.00 0.00 


ATOM 1389 


N 


SER A 


95 133.216 


-4.717 


12.902 1.00 0.00 


ATOM 1390 


CA 


SER A 


95 132.167 


-5. 384 


13.663 1.00 0.00 


ATOM 1391 


C 


SER A 


95 130.804 


-4. 767 


13.363 1.00 0.00 


ATOM 1392 


0 


SER A 


95 130.659 


-3. 546 


13.331 1.00 0.00 


ATOM 1393 


CB 


SER A 


95 132.460 


-5. 298 


15.162 1.00 0.00 


ATOM 1394 


OG 


SER A 


95 133.403 


-6. 280 


15.554 1.00 0.00 


ATOM 1395 


H 


SER A 


95 133.629 


-3.905 


13.266 1.00 0.00 


ATOM 1396 


HA 


SER A 


95 132.152 


-6.422 


13.366 1.00 0.00 
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ATOM 1400 N 

ATOM 1401 CA 

ATOM 1402 C 

ATOM 1403 0 

ATOM 1404 CB 

ATOM 1405 CG 



ATOM 1397 1HB SERA 95 132.860 -4.322 15.392 1.00 0.00 
ATOM 1398 2HB SERA 95 131.546 -5.452 15.714 1.00 0.00 
ATOM 1399 HG SERA 95 132.941 -7.050 15.894 1.00 0.00 
LEU A 96 129.809 -5.620 13.143 1.00 0.00 
LEU A 96 128.459 -5.157 12.847 1.00 0.00 
LEU A 96 127.448 -6.288 13.000 1.00 0.00 
LEU A 96 127.601 -7.357 12.405 1.00 0.00 
LEU A 96 128.394 -4.589 11.428 1.00 0.00 
LEU A 96 127.019 -4.076 10.997 1.00 0.00 
ATOM 1406 CD1 LEU A 96 126.635 -2.843 11.801 1.00 0.00 
ATOM 1407 CD2 LEU A 96 127.009 -3.769 9.507 1.00 0.00 
ATOM 1408 H LEU A 96 129.987 -6.583 13.183 1.00 0.00 
ATOM 1409 HA LEU A 96 128.215 -4.375 13.549 1.00 0.00 
ATOM 1410 1HB LEU A 96 129.099 -3.773 11.358 1.00 0.00 
ATOM 1411 2HB LEU A 96 128.696 -5.363 10.738 1.00 0.00 
ATOM 1412 HG LEU A 96 126.281 -4.841 11.187 1.00 0.00 
ATOM 1413 1HD1 LEU A 96 126.375 -3.136 12.807 1.00 0.00 
ATOM 1414 2HD1 LEU A 96 125.788 -2.360 11.336 1.00 0.00 
ATOM 1415 3HD1 LEU A 96 127.468 -2.157 11.829 1.00 0.00 
ATOM 1416 1HD2 LEU A 96 127.887 -3.195 9.252 1.00 0.00 
ATOM 1417 2HD2 LEU A 96 126.124 -3.200 9.263 1.00 0.00 
ATOM 1418 3HD2 LEU A 96 127.008 -4.693 8.949 1.00 0.00 
ATOM 1419 N GLN A 97 126.414 -6.047 13.800 1.00 0.00 
ATOM 1420 CA GLN A 97 125.375 -7.044 14.0311.00 0.00 
ATOM 1421 C GLN A 97 124.046 -6.595 13.432 1.00 0.00 
ATOM 1422 0 GLN A 97 123.770 -5.398 13.339 1.00 0.00 
ATOM 1423 CB GLN A 97 125.212 -7.303 15.529 1.00 0.00 
ATOM 1424 CG GLN A 97 126.300 -8.185 16.117 1.00 0.00 
ATOM 1425 CD GLN A 97 126.152 -9.640 15.720 1.00 0.00 
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ATOM 1426 0E1 GLN A 97 125.213-10.317 16.1411.00 0.00 
ATOM 1427 NE2 GLN A 97 127.077-10.129 14.903 1.00 0.00 
ATOM 1428 H GLN A 97 126.347 -5.176 14.244 1.00 0.00 
ATOM 1429 HA GLN A 97 125.682 -7.961 13.548 1.00 0.00 
ATOM 1430 1HB GLN A 97 125.225 -6.356 16.050 1.00 0.00 
ATOM 1431 2HB GLN A 97 124.259 -7.784 15.699 1.00 0.00 
ATOM 1432 1HG GLN A 97 127.260 -7.830 15.7711.00 0.00 
ATOM 1433 2HG GLN A 97 126.260 -8.115 17.196 1.00 0.00 
ATOM 1434 1HE2 GLN A 97 127.796 -9.531 14.608 1.00 0.00 
ATOM 1435 2HE2 GLN A 97 127.005 -11.066 14.630 1.00 0.00 
ATOM 1436 N PROA 98 123.198 -7.552 13.015 1.00 0.00 
PROA 98 121.892 -7.248 12.423 1.00 0.00 
PROA 98 121.064 -6.310 13.296 1.00 0.00 
PROA 98 121.520 -5.859 14.346 1.00 0.00 
PROA 98 121.218 -8.617 12.320 1.00 0.00 
PROA 98 122.345 -9.589 12.252 1.00 0.00 
PROA 98 123.448 -9.004 13.089 1.00 0.00 
ATOM 1443 HA PROA 98 121.996 -6.819 11.436 1.00 0.00 
ATOM 1444 1HB PROA 98 120.603 -8.785 13.193 1.00 0.00 
ATOM 1445 2HB PROA 98 120.610 -8.657 11.430 1.00 0.00 
ATOM 1446 1HG PRO A 98 122.033 -10.541 12.655 1.00 0.00 
ATOM 1447 2HG PROA 98 122.671 -9.702 11.228 1.00 0.00 
ATOM 1448 1HD PROA 98 123.376 -9.356 14.108 1.00 0.00 
ATOM 1449 2HD PROA 98 124.412 -9.251 12.670 1.00 0.00 
ATOM 1450 N SERA 99 119.844 -6.023 12.855 1.00 0.00 
ATOM 1451 CA SERA 99 118.951 -5.140 13.597 1.00 0.00 
ATOM 1452 C SERA 99 117.810 -5.928 14.232 1.00 0.00 
ATOM 1453 0 SERA 99 117.697 -5.997 15.456 1.00 0.00 
ATOM 1454 CB SERA 99 118.386 -4.058 12.675 1.00 0.00 



ATOM 1437 CA 

ATOM 1438 C 

ATOM 1439 0 

ATOM 1440 CB 

ATOM 1441 CG 

ATOM 1442 CD 
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ATOM 1455 OG SERA 99 118.327 -4.512 11.333 1.00 0.00 
ATOM 1456 H SERA 99 119.535 -6.414 12.011 1.00 0.00 
ATOM 1457 HA SERA 99 119.527 -4.669 14.379 1.00 0.00 
ATOM 1458 1HB SERA 99 117.390 -3.797 12.997 1.00 0.00 
ATOM 1459 2HB SERA 99 119.020 -3.184 12.717 1.00 0.00 
ATOM 1460 HG SERA 99 118.412 -3.764 10.737 1.00 0.00 
ATOM 1461 N GLY A 100 116.966 -6.519 13.393 1.00 0.00 
ATOM 1462 CA GLY A 100 115. 846 -7.293 13.892 1.00 0.00 
ATOM 1463 C GLY A 100 114. 524 -6.565 13.742 1.00 0.00 
ATOM 1464 0 GLY A 100 114. 144 -5.782 14.613 1.00 0.00 
ATOM 1465 H GLY A 100 117.107 -6.428 12.427 1.00 0.00 
ATOM 1466 1HA GLY A 100 115.796 -8.225 13.347 1.00 0.00 
ATOM 1467 2HA GLY A 100 116.009 -7.509 14.937 1.00 0.00 
ATOM 1468 N PRO A 101 113.793 -6.802 12.638 1.00 0.00 
ATOM 1469 CA PRO A 101 112.500 -6.153 12.392 1.00 0.00 
ATOM 1470 C PRO A 101 111.553 -6.277 13.581 1.00 0.00 
ATOM 1471 0 PRO A 101 111.276 -7.378 14.055 1.00 0.00 
ATOM 1472 CB PRO A 101 111.946 -6.912 11.186 1.00 0.00 
ATOM 1473 CG PRO A 101 113.151 -7.427 10.478 1.00 0.00 
ATOM 1474 CD PRO A 101 114.167 -7.720 11.546 1.00 0.00 
ATOM 1475 HA PRO A 101 112.624 -5.110 12.139 1.00 0.00 
ATOM 1476 1HB PRO A 101 111.311 -7.718 11.525 1.00 0.00 
ATOM 1477 2HB PRO A 101 111.380 -6.238 10.561 1.00 0.00 
ATOM 1478 1HG PRO A 101 112.901 -8.329 9.939 1.00 0.00 
ATOM 1479 2HG PRO A 101 113.526 -6.676 9.799 1.00 0.00 
ATOM 1480 1HD PRO A 101 114.093 -8.749 11.865 1.00 0.00 
ATOM 1481 2HD PRO A 101 115. 164 -7.505 11.188 1.00 0.00 
ATOM 1482 N SER A 102 111.061 -5.138 14.060 1.00 0.00 
ATOM 1483 CA SER A 102 110.144 -5.120 15.194 1.00 0.00 
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ATOM 1484 C SER A 102 110.802 
ATOM 1485 0 SER A 102 110.493 
ATOM 1486 CB SER A 102 108. 866 
ATOM 1487 OG SER A 102 107. 873 
ATOM 1488 H SER A 102 111.319 
ATOM 1489 HA SER A 102 109.891 
ATOM 1490 1HB SER A 102 109. 088 
ATOM 1491 2HB SER A 102 108. 483 
ATOM 1492 HG SER A 102 108.270 
ATOM 1493 N SER A 103 111.709 
ATOM 1494 CA SER A 103 112.410 
ATOM 1495 C SER A 103 111.554 
ATOM 1496 0 SER A 103 110. 663 
ATOM 1497 CB SER A 103 113.740 
ATOM 1498 OG SER A 103 114. 772 
ATOM 1499 H SER A 103 111.912 
ATOM 1500 HA SER A 103 112.607 
ATOM 1501 1HB SER A 103 113.634 
ATOM 1502 2HB SER A 103 114.013 
ATOM 1503 HG SER A 103 114.839 
ATOM 1504 N GLY A 104 111.832 
ATOM 1505 CA GLY A 104 111.079 
ATOM 1506 C GLY A 104 111.969 
ATOM 1507 0 GLY A 104 111.575 
ATOM 1508 OXT GLY A 104 113.061 
ATOM 1509 H GLY A 104 112.555 
ATOM 1510 1HA GLY A 104 110.529 
ATOM 1511 2HA GLY A 104 110.379 
TER 1512 GLY A 104 



-5.719 16.434 1.00 0.00 
-6.842 16.831 1.00 0.00 
-5.890 14.857 1.00 0.00 
-5.024 14.333 1.00 0.00 
-4.292 13.640 1.00 0.00 
-4.091 15.398 1.00 0.00 
-6.647 14.120 1.00 0.00 
-6.358 15.752 1.00 0.00 
-4.434 13.690 1.00 0.00 
-4.961 17.041 1.00 0.00 
-5.416 18.235 1.00 0.00 
-5.208 19.481 1.00 0.00 
-4.359 19.498 1.00 0.00 
-4.676 18.385 1.00 0.00 
-5.329 17.666 1.00 0.00 
-4.075 16.676 1.00 0.00 
-6.472 18.121 1.00 0.00 
-3.670 18.006 1.00 0.00 
-4.638 19.430 1.00 0.00 
-6.240 17.960 1.00 0.00 
-5.986 20.520 1.00 0.00 
-5.871 21.756 1.00 0.00 
-5.896 22.983 1.00 0.00 
-6.523 23.989 1.00 0.00 
-5.291 22.937 1.00 0.00 
-6.645 20.449 1.00 0.00 
-4.941 21.743 1.00 0.00 
-6.691 21.815 1.00 0.00 
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ENDMDL 

ATOM 1 

ATOM 2 

ATOM 3 

ATOM 4 

ATOM 5 

ATOM 6 

ATOM 7 

ATOM 8 

ATOM 9 

ATOM 10 

ATOM 11 
ATOM 12 
ATOM 13 
ATOM 14 
ATOM 15 
ATOM 16 
ATOM 17 
ATOM 18 
ATOM 19 
ATOM 20 
ATOM 21 
ATOM 22 
ATOM 23 
ATOM 24 
ATOM 25 
ATOM 26 



[0 10 7] 

mik 1 0 

N GLY A 1 132.485 
CA GLY A 1 133.474 
C GLY A 1 133.260 
0 GLY A 1 133. 286 
1H GLY A 1 132.906 
2H GLY A 1 131.643 
3H GLY A 1 132. 197 
1HA GLY A 1 133.389 
2HA GLY A 1 134.468 
N SER A 2 133. 048 
CA SER A 2 132. 829 
C SER A 2 131.367 
0 SER A 2 130. 763 
CB SER A 2 133.723 
OG SER A 2 133.256 
H SER A 2 133. 039 
HA SER A 2 133.089 
1HB SER A 2 133.727 
2HB SER A 2 134.729 
HG SER A 2 133. 668 
N SER A 3 130. 801 
CA SER A 3 129.408 
C SER A 3 129. 287 
0 SER A 3 129.369 
CB SER A 3 128. 807 
OG SER A 3 127.458 



-2.135 -14.848 1.00 0.00 
-2.831 -13.979 1.00 0.00 
-2.538 -12.507 1.00 0.00 
-3.446 -11.676 1.00 0.00 
-1.268 -15.244 1.00 0.00 
-1.877 -14.296 1.00 0.00 
-2.756 -15.631 1.00 0.00 
-3.896 -14.138 1.00 0.00 
-2.515 -14.257 1.00 0.00 
-1.266 -12.184 1.00 0.00 
-0.855 -10.803 1.00 0.00 
-0.493 -10.568 1.00 0.00 
0.238 -11.354 1.00 0.00 
0.338 -10.456 1.00 0.00 
1.523 -11.074 1.00 0.00 
-0.588 -12.892 1.00 0.00 
-1.686 -10.164 1.00 0.00 
0.483 -9.386 1.00 0.00 
0.141 -10.795 1.00 0.00 
2.285 -10.661 1.00 0.00 
-1.010 -9.482 1.00 0.00 
-0.742 -9.143 1.00 0.00 
0.525 -8.303 1.00 0.00 
0.478 -7.076 1.00 0.00 
-1.928 -8.388 1.00 0.00 
-2.142 -8.764 1.00 0.00 
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ATOM 27 
ATOM 28 
ATOM 29 
ATOM 30 
ATOM 31 
ATOM 32 
ATOM 33 
ATOM 34 
ATOM 35 
ATOM 36 
ATOM 37 
ATOM 38 
ATOM 39 
ATOM 40 
ATOM 41 
ATOM 42 
ATOM 43 
ATOM 44 
ATOM 45 
ATOM 46 
ATOM 47 
ATOM 48 
ATOM 49 
ATOM 50 
ATOM 51 
ATOM 52 
ATOM 53 
ATOM 54 
ATOM 55 



H SER A 

HA SER A 

1HB SER A 

2HB SER A 

HG SER A 



GLY A 
GLY A 
GLY A 
GLY A 
GLY A 
1HA GLY A 
2HA GLY A 
N SER A 



N 

CA 
C 
0 
H 



CA 
C 
0 
CB 



SER A 
SER A 
SER A 
SER A 
OG SER A 
H SER A 
HA SER A 
1HB SER A 
2HB SER A 
HG SER A 



N 

CA 

C 

0 

CB 

OG 



SER A 
SER A 
SER A 
SER A 
SER A 
SER A 



3 131.334 
3 128.865 
3 129.375 
3 128.847 

3 126.975 - 

4 129.091 
4 128.962 
4 128.420 
4 128.458 
4 129.035 
4 128.293 

4 129.932 

5 127.915 
5 127.362 
5 127.409 
5 127.856 
5 125.922 
5 125.076 
5 127.913 
5 127.964 
5 125.558 
5 125.895 

5 124.212 

6 126.945 
6 126.933 
6 128.282 
6 129.041 
6 125.824 
6 125.843 



-1.586 -8.893 1.00 0.00 
-0.602 -10.066 1.00 0.00 
-2.820 -8:612 1.00 0.00 
-1.734 -7.326 1.00 0.00 
-1.313 -8.709 1.00 0.00 
1.657 -8.972 1.00 0.00 
2.919 -8.271 1.00 0.00 
4.023 -9.158 1.00 0.00 
3.918 -10.383 1.00 0.00 
1.633 -9.950 1.00 0.00 
2.787 -7.432 1.00 0.00 
3.214 -7.901 1.00 0.00 
5.084 -8.537 1.00 0.00 
6.212 -9.279 1.00 0.00 
7.487 -8.444 1.00 0.00 
8.534 -8.914 1.00 0.00 
5.916 -9.699 1.00 0.00 
5.793 -8.569 1.00 0.00 
5.110 -7.558 1.00 0.00 
6.353 -10.164 1.00 0.00 
6.722 -10.319 1.00 0.00 
4.993 -10.258 1.00 0.00 
6.159 -8.774 1.00 0.00 
7.394 -7.202 1.00 0.00 
8.540 -6.301 1.00 0.00 
8.699 -5.606 1.00 0.00 
7.739 -5.475 1.00 0.00 
8.385 -5.259 1.00 0.00 
7.091 -4.683 1.00 0.00 
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ATOM 56 
ATOM 57 
ATOM 58 
ATOM 59 
ATOM 60 
ATOM 61 
ATOM 62 
ATOM 63 
ATOM 64 
ATOM 65 
ATOM 66 
ATOM 67 
ATOM 68 
ATOM 69 
ATOM 70 
ATOM 71 
ATOM 72 
ATOM 73 
ATOM 74 
ATOM 75 
ATOM 76 
ATOM 77 
ATOM 78 
ATOM 79 
ATOM 80 
ATOM 81 
ATOM 82 
ATOM 83 
ATOM 84 



H SER A 

HA SER A 

1HB SER A 

2HB SER A 

HG SER A 



N GLY A 
CA GLY A 
C GLY A 
0 GLY A 
H GLY A 
1HA GLY A 
2HA GLY A 
N LEU A 
CA LEU A 
C LEU A 
0 LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 



6 126.601 
6 126.740 
6 125.965 
6 124.866 

6 126.724 

7 128.574 
7 129.830 
7 129.885 
7 130.880 
7 127.930 
7 129.962 

7 130.637 

8 128.813 
8 128.741 
8 128.749 
8 128.123 
8 127.482 
8 127.632 
8 126.291 
8 128.217 
8 128.050 
8 129.610 
8 126.692 
8 127.190 
8 128.308 
8 126.239 
8 125.493 
8 126.187 
8 127.824 



6.532 
9.423 
9.115 
8. 543 
6.899 
9.917 
10. 179 
11.568 
12. 278 
10. 645 
9.451 
10.078 
11.957 
13. 271 
13. 146 
13. 940 
14.011 
14. 802 
14.925 
16. 179 
11.347 
13. 834 
13.286 
14.697 
14.277 
15.875 
14.863 
14. 124 
16.888 



-6.884 1.00 0.00 
-6.892 1.00 0.00 
-4.475 1.00 0.00 
-5.731 1.00 0.00 
-4.353 1.00 0.00 
-5.163 1.00 0.00 
-4.487 1.00 0.00 
-3.882 1.00 0.00 
-4.029 1.00 0.00 
-5.297 1.00 0.00 
-3.702 1.00 0.00 
-5.198 1.00 0.00 
-3.200 1.00 0.00 
-2.570 1.00 0.00 
-1.050 1.00 0.00 
-0.349 1.00 0.00 
-3.026 1.00 0.00 
-4.326 1.00 0.00 
-5.034 1.00 0.00 
-4.047 1.00 0.00 
-3.119 1.00 0.00 
-2.878 1.00 0.00 
-3.158 1.00 0.00 
-2.245 1.00 0.00 
-4.983 1.00 0.00 
-5.546 1.00 0.00 
-4.307 1.00 0.00 
-5.750 1.00 0.00 
-4.760 1.00 0.00 



Btm2 003-3083148 



#0 2002-236129 



/*-v : 518/ 



ATOM 85 
ATOM 86 
ATOM 87 
ATOM 88 
ATOM 89 
ATOM 90 
ATOM 91 
ATOM 92 
ATOM 93 
ATOM 94 
ATOM 95 
ATOM 96 
ATOM 97 
ATOM 98 
ATOM 99 
ATOM 100 
ATOM 101 
ATOM 102 
ATOM 103 
ATOM 104 
ATOM 105 
ATOM 106 
ATOM 107 
ATOM 108 
ATOM 109 
ATOM 110 
ATOM 111 
ATOM 112 
ATOM 113 



2HD2 LEU A 
3HD2 LEU A 
N ALA A 
CA ALA A 
C ALA A 
0 ALA A 
CB ALA A 
H ALA A 
HA ALA A 
1HB ALA A 
2HB ALA A 
3HB ALA A 
N MET A 



CA MET A 
C MET A 



0 

CB 

CG 

SD 

CE 

H 



MET A 
MET A 
MET A 
MET A 
MET A 
MET A 



HA MET A 

1HB MET A 

2HB MET A 

1HG MET A 

2HG MET A 

1HE MET A 

2HE MET A 

3HE MET A 



8 129.293 

8 127.950 

9 129.465 
9 129.555 
9 130.916 
9 131.007 
9 128.440 
9 129.942 
9 129.426 
9 128.296 

9 128.707 

9 127.526 

10 131.974 

10 133.332 
10 134.283 
10 135.242 
10 133.825 
10 133.494 
10 134.899 
10 134.803 
10 131.838 
10 133.311 
10 134.897 
10 133.372 
10 133.178 
10 132.687 
10 135.673 
10 133.912 
10 134.767 



16. 137 
16.487 
12. 144 
11.916 
11.341 
10. 386 
10. 988 
11.546 - 
12.866 
11.095 
9.966 
11.242 
11.929 
11.475 
12.661 
12. 808 
10. 557 
11.064 
11.857 
11.137 
12. 686 
10.918 
10.458 
9.584 
10.227 
11.778 
11.424 
11.489 
10.060 



-4.136 1.00 0.00 
-3.047 1.00 0.00 
-0.548 1.00 0.00 
0.889 1.00 0.00 
1.267 1.00 0.00 
2.039 1.00 0.00 
1.346 1.00 0.00 
-1.158 1.00 0.00 
1.386 1.00 0.00 
2.411 1.00 0.00 
1.120 1.00 0.00 
0.831 1.00 0.00 
0.717 1.00 0.00 
0.996 1.00 0.00 
1.158 1.00 0.00 
0.401 1.00 0.00 
-0.127 1.00 0.00 
-1.523 1.00 0.00 
-2.329 1.00 0.00 
-3.965 1.00 0.00 
0.109 1.00 0.00 
1.920 1.00 0.00 
-0.048 1.00 0.00 
-0.004 1.00 0.00 
-2.128 1.00 0.00 
-1.452 1.00 0.00 
-4.536 1.00 0.00 
-4.462 1.00 0.00 
-3.883 1.00 0.00 



tt\§E#2 003-3083148 



mm. 2002-236129 

» 



ATOM 114 


N 


PRO A 


11 


134. 028 


13.530 


Z. lo4 1. UU U. UU 


ATOM 115 


CA 


PRO A 


11 


134. 869 


14.707 


o Ana i fifi fi fifi 
Z. 4Ub 1. UU U. UU 


ATOM 116 


C 


PRO A 


11 


136.323 


14.343 


O 1 fifi fi fifi 

Z. 70b 1. UU U. UU 


ATOM 117 


0 


PRO A 


11 


137.243 


14.934 


O 1 AO 1 C\f\ fi fifi 

Z. 14Z 1. UU U. UU 


ATOM 118 


CB 


PRO A 


11 


134. 223 


15.370 


O ^Ofi 1 fifi fi fifi 

o. bzy l. uu u. uu 


ATOM 119 


CG 


PRO A 


11 


132. 840 


14. 818 


O Cfi/I 1 f\C\ fi fifi 

o. oy4 JL. uu u. uu 


ATOM 120 


CD 


PRO A 


11 


132.907 


i r\ A OA 

13.439 


O 1 fi/i 1 fifi fi fifi 

0. 1U4 1. UU U. UU 


ATOM 121 


HA 


PRO A 


11 


134.841 


15. 391 


1 C7fi 1 f\f\ fi fifi 

1. b/U 1. UU u. uu 


ATOM 122 


1HB 


PRO A 


11 


134.789 


15. 125 


A CIA 1 f\Ci fi fifi 

4. 514 1. UU U. UU 


ATOM 123 


2HB 


PRO A 


11 


134.212 


16.441 


3.492 1.00 0.00 


ATOM 124 


1HG 


PRO A 


11 


132.515 


14. 768 


4.723 1.00 0.00 


ATOM 125 


2HG 


PRO A 


11 


132. 170 


15. 439 


3.119 1.00 0.00 


ATOM 126 


1HD 


PRO A 


11 


133. 108 


12.708 


3.873 1.00 0.00 



ATOM 127 2HD PROA 11 131.985 13.205 2.592 1.00 0.00 



ATOM 128 


N 


PRO A 


12 136.556 


13. 370 


3.608 1.00 0.00 


ATOM 129 


CA 


PRO A 


12 137.907 


12. 949 


3.978 1.00 0.00 


ATOM 130 


C 


PRO A 


12 138.499 


11.939 


3.000 1.00 0.00 


ATOM 131 


0 


PRO A 


12 139.664 


12. 044 


2.616 1.00 0.00 


ATOM 132 


CB 


PRO A 


12 137.694 


12. 306 


5.345 1.00 0.00 


ATOM 133 


CG 


PRO A 


12 136.322 


11.725 


5.275 1.00 0.00 


ATOM 134 


CD 


PRO A 


12 135.527 


12. 609 


4.344 1.00 0.00 


ATOM 135 


HA 


PRO A 


12 138.574 


13. 792 


. 4.073 1.00 0.00 



ATOM 136 1HB PROA 12 138.441 11.543 5.507 1.00 0.00 

ATOM 137 2HB PROA 12 137.765 13.059 6.116 1.00 0.00 

ATOM 138 1HG PRO A 12 136.371 10.720 4.885 1.00 0.00 

ATOM 139 2HG PROA 12 135.876 11.724 6.259 1.00 0.00 

ATOM 140 1HD PROA 12 134.939 12.007 3.668 1.00 0.00 

ATOM 141 2HD PROA 12 134.889 13.271 4.910 1.00 0.00 

ATOM 142 N GLYA 13 137.695 10.958 2.605 1.00 0.00 



tbfiE# 2003-3083148 



mm2 002-236129 



^-v^. 520/ 



ATOM 143 
ATOM 144 
ATOM 145 
ATOM 146 
ATOM 147 
ATOM 148 
ATOM 149 
ATOM 150 
ATOM 151 
ATOM 152 
ATOM 153 
ATOM 154 
ATOM 155 
ATOM 156 
ATOM 157 
ATOM 158 
ATOM 159 
ATOM 160 
ATOM 161 
ATOM 162 
ATOM 163 
ATOM 164 
ATOM 165 
ATOM 166 
ATOM 167 
ATOM 168 
ATOM 169 
ATOM 170 
ATOM 171 



CA GLY A 13 138.165 9.942 

C GLY A 13 137.387 9.927 

0 GLY A 13 137.055 10.980 

H GLY A 13 136. 776 10. 921 

1HA GLY A 13 139. 206 10. 126 

2HA GLY A 13 138.075 8.975 



ASN A 14 137.097 8.729 

ASN A 14 136.354 8.576 

ASN A 14 135.392 7.395 

ASN A 14 135.721 6.353 

ASN A 14 137.318 8.384 

ASN A 14 138.440 9.403 

0D1 ASN A 14 138.425 10.362 

ND2 ASN A 14 139.424 9.201 



N 
CA 
C 
0 
CB 
CG 



H 


ASN A 


14 137.390 


HA 


ASN A 


14 135.785 


1HB 


ASN A 


14 137.753 


2HB 


ASN A 


14 136.771 


1HD2 ASN A 


14 139.370 


2HD2 ASN A 


14 140.162 


N 


SER A 


15 134.203 


CA 


SER A 


15 133.189 


C 


SER A 


15 132.729 


0 


SER A 


15 131.666 


CB 


SER A 


15 133.733 


OG 


SER A 


15 133.356 


H 


SER A 


15 134.001 


HA 


SER A 


15 132.344 


1HB 


SER A 


15 134.811 



1.680 1.00 0.00 
0.380 1.00 0.00 
-0.165 1.00 0.00 
2.947 1.00 0.00 
1.460 1.00 0.00 
2.152 1.00 0.00 
-0.117 1.00 0.00 
-1.364 1.00 0.00 
-1.282 1.00 0.00 
-0.716 1.00 0.00 
-2.536 1.00 0.00 
-2.536 1.00 0.00 
-3.307 1.00 0.00 
-1.666 1.00 0.00 
7.928 0.364 1.00 0.00 
9.479 -1.523 1.00 0.00 
7.397 -2.478 1.00 0.00 
8.478 -3.462 1.00 0.00 
8.415 -1.082 1.00 0.00 
9.844 -1.644 1.00 0.00 
7.567 -1.851 1.00 0.00 
6.517 -1.845 1.00 0.00 
6.212 -0.422 1.00 0.00 
6.664 0.007 1.00 0.00 
5.247 -2.504 1.00 0.00 
5.179 -3.869 1.00 0.00 
8.422 -2.287 1.00 0.00 
6.872 -2.414 1.00 0.00 
5.244 -2.442 1.00 0.00 



fctiiE^F 2003-3083148 



2002-236129 



^-v: 521/ 



ATOM 172 
ATOM 173 
ATOM 174 
ATOM 175 
ATOM 176 
ATOM 177 
ATOM 178 
ATOM 179 
ATOM 180 
ATOM 181 
ATOM 182 
ATOM 183 
ATOM 184 
ATOM 185 
ATOM 186 
ATOM 187 
ATOM 188 
ATOM 189 
ATOM 190 
ATOM 191 
ATOM 192 
ATOM 193 
ATOM 194 
ATOM 195 
ATOM 196 
ATOM 197 
ATOM 198 
ATOM 199 
ATOM 200 



2HB SER A 
HG SER A 
N HIS A 
CA HIS A 
C HIS A 
0 HIS A 
CB HIS A 
CG HIS A 
ND1 HIS A 
CD2 HIS A 
CE1 HIS A 
NE2 HIS A 
H HIS A 
HA HIS A 
1HB HIS A 
2HB HIS A 
HD1 HIS A 
HD2 HIS A 
HE1 HIS A 
HE2 HIS A 
N GLY A 



CA GLY A 

C GLY A 

0 GLY A 

H GLY A 

1HA GLY A 

2HA GLY A 

N LEU A 

CA LEU A 



15 133.341 

15 132.415 

16 133.533 
16 133.208 
16 134.066 
16 133.573 
16 133.405 
16 132.249 
16 131.753 
16 131.490 
16 130.739 
16 130.560 
16 134.367 
16 132.170 
16 134.284 
16 133.545 
16 132.093 
16 131.598 
16 130.157 

16 129.823 

17 135.354 
17 136.261 
17 137.602 
17 138.004 
17 135.690 
17 136.421 

17 135.809 

18 138.294 
18 139.598 



4.381 
5.352 
5.445 
5.082 
5.865 
6.351 
3.580 
2.752 
1.680 
2.843 
1.148 
1.835 
5.115 
5.328 
3.260 
3.389 
1.357 
3.573 
0.295 
1.704 
5.982 
6.707 
6.015 
5.653 
5.574 
7.695 
6.802 
5.830 
5.176 



-1.991 1.00 0.00 
-3.950 1.00 0.00 
0.306 1.00 0.00 
1.680 1.00 0.00 
2.668 1.00 0.00 
3.686 1.00 0.00 
1.894 1.00 0.00 
1.423 1.00 0.00 
2.135 1.00 0.00 
0.305 1.00 0.00 
1.475 1.00 0.00 
0.362 1.00 0.00 
-0.090 1.00 0.00 
1.851 1.00 0.00 
1.355 1.00 0.00 
2.948 1.00 0.00 
2.995 1.00 0.00 
-0.485 1.00 0.00 
1.792 1.00 0.00 
-0.270 1.00 0.00 
2.360 1.00 0.00 
3.230 1.00 0.00 
3.375 1.00 0.00 
4.481 1.00 0.00 
1.536 1.00 0.00 
2.823 1.00 0.00 
4.206 1.00 0.00 
2.256 1.00 0.00 
2.264 1.00 0.00 



ffil£#2 003-3083148 



2002-236129 



i? : 522/ 



ATOM 201 
ATOM 202 
ATOM 203 
ATOM 204 
ATOM 205 
ATOM 206 
ATOM 207 
ATOM 208 
ATOM 209 
ATOM 210 
ATOM 211 
ATOM 212 
ATOM 213 
ATOM 214 
ATOM 215 
ATOM 216 
ATOM 217 
ATOM 218 
ATOM 219 
ATOM 220 
ATOM 221 
ATOM 222 
ATOM 223 
ATOM 224 
ATOM 225 
ATOM 226 
ATOM 227 
ATOM 228 
ATOM 229 



C LEU A 
0 LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N GLU A 



CA GLU A 

C GLU A 

0 GLU A 

CB GLU A 

CG GLU A 

CD GLU A 

0E1 GLU A 

0E2 GLU A 

H GLU A 

HA GLU -A 

1HB GLU A 



18 140.706 
18 141.119 
18 139.865 
18 138.793 
18 138.995 
18 138.812 
18 137.921 
18 139.583 
18 139.953 
18 140.806 
18 137.821 
18 139.946 
18 138.982 
18 138.202 
18 139.397 
18 137.802 

18 139.250 

19 141.185 
19 142.246 
19 143.202 
19 143.061 
19 141.650 
19 140.820 
19 141.049 
19 142.219 
19 140.058 
19 140.816 
19 142.796 
19 142.455 



6.174 
6.952 
4.509 
3.519 
3.149 
2.274 
6.141 
4.418 
5.284 
3.983 
3.981 
2. 651 
4.045 
2.489 
1.505 
1.920 
2.513 
6.148 
7.051 
6.348 
5.156 
8.289 
7.972 
8.961 
9.330 
9.368 
5.504 
7.357 
8.948 



2.579 1.00 0.00 
1.718 1.00 0.00 
0.913 1.00 0.00 
0.456 1.00 0.00 
-1.004 1.00 0.00 
1.330 1.00 0.00 
1.406 1.00 0.00 
3.032 1.00 0.00 
0.165 1.00 0.00 
0.975 1.00 0.00 
0.552 1.00 0.00 
-1.122 1.00 0.00 
-1.608 1.00 0.00 
-1.322 1.00 0.00 
0.849 1.00 0.00 
1.475 1.00 0.00 
2.288 1.00 0.00 
3.819 1.00 0.00 
4.248 1.00 0.00 
5.207 1.00 0.00 
5.479 1.00 0.00 
4.919 1.00 0.00 
6.152 1.00 0.00 
7.279 1.00 0.00 
7.517 1.00 0.00 
7.922 1.00 0.00 
4.460 1.00 0.00 
3.371 1.00 0.00 
5.212 1.00 0.00 



ttlSE# 2003-30831. 4 8 



# m 2002-236129 



^-vl 523/ 



ATOM 230 
ATOM 231 
ATOM 232 
ATOM 233 
ATOM 234 
ATOM 235 
ATOM 236 
ATOM 237 
ATOM 238 
ATOM 239 
ATOM 240 
ATOM 241 
ATOM 242 
ATOM 243 
ATOM 244 
ATOM 245 
ATOM 246 
ATOM 247 
ATOM 248 
ATOM 249 
ATOM 250 
ATOM 251 
ATOM 252 
ATOM 253 
ATOM 254 
ATOM 255 
ATOM 256 
ATOM 257 
ATOM 258 



2HB GLU A 
1HG GLU A 
2HG GLU A 
N VAL A 
CA VAL A 
C VAL A 
0 VAL A 
CB VAL A 
CGI VAL A 
CG2 VAL A 
H VAL A 
HA VAL A 
HB VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N GLY A 



CA GLY A 

C GLY A 

0 GLY A 

H GLY A 

1HA GLY A 

2HA GLY A 

N SER A 

CA SER A 

C SER A 



19 141.018 
19 139.776 

19 141.081 

20 144.175 
20 145.156 
20 144.476 
20 143.563 
20 146.178 
20 147.289 
20 146.748 
20 144.237 
20 145.687 
20 145.670 
20 146.955 
20 148.160 
20 147.539 
20 147.025 
20 147.620 

20 146.004 

21 144.928 
21 144.352 
21 143.278 
21 143.175 
21 145.658 
21 145.137 

21 143.920 

22 142.474 
22 141.402 
22 141.949 



8.800 
7.993 
6.984 
7.096 
6.545 
5.973 
6.582 
7.612 
6.984 
8.330. 
8.041 
5.753 
8.340 
6.867 
7.622 
6.017 
7.605 
8.896 
9.001 
4.797 
4.163 
3.154 
2.098 
4.358 
3.658 
4.923 
3.480 
2.595 
1.470 



4.209 1.00 0.00 
5.883 1.00 0.00 
6.502 1.00 0.00 
5.717 1.00 0.00 
6.647 1.00 0.00 
7.886 1.00 0.00 
8.443 1.00 0.00 
7.081 1.00 0.00 
7.908 1.00 0.00 
5.868 1.00 0.00 
5.462 1.00 0.00 
6.139 1.00 0.00 
7.697 1.00 0.00 
8.929 1.00 0.00 
7.885 1.00 0.00 
7.499 1.00 0.00 
5.117 1.00 0.00 
6.161 1.00 0.00 
5.463 1.00 0.00 
8.312 1.00 0.00 
9.482 1.00 0.00 
9.125 1.00 0.00 
9.750 1.00 0.00 
7.827 1.00 0.00 
10.028 1.00 0.00 
10.116 1.00 0.00 
8.118 1.00 0.00 
7.678 1.00 0.00 
6.805 1.00 0.00 



WIEJRf 2003-3083148 



Jjfgl 2002-236129 



^-v: 524/ 



i 



ATOM 259 
ATOM 260 
ATOM 261 
ATOM 262 
ATOM 263 
ATOM 264 
ATOM 265 
ATOM 266 
ATOM 267 
ATOM 268 
ATOM 269 
ATOM 270 
ATOM 271 
ATOM 272 
ATOM 273 
ATOM 274 
ATOM 275 
ATOM 276 
ATOM 277 
ATOM 278 
ATOM 279 
ATOM 280 
ATOM 281 
ATOM 282 
ATOM 283 
ATOM 284 
ATOM 285 
ATOM 286 
ATOM 287 



0 SER A 22 142.939 1.645 
CB SER A 22 140. 344 3. 385 
OG SER A 22 140.269 4.723 
H SER A 22 142.606 4.335 
HA SER A 22 140.947 2.164 
1HB SER A 22 140.598 3.395 
2HB SER A 22 139.380 2.916 
HG SER A 22 140.281 4.731 
N LEU A 23 141.298 0.312 
CA LEU A 23 141.719 -0.842 
C LEU A 23 141.156 -0.772 
0 LEU A 23 140.073 -0.229 
CB LEU A 23 141.267 -2.138 
CG LEU A 23 141.762 -2.325 
CD1 LEU A 23 140.763 -3.143 
CD2 LEU A 23 143.129 -2.990 
H LEU A 23 140.515 0.233 
HA LEU A 23 142.797 -0.831 
1HB LEU A 23 140. 186 -2. 158 
2HB LEU A 23 141.622 -2.970 
HG LEU A 23 141.855 -1.357 
1HD1 LEU A 23 140.721 -2.765 
2HD1 LEU A 23 141.074 -4.177 
3HD1 LEU A 23 139.786 -3.066 
1HD2 LEU A 23 143.718 -2.591 
2HD2 LEU A 23 143.630 -2.796 
3HD2 LEU A 23 143.010 -4.056 
N ALA A 24 141.896 -1.326 
CA ALA A 24 141.472 -1.326 



6.095 1.00 0.00 
6.907 1.00 0.00 
7.368 1.00 0.00 
7.659 1.00 0.00 
8.556 1.00 0.00 
5.857 1.00 0.00 
7.039 1.00 0.00 
8.329 1.00 0.00 
6.864 1.00 0.00 
6.079 1.00 0.00 
4.664 1.00 0.00 
4.441 1.00 0.00 
6.756 1.00 0.00 
8.192 1.00 0.00 
8.997 1.00 0.00 
8.201 1.00 0.00 
7.449 1.00 0.00 
6.026 1.00 0.00 
6.763 1.00 0.00 
6.167 1.00 0.00 
8.662 1.00 0.00 
10.008 1.00 0.00 

9.012 1.00 0.00 
8.544 1.00 0.00 

9.013 1.00 0.00 
7.264 1.00 0.00 
8.332 1.00 0.00 
3.709 1.00 0.00 
2.314 1.00 0.00 



ffi|iE#2 003-3083148 



#§12 002-236129 

i 



ATOM 288 


C 


ALA A 24 142. 116 - 


-2. 474 


i !■ a c i aa a aa 

1.545 1.00 0.00 


ATOM 289 


0 


ALA A 24 143. 252 - 


-2.858 


i ooa i aa a nn 
l.o20 l.OU U. UU 


ATOM 290 


CB 


ALA A 24 141.806 


0.005 


i r r f\ 1 A A A A A 

1. 660 1. 00 0. UU 


ATOM 291 


H 


ALA A 24 142.750 


-1.744 


o f\ AC\ 1 A A A A A 

3. 949 1. 00 0. UU 


ATOM 292 


HA 


ALA A 24 140. 398 


-1.451 


o oa A i A A A A A 

2. 294 1. 00 U. UU 


ATOM 293 


1HB 


ALA A 24 142.746 


-0. 079 


-i i o A i AA A A A 

1. 134 1. 00 0. UU 


ATOM 294 


2HB 


ALA A 24 141. 884 


0.770 


r\ a 1 A 1 AA A AA 

2. 419 1. 00 0. UU 


ATOM 295 


3HB 


ALA A 24 141.026 


0.270 


a r\ro i AA A A A 
0. 962 1. 00 U- UU 


ATOM 296 


N 


GLU A 25 141.383 


-3.016 


r\ r~ rro l A A A A A 

0. 578 1.00 0. 00 


ATOM 297 


CA 


GLU A 25 141.883 


-4. 121 


r\ ooo 1 AA A AA 

-0.233 1.00 0.00 


ATOM 298 


C 


GLU A 25 142. 149 


-3.669 


i r* /* r - i AA A AA 

-1.665 1.00 0.00 


ATOM 299 


0 


GLU A 25 141.544 


-2.711 


o i A C 1 AA A AA 
-2. 146 1. 00 U. UU 


ATOM 300 


CB 


GLU A 25 140.883 


-5.278 


a OOA 1 AA A AH 

-0. 229 1. 00 U. UU 


ATOM 301 


CG 


GLU A 25 141.402 


-6. 533 


rv ai o -i a A A AA 

-0.912 1.00 0.00 


ATOM 302 


CD 


GLU A 25 140.359 


-7. 631 


r\ Ar>o "I AA A AA 

-0.983 1.00 0.00 


ATOM 303 


0E1 


GLU A 25 140.483 


-8.511 


-1.860 1.00 0.00 


ATOM 304 


0E2 


GLU A 25 139.420 


-7.612 


-0.159 1.00 0.00 


ATOM 305 


H 


GLU A 25 140.484 


-2.666 


0.406 1.00 0.00 


ATOM 306 


HA 


GLU A 25 142.812 


-4.458 


0.203 1.00 0.00 



ATOM 307 1HB GLU A 25 140.640 -5.526 0.794 1.00 0.00 

ATOM 308 2KB GLU A 25 139.984 -4.963 -0.738 1.00 0.00 

ATOM 309 1HG GLU A 25 141.704 -6.281 -1.917 1.00 0.00 

ATOM 310 2HG GLU A 25 142.255 -6.900 -0.362 1.00 0.00 

ATOM 311 N VALA 26 143.058 -4.363 -2.340 1.00 0.00 

ATOM 312 CA VALA 26 143.405 -4.034 -3.718 1.00 0.00 - 

ATOM 313 C VALA 26 143.016 -5.163 -4.667 1.00 0.00 

ATOM 314 0 VAL A 26 142.958 -6.327 -4.272 1.00 0.00 

ATOM 315 CB VALA 26 144.911 -3.750 -3.867 1.00 0.00 

ATOM 316 CGI VALA 26 145.220 -3.217 -5.257 1.00 0.00 
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ATOM 317 
ATOM 318 
ATOM 319 
ATOM 320 
ATOM 321 
ATOM 322 
ATOM 323 
ATOM 324 
ATOM 325 
ATOM 326 
ATOM 327 
ATOM 328 
ATOM 329 
ATOM 330 
ATOM 331 
ATOM 332 
ATOM 333 
. ATOM 334 
ATOM 335 
ATOM 336 
ATOM 337 
ATOM 338 
ATOM 339 
ATOM 340 
ATOM 341 
ATOM 342 
ATOM 343 
ATOM 344 
ATOM 345 



CG2 VAL A 26 145.378 -2.775 

H VAL A 26 143.507 -5.116 

HA VAL A 26 142. 862 -3. 141 

HB VAL A 26 145.446 -4.679 

1HG1 VAL A 26 146. 167 -2. 698 

2HG1 VAL A 26 144.441 -2.535 

3HG1VALA 26 145.272 -4.039 

1HG2 VAL A 26 144.985 -3.076 

2HG2 VAL A 26 145.026 -1.782 

3HG2 VAL A 26 146.458 -2.773 



N LYS A 27 142.751 -4.810 
CA LYS A 27 142.369 -5.793 
C LYS A 27 143.583 -6.248 
0 LYS A 27 144. 100 -5. 507 
CB LYS A 27 141.311 -5.209 
CG LYS A 27 140. 596 -6. 257 
CD LYS A 27 139. 384 -5. 672 
CE LYS A 27 139.017 -6.478 
NZ LYS A 27 137. 542 -6. 568 
H LYS A 27 142. 815 -3. 865 
HA LYS A 27 141.951 -6.647 
1HB LYS A 27 140.573 -4.686 
2HB LYS A 27 141.787 -4.509 
1HG LYS A 27 141.280 -6.641 
2HG LYS A 27 140.271 -7.060 
1HD LYS A 27 138.545 -5.673 
2HD LYS A 27 139.607 -4.657 
1HE LYS A 27 139.452 -6.003 
2HE LYS A 27 139.419 -7.475 



-2.798 1.00 0.00 
-1.903 1.00 0.00 
-3.995 1.00 0.00 
-3.735 1.00 0.00 
-5.241 1.00 0.00 
-5.563 1.00 0.00 
-5.955 1.00 0.00 
-1.838 1.00 0.00 
-3.036 1.00 0.00 
-2.759 1.00 0.00 
-5.921 1.00 0.00 
-6.927 1.00 0.00 
-7.731 1.00 0.00 
-8.567 1.00 0.00 
-7.865 1.00 0.00 
-8.703 1.00 0.00 
-9.410 1.00 0.00 
-10.646 1.00 0.00 
-10.832 1.00 0.00 
-6.176 1.00 0.00 
-6.414 1.00 0.00 
-7.276 1.00 0.00 
-8.535 1.00 0.00 
-9.443 1.00 0.00 
-8.057 1.00 0.00 
-8.729 1.00 0.00 
-9.707 1.00 0.00 
-11.512 1.00 0.00 
-10.542 1.00 0.00 
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ATOM 346 
ATOM 347 
ATOM 348 
ATOM 349 
ATOM 350 
ATOM 351 
ATOM 352 
ATOM 353 
ATOM 354 
ATOM 355 
ATOM 356 
ATOM 357 
ATOM 358 
ATOM 359 
ATOM 360 
ATOM 361 
ATOM 362 
ATOM 363 
ATOM 364 
ATOM 365 
ATOM 366 
ATOM 367 
ATOM 368 
ATOM 369 
ATOM 370 
• ATOM 371 
ATOM 372 
ATOM 373 
ATOM 374 



1HZ LYS A 
2HZ LYS A 
3HZ LYS A 
N GLU A 
CA GLU A 
C GLU A 
0 GLU A 
CB GLU A 
CG GLU A 
CD GLU A 
0E1 GLU A 
0E2 GLU A 
H GLU A 
HA GLU A 
1HB GLU A 
2HB GLU A 
1HG GLU A 
2HG GLU A 
N ASN A 



CA ASN A 

C ASN A 

0 ASN A 

CB ASN A 

CG ASN A 

0D1 ASN A 

ND2 ASN A 

H ASN A 

HA ASN A 

1HB ASN A 



27 137.058 
27 137.287 

27 137.218 

28 144.031 
28 145.184 
28 145.135 
28 144. 125 - 
28 146.483 
28 147.503 
28 148.752 
28 149.528 
28 148.955 
28 143.576 
28 145.152 
28 146.249 
28 146.929 
28 147.052 

28 147.786 

29 146.234 
29 146.317 
29 146.467 
29 145.645 
29 147.493 
29 147.063 
29 146.874 
29 146.907 
29 147.008 
29 145.400 
29 148.214 



-6.447 
-7.496 
-5. 825 
-7.473 
-8. 026 
-9. 551 
-10. 152 
-7. 545 
-7.017 
-7.873 
-7.872 
-8. 548 
-8.016 
-7.674 
-6.755 
-8. 368 
-6. 989 
-6.016 
-10. 172 
-11.626 
-12.213 
-13. 020 
-12. 059 
-12. 398 
-13.566 
-11.375 
-9.638 
-11.995 
-11.257 



-9.919 1.00 0.00 
-11.226 1.00 0.00 
-11.485 1.00 0.00 
-7.475 1.00 0.00 
-8.174 1.00 0.00 
-8.180 1.00 0.00 
-7.814 1.00 0.00 
-7.523 1.00 0.00 
-8.517 1.00 0.00 
-8.585 1.00 0.00 
-7.606 1.00 0.00 
-9.617 1.00 0.00 
-6.798 1.00 0.00 
-9.194 1.00 0.00 
-6.824 1.00 0.00 
-6.983 1.00 0.00 
-9.497 1.00 0.00 
-8.224 1.00 0.00 
-8.599 1.00 0.00 
-8.650 1.00 0.00 
-7.249 1.00 0.00 
-6.814 1.00 0.00 
-9.529 1.00 0.00 
-10.943 1.00 0.00 
-11.284 1.00 0.00 
-11.776 1.00 0.00 
-8.876 1.00 0.00 
-9.085 1.00 0.00 
-9.576 1.00 0.00 
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ATOM 375 
ATOM 376 
ATOM 377 
ATOM 378 
ATOM 379 
ATOM 380 
ATOM 381 
ATOM 382 
ATOM 383 
ATOM 384 
ATOM 385 
ATOM 386 
ATOM 387 
ATOM 388 
ATOM 389 
ATOM 390 
ATOM 391 
ATOM 392 
ATOM 393 
ATOM 394 
ATOM 395 
ATOM 396 
ATOM 397 
ATOM 398 
ATOM 399 
ATOM 400 
ATOM 401 
ATOM 402 
ATOM 403 



2HB ASN A 
1HD2 ASN A 
2HD2 ASN A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 



N 

CA 
C 
0 
CB 
CG 



PRO A 
PRO A 
PRO A 
PRO A 
PRO A 
PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 



29 147.958 - 
29 147.076 - 

29 146.629 - 

30 147.526 - 
30 147.782 • 
30 146.884 
30 147.049 
30 149.243 
30 149.448 
30 148.557 
30 147.671 
30 149.403 
30 149.884 
30 149.166 
30 150.482 
30 148.113 

30 149.117 

31 145.919 
31 145.001 
31 145.700 
31 146.226 
31 143.968 
31 144.686 
31 145.648 
31 144.511 
31 143.644 
31 143.121 
31 145.224 
31 143.982 



12.932 
•10.472 - 
-11.566 ■ 
-11.816 
-12. 306 
-11.635 
-10.453 
-11.926 
-10.704 
-10.856 
-13.378 
-11.727 
-12. 733 
-9.829 
-10.638 
-9.908 
-11.252 
-12.382 
-11.844 
-11.555 
-12.461 
-12. 960 
-14. 204 
-13. 802 
-10. 946 
-12. 996 
-12.775 
-14. 600 
-14.932 



-9.095 1.00 0.00 
-11.435 1.00 0.00 
-12.696 1.00 0.00 
-6.522 1.00 0.00 
-5.166 1.00 0.00 
-4.126 1.00 0.00 
-3.828 1.00 0.00 
-4.932 1.00 0.00 
-5.760 1.00 0.00 
-6.965 1.00 0.00 
-5.105 1.00 0.00 
-3.883 1.00 0.00 
-5.255 1.00 0.00 
-5.194 1.00 0.00 
-6.064 1.00 0.00 
-7.225 1.00 0.00 
-7.799 1.00 0.00 
-3.559 1.00 0.00 
-2.550 1.00 0.00 
-1.226 1.00 0.00 
-0.579 1.00 0.00 
-2.376 1.00 0.00 
-2.768 1.00 0.00 
-3.851 1.00 0.00 
-2.899 1.00 0.00 
-1.346 1.00 0.00 
-3.019 1.00 0.00 
-1.918 1.00 0.00 
-3.142 1.00 0.00 
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ATOM 404 
ATOM 405 
ATOM 406 
ATOM 407 
ATOM 408 
ATOM 409 
ATOM 410 
ATOM 411 
ATOM 412 
ATOM 413 
ATOM 414 
ATOM 415 
ATOM 416 
ATOM 417 
ATOM 418 
ATOM 419 
ATOM 420 
ATOM 421 
ATOM 422 
ATOM 423 
ATOM 424 
ATOM 425 
ATOM 426 
ATOM 427 
ATOM 428 
ATOM 429 
ATOM 430 
ATOM 431 
ATOM 432 



1HD PRO A 31 146.553 -14.388 
2HD PROA 31 145.189 -13.914 



N PHE A 32 145.703 -10.287 
CA PHE A 32 146. 338 -9. 878 
C PHE A 32 145.479 -8.858 
0 PHE A 32 144. 591 -8. 238 
CB PHE A 32 147.723 -9.291 
CG PHE A 32 147.736 -8.287 
CD1 PHE A 32 148.424 -8.547 
CD2 PHE A 32 147.060 -7.083 
CE1 PHE A 32 148.438 -7.626 
CE2 PHE A 32 147.070 -6.158 
CZ PHE A 32 147.760 -6.429 
H PHE A 32 145.267 -9.610 
HA PHE A 32 146.447 -10.756 
1HB PHE A 32 148.083 -8.799 
2HB PHE A 32 148.399 -10.090 
HD1 PHE A 32 148.955 -9.482 
HD2 PHE A 32 146.521 -6.871 
HE1 PHE A 32 148.978 -7.839 
HE2 PHE A 32 146. 540 -5. 224 



HZ 

N 

CA 

C 

0 

CB 
CG 



PHE A 32 147.770 -5.708 

TYR A 33 145.750 -8.690 

TYR A 33 145.001 -7.746 

TYR A 33 145.945 -6.812 

TYR A 33 146.943 -7.251 

TYR A 33 144.109 -8.494 

TYR A 33 142.774 -8.908 



CD1 TYR A 33 142.316 -10.213 



-3.790 1.00 0.00 
-4.822 1.00 0.00 
-0.828 1.00 0.00 
0.420 1.00 0.00 
1.160 1.00 0.00 
0.574 1.00 0.00 
0.142 1.00 0.00 
-0.975 1.00 0.00 
-2.150 1.00 0.00 
-0.851 1.00 0.00 
-3.180 1.00 0.00 
-1.878 1.00 0.00 
-3.044 1.00 0.00 
-1.386 1.00 0.00 
1.038 1.00 0.00 
1.033 1.00 0.00 
-0.120 1.00 0.00 
-2.257 1.00 0.00 
0.060 1.00 0.00 
-4.090 1.00 0.00 
-1.769 1.00 0.00 
-3.847 1.00 0.00 
2.450 1.00 0.00 
3.272 1.00 0.00 
4.022 1.00 0.00 
4.594 1.00 0.00 
4.264 1.00 0.00 
3.687 1.00 0.00 
3.813 1.00 0.00 
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ATOM 433 CD2 TYR A 33 141.973 -7.993 3.014 1.00 0.00 

ATOM 434 CE1 TYR A 33 141.097 -10.594 3.287 1.00 0.00 

ATOM 435 CE2 TYR A 33 140.752 -8.368 2.486 1.00 0.00 

ATOM 436 CZ TYR A 33 140.319 -9.668 2.625 1.00 0.00 

ATOM 437 OH TYR A 33 139.104 -10.045 2.099 1.00 0.00 

ATOM 438 H TYR A 33 146.469 -9.214 2.860 1.00 0.00 

ATOM 439 HA TYR A 33 144.379 -7.156 2.615 1.00 0.00 

ATOM 440 1HB TYR A 33 144.620 -9.387 4.592 1.00 0.00 

ATOM 441 2HB TYR A 33 143.921 -7.859 5.117 1.00 0.00 

ATOM 442 HD1 TYR A 33 142.927 -10.935 4.333 1.00 0.00 

ATOM 443 HD2 TYR A 33 142.316 -6.975 2.907 1.00 0.00 

ATOM 444 HE1 TYR A 33 140.757 -11.614 3.396 1.00 0.00 

ATOM 445 HE2 TYR A 33 140.144 -7.642 1.967 1.00 0.00 



ATOM 446 


HH 


TYR A 


33 138.462 - 


10. 131 


2.807 1.00 0.00 


ATOM 447 


N 


GLY A 


34 145.623 


-5. 522 


4.016 1.00 0.00 


ATOM 448 


CA 


GLY A 


34 146.453 


-4. 548 


4.700 1.00 0.00 


ATOM 449 


C 


GLY A 


34 145.682 


-3. 302 


5.091 1.00 0.00 


ATOM 450 


0 


GLY A 


34 144.454 


-3. 272 


5.009 1.00 0.00 


ATOM 451 


H 


GLY A 


34 144.817 


-5. 230 


3.543 1.00 0.00 


ATOM 452 


1HA 


GLY A 


34 146.861 


-5.001 


5.591 1.00 0.00 


ATOM 453 


2HA 


GLY A 


34 147.267 


-4. 264 


4.049 1.00 0.00 


ATOM 454 


N 


VAL A 


35 146.405 


-2. 272 


5.520 1.00 0.00 


ATOM 455 


CA 


VAL A 


35 145.783 


-1.018 


5.927 1.00 0.00 


ATOM 456 


C 


VAL A 


35 146.505 


0.177 


5.313 1.00 0.00 


ATOM 457 


0 


VAL A 


35 147.721 


0.150 


5.125 1.00 0.00 


ATOM 458 


CB 


VAL A 


35 145.769 


-0.870 


7.462 1.00 0.00 


ATOM 459 


CGI 


VAL A 


35 147.188 


-0.848 


8.012 1.00 0.00 


ATOM 460 


CG2 


VAL A 


35 145.010 


0.383 


7.873 1.00 0.00 


ATOM 461 


H 


VAL A 


35 147.380 


-2.359 


5.565 1.00 0.00 
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ATOM 462 
ATOM 463 
ATOM 464 
ATOM 465 
ATOM 466 
ATOM 467 
ATOM 468 
ATOM 469 
ATOM 470 
ATOM 471 
ATOM 472 
ATOM 473 
ATOM 474 
ATOM 475 
ATOM 476 
ATOM 477 
ATOM 478 
ATOM 479 
ATOM 480 
ATOM 481 
ATOM 482 
ATOM 483 
ATOM 484 
ATOM 485 
ATOM 486 
ATOM 487 
ATOM 488 
ATOM 489 
ATOM 490 



HA VAL A 35 144.760 -1.026 
HB VAL A 35 145.261 -1.726 
1HG1 VAL A 35 147.862 -1.287 
2HG1 VAL A 35 147.226 -1.413 
3HG1 VAL A 35 147.483 0.173 
1HG2 VAL A 35 143.960 0.255 
2HG2 VAL A 35 145.392 1.231 
3HG2 VAL A 35 145. 140 0. 551 
N ILE A 36 145.747 1.224 
CA ILE A 36 146.316 2.429 
C ILE A 36 147. 242 3. 136 
0 ILE A 36 146.961 3.200 
CB ILE A 36 145.216 3.410 
CGI ILE A 36 144.192 2.693 
CG2 ILE A 36 145.828 4.590 
CD1 ILE A 36 143.055 3.584 
H ILE A 36 144. 783 1. 186 
HA ILE A 36 146. 887 2. 136 
HB ILE A 36 144.720 3.789 
1HG1 ILE A 36 144.686 2.316 
2HG1 ILE A 36 143.767 1.866 
1HG2 ILE A 36 146.782 4.299 
2HG2 ILE A 36 145.968 5.413 
3HG2 ILE A 36 145.168 4.894 
1HD1 ILE A 36 143.454 4.434 
2HD1 ILE A 36 142.502 3.928 
3HD1 ILE A 36 142. 397 3. 027 
N ARG A 37 148.348 3.667 
CA ARG A 37 149.317 4.368 



5.579 1.00 0.00 
7.880 1.00 0.00 
7.291 1.00 0.00 
8.931 1.00 0.00 
8.204 1.00 0.00 
7.654 1.00 0.00 
7.324 1.00 0.00 
8.931 1.00 0.00 
5.003 1.00 0.00 
4.411 1.00 0.00 
5.395 1.00 0.00 
6.592 1.00 0.00 
3.960 1.00 0.00 
3.078 1.00 0.00 
3.218 1.00 0.00 
2.627 1.00 0.00 
5.177 1.00 0.00 
3.542 1.00 0.00 
4.841 1.00 0.00 
2.196 1.00 0.00 
3.629 1.00 0.00 
2.805 1.00 0.00 
3.903 1.00 0.00 
2.420 1.00 0.00 
2.094 1.00 0.00 
3.489 1.00 0.00 
1.976 1.00 0.00 
4.882 1.00 0.00 
5.718 1.00 0.00 



tfciSE# 2003-3083148 



2002-236129 



^-v! 532/ 



ATOM 491 
ATOM 492 
ATOM 493 
ATOM 494 
ATOM 495 
ATOM 496 
ATOM 497 
ATOM 498 
ATOM 499 
ATOM 500 
ATOM 501 
ATOM 502 
ATOM 503 
ATOM 504 
ATOM 505 
ATOM 506 
ATOM 507 
ATOM 508 
ATOM 509 
ATOM 510 
ATOM 511 
ATOM 512 
ATOM 513 
ATOM 514 
ATOM 515 
ATOM 516 
ATOM 517 
ATOM 518 
ATOM 519 



C ARG A 37 149.519 
0 ARG A 37 149. 161 
CB ARG A 37 150. 653 
CG ARG A 37 150. 520 
CD ARG A 37 150.448 
NE ARG A 37 149.225 
CZ ARG A 37 149.068 
NH1 ARG A 37 150.053 
NH2 ARG A 37 147.924 
H ARG A 37 148. 518 
HA ARG A 37 148.929 
1HB ARG A 37 151.119 
2HB ARG A 37 151.293 
1HG ARG A 37 149.620 
2HG ARG A 37 151.376 
1HD ARG A 37 150.480 
2HD ARG A 37 151.301 
HE ARG A 37 148.481 
1HH1 ARG A 37 150.918 
2HH1 ARG A 37 149.929 
1HH2 ARG A 37 147. 178 
2HH2 ARG A 37 147.805 
N TRP A 38 150.092 
CA TRP A 38 150.340 
C TRP A 38 149. 621 
0 TRP A 38 149.714 
CB TRP A 38 151.845 
CG TRP A 38 152. 172 



CD1 TRP A 38 152. 385 



5.800 5.231 1.00 0.00 
6.756 5.921 1.00 0.00 
3.625 5.718 1.00 0.00 
2.138 6.004 1.00 0.00 
1.861 7.496 1.00 0.00 
2.391 8.094 1.00 0.00 
2.601 9.399 1.00 0.00 
2.328 10.246 1.00 0.00 
3.087 9.859 1.00 0.00 
3.582 3.922 1.00 0.00 
4.395 6.724 1.00 0.00 
3.744 4.752 1.00 0.00 
4.058 6.473 1.00 0.00 
1.770 5.536 1.00 0.00 
1.624 5.592 1.00 0.00 
0.793 7.654 1.00 0.00 
2.320 7.976 1.00 0.00 
2.601 7.491 1.00 0.00 
1.961 9.906 1.00 0.00 
2.488 11.224 1.00 0.00 
3.295 9.226 1.00 0.00 
3.245 10.839 1.00 0.00 
5.942 4.041 1.00 0.00 
7.259 3.465 1.00 0.00 
7.414 2.128 1.00 0.00 
6.549 1.257 1.00 0.00 
7.487 3.282 1.00 0.00 
8.692 2.450 1.00 0.00 
9.965 2.896 1.00 0.00 
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ATOM 520 CD2 TRP A 38 152.315 8.736 1.025 1.00 0.00 

ATOM 521 NE1 TRP A 38 152.652 10.798 1.836 1.00 0.00 

ATOM 522 CE2 TRP A 38 152.614 10.067 0.677 1.00 0.00 

ATOM 523 CE3 TRP A 38 152.218 7.779 0.0111.00 0.00 

ATOM 524 CZ2 TRP A 38 152.818 10.462 -0.644 1.00 0.00 

ATOM 525 CZ3 TRP A 38 152.421 8.174 -1.298 1.00 0.00 

ATOM 526 CH2 TRP A 38 152.718 9.504 -1.616 1.00 0.00 

ATOM 527 H TRP A 38 150.355 5.143 3.538 1.00 0.00 

ATOM 528 HA TRP A 38 149.956 7.998 4.152 1.00 0.00 

ATOM 529 1HB TRP A 38 152.303 7.619 4.2511.00 0.00 

ATOM 530 2HB TRP A 38 152.276 6.622 2.800 1.00 0.00 

ATOM 531 HD1 TRP A 38 152.347 10.260 3.934 1.00 0.00 

ATOM 532 HE1 TRP A 38 152.840 11.757 1.898 1.00 0.00 

ATOM 533 HE3 TRP A 38 151.989 6.750 0.236 1.00 0.00 



ATOM 534 


HZ2 


TRP A 


38 153.045 


11.485 


-0.905 1.00 0.00 


ATOM 535 


HZ3 


TRP A 


38 152.350 


7.447 


-2.094 1.00 0.00 


ATOM 536 


HH2 


TRP A 


38 152.868 


9.767 


-2.653 1.00 0.00 


ATOM 537 


N 


ILE A 


39 148.914 


8.527 


1.971 1.00 0.00 


ATOM 538 


CA 


ILE A 


39 148.186 


8.807 


0.740 1.00 0.00 


ATOM 539 


C 


ILE A 


39 148.655 


10. 121 


0.126 1.00 0.00 


ATOM 540 


0 


ILE A 


39 148.335 


11.200 


0.627 1.00 0.00 


ATOM 541 


CB 


ILE A 


39 146.667 


8.879 


0.986 1.00 0.00 


ATOM 542 


CGI 


ILE A 


39 146.190 


7.640 


1.748 1.00 0.00 


ATOM 543 


CG2 


ILE A 


39 145.921 


9.014 


-0.333 1.00 0.00 


ATOM 544 


CD1 


ILE A 


39 145.160 


7.947 


2.814 1.00 0.00 


ATOM 545 


H 


ILE A 


39 148.886 


9.181 


2.700 1.00 0.00 


ATOM 546 


HA 


ILE A 


39 148.383 


8.004 


0.044 1.00 0.00 


ATOM 547 


HB 


ILE A 


39 146.462 


9.757 


1.578 1.00 0.00 


ATOM 548 


1HG1 ILE A 


39 145.747 


6.945 


1.051 1.00 0.00 



ffifiE# 2 0 0 3 
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^-v: 534/ 



ATOM 549 
ATOM 550 
ATOM 551 
ATOM 552 
ATOM 553 
ATOM 554 
ATOM 555 
ATOM 556 
ATOM 557 
ATOM 558 
ATOM 559 
ATOM 560 
ATOM 561 
ATOM 562 
ATOM 563 
ATOM 564 
ATOM 565 
ATOM 566 
ATOM 567 
ATOM 568 
ATOM 569 
ATOM 570 
ATOM 571 
ATOM 572 
ATOM 573 
ATOM 574 
ATOM 575 
ATOM 576 
ATOM 577 



2HG1 ILE A 39 147.036 
1HG2 ILE A 39 146. 587 
2HG2 ILE A 39 145.082 
3HG2 ILE A 39 145. 564 
1HD1 ILE A 39 145. 546 
2HD1 ILE A 39 144.946 
3HD1 ILE A 39 144.254 
N GLY A 40 149.421 
CA GLY A 40 149.925 
C GLY A 40 150.479 
0 GLY A 40 150. 290 
H GLY A 40 149. 648 
1HA GLY A 40 149. 122 
2HA GLY A 40 150. 707 



N GLN A 41 151. 164 

CA GLN A 41 151. 749 

C GLN A 41 153. 233 

0 GLN A 41 153. 589 

CB GLN A 41 151.006 

CG GLN A 41 149.494 

CD GLN A 41 148. 780 

0E1 GLN A 41 148. 762 

NE2 GLN A 41 148. 187 

H GLN A 41 151.277 

HA GLN A 41 151.645 

1HB GLN A 41 151.260 

2HB GLN A 41 151.324 
1HG GLN A 41 149. 166 
2HG GLN A 41 149.230 



7.172 2.228 1.00 0.00 
9.412 -1.085 1.00 0.00 
9.681 -0.206 1.00 0.00 
8.044 -0.647 1.00 0.00 
8.705 3.479 1.00 0.00 
7.049 3.377 1.00 0.00 
8.303 2.348 1.00 0.00 
10.027 -0.956 1.00 0.00 
11.219 -1.610 1.00 0.00 
10.940 -2.992 1.00 0.00 
9.853 -3.539 1.00 0.00 
9.142 -1.310 1.00 0. 00 
11.936 -1.694 1.00 0.00 
11.646 -1.001 1.00 0.00 
11.928 -3.558 1.00 0.00 
11.795 -4.885 1.00 0.00 
12.162 -4.861 1.00 0.00 
13.310 -4.593 1.00 0.00 
12.692 -5.874 1.00 0.00 
12.552 -5.804 1.00 0.00 
13.884 -5.930 1.00 0.00 
14.682 -4.993 1.00 0.00 
14.129 -7.091 1.00 0.00 
12.770 -3.071 1.00 0.00 
10.767 -5.196 1.00 0.00 
13.721 -5.669 1.00 0.00 
12.446 -6.875 1.00 0.00 
11.910 -6.606 1.00 0.00 
12.107 -4.856 1.00 0.00 
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ATOM 578 
ATOM 579 
ATOM 580 
ATOM 581 
ATOM 582 
ATOM 583 
ATOM 584 
ATOM 585 
ATOM 586 
ATOM 587 
ATOM 588 
ATOM 589 
ATOM 590 
ATOM 591 
ATOM 592 
ATOM 593 
ATOM 594 
ATOM 595 
ATOM 596 
ATOM 597 
ATOM 598 
ATOM 599 
ATOM 600 
ATOM 601 
ATOM 602 
ATOM 603 
ATOM 604 
ATOM 605 
ATOM 606 



1HE2 GLN A 
2HE2 GLN A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PRO A 



CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 



41 148.242 

41 147.718 

42 154.123 
42 155.571 
42 155.970 
42 155.226 
42 156.160 
42 155.105 
42 153.796 
42 155.932 
42 156.372 
42 157.068 
42 155.182 
42 155.204 
42 153.468 

42 153.049 

43 157.157 
43 157.653 
43 158.072 
43 159.237 
43 158.867 
43 159.338 
43 158.107 
43 156.922 
43 159.621 
43 158.570 
43 160.015 
43 159.827 
43 158.325 



13.447 
14.983 
11.192 
11.431 
12. 538 
12.862 
10.089 
9.086 
9.795 
11.675 
10. 122 
9.891 
8.247 
8.755 
9.707 
9.403 
13. 135 
14.210 
13.701 
13.372 
14.743 
13. 593 
12. 807 
14.995 
15. 063 
15. 575 
12. 982 
13. 954 
11.749 



-7.792 1.00 0.00 
-7.200 1.00 0.00 
-5.140 1.00 0.00 
-5.144 1.00 0.00 
-6.115 1.00 0.00 
-7.040 1.00 0.00 
-5.592 1.00 0.00 
-5.277 1.00 0.00 
-5.471 1.00 0.00 
-4.156 1.00 0.00 
-6.650 1.00 0.00 
-5.043 1.00 0.00 
-5.953 1.00 0.00 
-4.253 1.00 0.00 
-6.496 1.00 0.00 
-4.796 1.00 0.00 
-5.916 1.00 0.00 
-6.779 1.00 0.00 
-8.154 1.00 0.00 
-8.377 1.00 0.00 
-6.019 1.00 0.00 
-5.199 1.00 0.00 
-4.836 1.00 0.00 
-6.894 1.00 0.00 
-6.722 1.00 0.00 
-5.398 1.00 0.00 
-5.778 1.00 0.00 
-4.306 1.00 0.00 
-4.822 1.00 0.00 
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536/ 



ATOM 607 
ATOM 608 
ATOM 609 
ATOM 610 
ATOM 611 
ATOM 612 
ATOM 613 
ATOM 614 
ATOM 615 
ATOM 616 
ATOM 617 
ATOM 618 
ATOM 619 
ATOM 620 
ATOM 621 
ATOM 622 
ATOM 623 
ATOM 624 
ATOM 625 
ATOM 626 
ATOM 627 
ATOM 628 
ATOM 629 
ATOM 630 
ATOM 631 
ATOM 632 
ATOM 633 
ATOM 634 
ATOM 635 



2HD PRO A 
N GLY A 
GLY A 
GLY A 
GLY A 
GLY A 
1HA GLY A 
2HA GLY A 
N LEU A 



CA 
C 
0 
H 



CA LEU A 
C LEU A 
0 LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N ASN A 
CA ASN A 



43 157.724 

44 157.115 
44 157.408 
44 156.177 
44 155.900 
44 156.204 
44 157.832 

44 158.132 

45 155.434 
45 154.226 
45 153.012 
45 152.895 
45 154.382 
45 154.896 
45 154.503 
45 156.407 
45 155.705 
45 154.080 
45 153.420 
45 155.071 
45 154.444 
45 153.934 
45 155.393 
45 153.903 
45 156.882 
45 156.657 

45 156.754 

46 152.106 
46 150.905 



13.126 -3.877 1.00 0.00 
13.641 -9.073 1.00 0.00 
13.172 -10.414 1.00 0.00 
12.664 -11.134 1.00 0.00 
13.064 -12.265 1.00 0.00 
13.916 -8.839 1.00 0.00 
13.986 -10.982 1.00 0.00 
12.374 -10.354 1.00 0.00 
11.777 -10.479 1.00 0.00 
11.214 -11.068 1.00 0.00 
11.507 -10.196 1.00 0.00 
10.989 -9.086 1.00 0.00 
9.704 -11.255 1.00 0.00 
8.948 -10.027 1.00 0.00 
7.479 -10.098 1.00 0.00 
9.097 -9.903 1.00 0.00 
11.497 -9.578 1.00 0.00 
11.674 -12.034 1.00 0.00 
9.294 -11.528 1.00 0.00 
9.532 -12.069 1.00 0.00 
9.371 -9.141 1.00 0.00 
7.217 -9.218 1.00 0.00 
6.869 -10.146 1.00 0.00 
7.308 -10.979 1.00 0.00 
8.155 -10.133 1.00 0.00 
9.388 -8.893 1.00 0.00 
9.853 -10.591 1.00 0.00 
12.339 -10.702 1.00 0.00 
12.688 -9.956 1.00 0.00 
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#0 2002-236129 

ATOM 636 C ASN A 46 149.929 11.517 -9.9311.00 0.00 

ATOM 637 0 ASN A 46 149.305 11.193 -10.942 1.00 0.00 

ATOM 638 CB ASN A 46 150.233 13.914-10.577 1.00 0.00 

ATOM 639 CG ASN A 46 149.461 14.730 -9.558 1.00 0.00 

ATOM 640 0D1 ASN A 46 150.024 15.208 -8.573 1.00 0.00 

ATOM 641 ND2 ASN A 46 148.164 14.891 -9.790 1.00 0.00 

ATOM 642 H ASN A 46 152.249 12.722 -11.592 1.00 0.00 

ATOM 643 HA ASN A 46 151.197 12.921 -8.943 1.00 0.00 

ATOM 644 1HB ASN A 46 150.990 14.547 -11.017 1.00 0.00 

ATOM 645 2HB ASN A 46 149.548 13.590 -11.346 1.00 0.00 

ATOM 646 1HD2ASNA 46 147.782 14.480 -10.594 1.00 0.00 

ATOM 647 2HD2 ASN A 46 147.640 15.414 -9.148 1.00 0.00 



ATOM 648 


N 


GLU A 


47 149.803 


10. 889 


-8. 7bo 1. UU U. uu 


ATOM 649 


CA 


GLU A 


47 148.906 


9.754 


-8.603 1.00 0.00 


ATOM 650 


C 


GLU A 


47 148.706 


9.434 


-7.126 1.00 0.00 


ATOM 651 


0 


GLU A 


47 149.665 


9.143 


-6.412 1.00 0.00 


ATOM 652 


CB 


GLU A 


47 149.452 


8.526 


-9.334 1.00 0.00 


ATOM 653 


CG 


GLU A 


47 150.963 


8.373 


-9.232 1.00 0.00 


ATOM 654 


CD 


GLU A 


47 151.518 


7.390 - 


-10.243 1.00 0.00 


ATOM 655 


0E1 


GLU A 


47 151.557 


7.732 • 


-11.444 1.00 0.00 


ATOM 656 


0E2 


GLU A 


47 151.914 


6.278 


-9.835 1.00 0.00 


ATOM 657 


H 


GLU A 


47 150.329 


11.196 


-8.002 1.00 0.00 


ATOM 658 


HA 


GLU A 


47 147.951 


10. 022 


-9.033 1.00 0.00 


ATOM 659 


1HB 


GLU A 


47 148.996 


7.640 


-8.917 1.00 0.00 


ATOM 660 


2HB 


GLU A 


47 149.189 


8.596 


-10.379 1.00 0.00 


ATOM 661 


1HG 


GLU A 


47 151.419 


9.337 


-9.401 1.00 0.00 


ATOM 662 


2HG 


GLU A 


47 151.213 


8.027 


-8.240 1.00 0.00 


ATOM 663 


N 


VAL A 


48 147.460 


9.485 


-6.673 1.00 0.00 


ATOM 664 


CA 


VAL A 


48 147.149 


9.192 


-5.280 1.00 0.00 
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» 

ATOM 665 C VAL A 48 147.473 7.740 -4.9511.00 0.00 

ATOM 666 0 VAL A 48 146.697 6.836 -5.256 1.00 0.00 

ATOM 667 CB VAL A 48 145.667 9.463 -4.963 1.00 0.00 

ATOM 668 CGI VAL A 48 145.413 9.'366 -3.467 1.00 0.00 

ATOM 669 CG2 VAL A 48 145.247 10.826 -5.495 1.00 0.00 

ATOM 670 H VAL A 48 146.733 9.719 -7.288 1.00 0.00 

ATOM 671 HA VAL A 48 147.756 9.837 -4.660 1.00 0.00 

ATOM 672 HB VAL A 48 145.070 8.709 -5.456 1.00 0.00 

ATOM 673 1HG1 VAL A 48 146.110 10.003 -2.942 1.00 0.00 

ATOM 674 2HG1 VAL A 48 145.547 8.344 -3.145 1.00 0.00 

ATOM 675 3HG1 VAL A 48 144.403 9.683 -3.252 1.00 0.00 

ATOM 676 1HG2 VAL A 48 146.102 11.483 -5.515 1.00 0.00 

ATOM 677 2HG2VALA 48 144.486 11.244 -4.852 1.00 0.00 

ATOM 678 3HG2VALA 48 144.853 10.716 -6.494 1.00 0.00 



ATOM 679 


N 


LEU A 


49 148.628 


7.523 


-4.329 1.00 0.00 


ATOM 680 


CA 


LEU A 


49 149.056 


6.179 


-3.963 1.00 0.00 


ATOM 681 


C 


LEU A 


49 148.967 


5.975 


-2.457 1.00 0.00 


ATOM 682 


0 


LEU A 


49 149.649 


6.651 


-1.687 1.00 0.00 


ATOM 683 


CB 


LEU A 


49 150.488 


5.931 


-4.439 1.00 0.00 


ATOM 684 


CG 


LEU A 


49 150.689 


6.006 


-5.954 1.00 0.00 


ATOM 685 


CD1 


LEU A 


49 152.159 


6.205 


-6.288 1.00 0.00 


ATOM 686 


CD2 


LEU A 


49 150.153 


4.752 


-6.626 1.00 0.00 


ATOM 687 


H 


LEU A 


49 149.206 


8.286 


-4.112 1.00 0.00 


ATOM 688 


HA 


LEU A 


49 148.397 


5.477 


-4.449 1.00 0.00 


ATOM 689 


1HB 


LEU A 


49 151.133 


6.662 


-3.974 1.00 0.00 


ATOM 690 


2HB 


LEU A 


49 150.789 


4.948 


-4.109 1.00 0.00 


ATOM 691 


HG 


LEU A 


49 150.142 


6.855 


-6.341 1.00 0.00 


ATOM 692 


1HD1 LEU A 


49 152.669 


5.254 


-6.248 1.00 0.00 


ATOM 693 


2HD1 LEU A 


49 152.603 


6.881 


-5.572 1.00 0.00 
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539/ 



ATOM 694 


3HD1 


LEU A 


49 152.250 


C £91 
0. V&± 


7 9an i on o 00 


ATOM 695 


1HD2 


LEU A 


49 149.135 


A Q99 


a qa^ i no o oo 
— o. y4o ±.uu vj.wu 


ATOM 696 


2HD2 


LEU A 


49 150.178 


o Aon 

o. you 


£ G9A 1 OO O 00 

—o. yzo i- uu v. uu 


ATOM 697 


3HD2 


LEU A 


49 150.763 


/I CIO 

4. bio 


7 yjoo i no o oo 


ATOM 698 


N 


ALA A 


50 148.121 


C A/I 1 

5. 041 


oA/ii i no o oo 

— U41 1. l/U U. UU 


ATOM 699 


CA 


ALA A 


50 147.945 


4. 75Z 


A A9A i no 0 00 
— U. 0*40 l.UU U.uu 


ATOM 700 


C 


ALA A 


50 148.882 


3. boo 


a i7Q i nn o oo 

— U. I/O l.uu u.uu 


ATOM 701 


0 


ALA A 


50 148.766 


2.496 


a £i£ i nn o oo 

— U. OlO l.UU U.UU 


ATOM 702 


CB 


ALA A 


50 146.498 


4. o77 


a QQQ i no o oo 
— U. ooy i.uu u.uu 


ATOM 703 


H 


ALA A 


50 147.603 


4. 535 


-2.702 1.00 0.UU 


ATOM 704 


HA 


ALA A 


50 148.175 


5.652 


-0.075 1.00 0.00 


ATOM 705 


1HB 


ALA A 


50 146.198 


4.799 


0.610 1.00 0.00 


ATOM 706 


2HB 


ALA A 


50 146.406 


3.303 


-0.300 1.00 0.00 



ATOM 707 3HB ALA A 50 145.864 4.766 -1.122 1.00 0.00 



ATOM 708 


N 


GLY A 


51 149.813 


3.979 


0.712 1.00 0.00 


ATOM 709 


CA 


GLY A 


51 150.760 


2.998 


1.211 1.00 0.00 


ATOM 710 


C 


GLY A 


51 150.106 


1.965 


2.109 1.00 0.00 


ATOM 711 


0 


GLY A 


51 149.797 


2.248 


3.266 1.00 0.00 


ATOM 712 


H 


GLY A 


51 149.860 


4.905 


1.030 1.00 0.00 


ATOM 713 


1HA 


GLY A 


51 151.212 


2.492 


0.370 1.00 0.00 


ATOM 714 


2HA 


GLY A 


51 151.530 


3.507 


1.769 1.00 0.00 


ATOM 715 


N 


LEU A 


52 149.894 


0.768 


1.575 1.00 0.00 


ATOM 716 


CA 


LEU A 


52 149.273 


-0.310 


2.338 1.00 0.00 


ATOM 717 


C 


LEU A 


52 150.326 


-1.142 


3.061 1.00 0.00 


ATOM 718 


0 


LEU A 


52 151.468 


-1.243 


2.613 1.00 0.00 


ATOM 719 


CB 


LEU A 


52 148.444 


-1.205 


1.414 1.00 0.00 


ATOM 720 


CG 


LEU A 


52 147.167 


-0. 566 


0.868 1.00 0.00 


ATOM 721 


CD1 


LEU A 


52 146.575 


-1.421 


-0.242 1.00 0.00 


ATOM 722 


CD2 


LEU A 


52 146.154 


-0.361 


1.984 1.00 0.00 
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ATOM 723 
ATOM 724 
ATOM 725 
ATOM 726 
ATOM 727 
ATOM 728 
ATOM 729 
ATOM 730 
ATOM 731 
ATOM 732 
ATOM 733 
ATOM 734 
ATOM 735 
ATOM 736 
ATOM 737 
ATOM 738 
ATOM 739 
ATOM 740 
ATOM 741 
ATOM 742 
ATOM 743 
ATOM 744 
ATOM 745 
ATOM 746 
ATOM 747 
ATOM 748 
ATOM 749 
ATOM 750 
ATOM 751 



H LEU A 52 150. 162 
HA LEU A 52 148. 619 
1HB LEU A 52 149. 064 
2KB LEU A 52 148. 168 
HG LEU A 52 147.407 
1HD1 LEU A 52 146. 553 
2HD1 LEU A 52 147. 181 
3HD1 LEU A 52 145. 569 
1HD2 LEU A 52 145. 155 
2HD2 LEU A 52 146. 258 
3HD2 LEU A 52 146.329 
N GLU A 53 149.934 
GLU A 53 150.845 
GLU A 53 150. 352 
GLU A 53 149. 404 
GLU A 53 150.988 
GLU A 53 151.949 
GLU A 53 151.396 
0E1 GLU A 53 150. 544 
0E2 GLU A 53 151.814 
H GLU A 53 149.011 
HA GLU A 53 151.809 
1HB GLU A 53 151.345 
2HB GLU A 53 150.018 
1HG GLU A 53 152. 150 
2HG GLU A 53 152.870 
N LEU A 54 151.002 
CA LEU A 54 150.631 
C LEU A 54 150.942 



CA 

C 

0 

CB 

CG 

CD 



0.603 
0.139 
-1.496 
-2. 094 
0.402 
-2.454 
-1.330 
-1.089 
-0.488 
0.636 
-1.085 
-1.737 
-2. 562 
-4.005 
-4.315 
-1.995 
-2. 780 
-3. 037 
-2. 245 
-4.030 
-1.619 
-2. 545 
-0.977 
-1.995 
-3.732 
-2.223 
-4. 881 
-6.290 
-6.961 



0.647 1.00 0.00 
3.071 1.00 0.00 
0.579 1.00 0.00 
1.963 1.00 0.00 
0.450 1.00 0.00 
0.074 1.00 0.00 
-1.131 1.00 0.00 
-0.455 1.00 0.00 
1.591 1.00 0.00 
2.386 1.00 0.00 
2.765 1.00 0.00 
4.184 1.00 0.00 
4.970 1.00 0.00 
5.036 1.00 0.00 
5.758 1.00 0.00 
6.383 1.00 0.00 
7.260 1.00 0.00 
8.648 1.00 0.00 
9.104 1.00 0.00 
9.281 1.00 0.00 
4.490 1.00 0.00 
4.486 1.00 0.00 
6.317 1.00 0.00 
6.859 1.00 0.00 
6.789 1.00 0.00 
7.353 1.00 0.00 
4.279 1.00 0.00 
4.251 1.00 0.00 
5.585 1.00 0.00 
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ATOM 752 


0 


T T7TT A 

LEU A 


C/1 1 CO fifiQ 

o4 loz. uuy 


-fi 752 


6 162 1.00 0.00 


ATOM 753 


CB 


LEU A 


r?A 1 CI Q££ 
54 151. ODD 


7 


3 120 1.00 0.00 


ATOM 754 


CG 


T r»TT A 

LEU A 


54 151. Zb4 


fi 3/11 


1 7^0 1 00 0.00 


ATOM 755 


CD1 


T TMT A 

LEU A 


r-A 1 CO OQC 

54 15Z. Zoo 


— D. you 


0 790 1.00 0.00 


ATOM 756 


CD2 


LEU A 


C/t 1 A O QC7 

54 14y. oOt 




1 190 1.00 0.00 


ATOM 757 


H 


LEU A 


r-A -1 r-i *7CA 

54 151. /OU 


A R73 


3 725 1.00 0.00 


ATOM 758 


HA 


T T?TT A 

LEU A 


CA "l/IO CA£ 
54 14y.0Do 


fi <UQ 


4 072 1.00 0.00 


ATOM 759 


1HB 


LEU A 


54 152.412 


- / . Uoo 


^ 3£fi 1 00 0 00 


ATOM 760 


2HB 


LEU A 


54 150.965 


-8.011 


3.037 1.00 0.00 


ATOM 761 


HG 


LEU A 


54 151.475 


-5. 287 


1.856 1.00 0.00 


ATOM 762 


1HD1 LEU A 


54 153.278 


-6. 623 


1.087 1.00 0.00 



ATOM 763 2HD1LEUA 54 152.086 -6.576 -0.211 1.00 0.00 



ATOM 764 


3HD1 LEU A 


54 152. 221 


Q HH7 


O Rio 1 00 0.00 


ATOM 765 


1HD2 LEU A 


54 149.404 


-7.383 


i cq£ i nn n no 

1. 5oO 1. uu u. UU 


ATOM 766 


2HD2 LEU A 


54 149.904 


-6. 554 


0.112 1.00 0.00 


ATOM 767 


3HD2 LEU A 


54 149.266 


-5. 628 


1.472 1.00 0.00 


ATOM 768 


N 


GLU A 


55 150.004 


-7.769 


6.069 1.00 0.00 


ATOM 769 


CA 


GLU A 


55 150.179 


-8.471 


7.335 1.00 0.00 


ATOM 770 


C 


GLU A 


55 151.238 


-9.562 


7.211 1.00 0.00 


ATOM 771 


0 


GLU A 


55 151.998 


-9. 812 


8.146 1.00 0.00 


ATOM 772 


CB 


GLU A 


55 148.852 


-9.081 


7.792 1.00 0.00 


ATOM 773 


CG 


GLU A 


55 147.840 


-8.051 


8.264 1.00 0.00 


ATOM 774 


CD 


GLU A 


55 146.466 


-8.647 


8.494 1.00 0.00 


ATOM 775 


0E1 


GLU A 


55 146.189 


-9. 080 


9.633 1.00 0.00 


ATOM 776 


0E2 


GLU A 


55 145.665 


-8.681 


7.536 1.00 0.00 


ATOM 777 


H 


GLU A 


55 149.175 


-7. 896 


5.562 1.00 0.00 


ATOM 778 


HA 


GLU A 


55 150.505 


-7.751 


8.071 1.00 0.00 


ATOM 779 


1HB 


GLU A 


55 148.419 


-9. 629 


6.968 1.00 0.00 


ATOM 780 


2HB 


GLU A 


55 149.045 


-9. 764 


8.605 1.00 0.00 



ttiiE# 2 0 0 3 



#M 2002-236129 



^-v: 542/ 



ATOM 781 1HG GLU A 55 148. 188 -7. 621 

ATOM 782 2HG GLU A 55 147.759 -7.275 

ATOM 783 N ASP A 56 151.281 -10.208 

ATOM 784 CA ASP A 56 152.247 -11.271 

ATOM 785 C ASP A 56 153.564 -10.701 

ATOM 786 0 ASP A 56 153.588 -9.960 

ATOM 787 CB ASP A 56 151.682 -12.279 

ATOM 788 CG ASP A 56 151. 146 -13. 527 

ATOM 789 0D1 ASP A 56 151. 658 -14. 628 

ATOM 790 0D2 ASP A 56 150.215 -13.404 

ATOM 791 H ASP A 56 150.649 -9.963 

ATOM 792 HA ASP A 56 152.431 -11.775 

ATOM 793 1HB ASP A 56 150.877 -11.816 

ATOM 794 2HB ASP A 56 152.463 -12.571 

ATOM 795 N GLU A 57 154.658-11.051 

ATOM 796 CA GLU A 57 155.979-10.573 

ATOM 797 C GLU A 57 156.430-11.230 

ATOM 798 0 GLU A 57 157. 105 -12. 259 

ATOM 799 CB GLU A 57 156.996-10.855 

ATOM 800 CG GLU A 57 156.796 -10.001 

ATOM 801 CD GLU A 57 156.996 -10.782 

ATOM 802 0E1 GLU A 57 157.428 -10.176 

ATOM 803 0E2 GLU A 57 156. 719 -12. 000 

ATOM 804 H GLU A 57 154.576 -11.644 

ATOM 805 HA GLU A 57 155. 913 -9. 507 

ATOM 806 1HB GLU A 57 156.919 -11.893 

ATOM 807 2HB GLU A 57 157.988 -10.669 
ATOM 808 1HG GLU A 57 157.505 -9.187 
ATOM 809 2HG GLU A 57 155.792 -9.603 



9.191 1.00 0.00 
7.516 1.00 0.00 
6.050 1.00 0.00 
5.804 1.00 0.00 
5.286 1.00 0.00 
4.303 1.00 0.00 
4.800 1.00 0.00 
5.473 1.00 0.00 
5.177 1.00 0.00 
6.297 1.00 0.00 
5.342 1.00 0.00 
6.741 1.00 0.00 
4.249 1.00 0.00 
4.112 1.00 0.00 
5.955 1.00 0.00 
5.561 1.00 0.00 
4.261 1.00 0.00 
4.276 1.00 0.00 
6.669 1.00 0.00 
7.910 1.00 0.00 
9.194 1.00 0.00 
10.197 1.00 0.00 
9.197 1.00 0.00 
6.730 1.00 0.00 
5.409 1.00 0.00 
6.957 1.00 0.00 
6.287 1.00 0.00 
7.890 1.00 0.00 
7.900 1.00 0.00 



fchfiE# 2003-3083148 



#0 2002-236129 

ATOM 810 N CYS A 58 156.053-10.627 3.138 1.00 0.00 

ATOM 811 CA CYS A 58 156.420-11.154 1.829 1.00 0.00 

ATOM 812 C CYS A 58 157.732 -10.544 1.345 1.00 0.00 

ATOM 813 0 CYS A 58 157.972 -9.349 1.513 1.00 0.00 

ATOM 814 CB CYS A 58 155.309 -10.874 0.814 1.00 0.00 

ATOM 815 SG CYS A 58 153.948-12.062 0.864 1.00 0.00 

ATOM 816 H CYS A 58 155.515 -9.810 3.192 1.00 0.00 

ATOM 817 HA CYS A 58 156.546-12.221 1.924 1.00 0.00 

ATOM 818 1HB CYS A 58 154.897 -9.894 1.005 1.00 0.00 

ATOM 819 2HB CYS A 58 155.729 -10.894 -0.181 1.00 0.00 

ATOM 820 HG CYS A 58 154.203-12.781 1.445 1.00 0.00 

ATOM 821 N ALA A 59 158.577 -11.375 0.745 1.00 0.00 

ATOM 822 CA ALA A 59 159.865 -10.917 0.236 1.00 0.00 

ATOM 823 C ALA A 59 159.687 -10.014 -0.978 1.00 0.00 



ATOM 824 


0 


ALA A 


59 158.952 - 


-10. 344 


-1.908 1.00 0.00 


ATOM 825 


CB 


ALA A 


59 160.746 - 


-12. 107 


-0.115 1.00 0.00 


ATOM 826 


H 


ALA A 


59 158.330 ■ 


-12. 317 


0.640 1.00 0.00 


ATOM 827 


HA 


ALA A 


59 160.353 • 


-10.358 


1.021 1.00 0.00 


ATOM 828 


1HB 


ALA A 


59 161.002 


-12. 643 


0.787 1.00 0.00 


ATOM 829 


2HB 


ALA A 


59 161.648 


-11.758 


-0.595 1.00 0.00 


ATOM 830 


3HB 


ALA A 


59 160.213 


-12.765 


-0.786 1.00 0.00 


ATOM 831 


N 


GLY A 


60 160.363 


-8. 869 


-0.962 1.00 0.00 


ATOM 832 


CA 


GLY A 


60 160.266 


-7.934 


-2.068 1.00 0.00 


ATOM 833 


C 


GLY A 


60 159.640 


-6.615 


-1.658 1.00 0.00 


ATOM 834 


0 


GLY A 


60 159.930 


-5.573 


-2.248 1.00 0.00 


ATOM 835 


H 


GLY A 


60 160.933 


-8.658 


-0.194 1.00 0.00 


ATOM 836 


1HA 


GLY A 


60 161.257 


-7.746 


-2.453 1.00 0.00 


ATOM 837 


2HA 


GLY A 


60 159.665 


-8.377 


-2.849 1.00 0.00 


ATOM 838 


N 


CYS A 


61 158.781 


-6.658 


-0.646 1.00 0.00 



WSE# 2003-3083148 



mm 2002-23 6129 



544/ 



ATOM 839 
ATOM 840 
ATOM 841 
ATOM 842 
ATOM 843 
ATOM 844 
ATOM 845 
ATOM 846 
ATOM 847 
ATOM 848 
ATOM 849 
ATOM 850 
ATOM 851 
ATOM 852 
ATOM 853 
ATOM 854 
ATOM 855 
ATOM 856 
ATOM 857 
ATOM 858 
ATOM 859 
ATOM 860 
ATOM 861 
ATOM 862 
ATOM 863 
ATOM 864 
ATOM 865 
ATOM 866 
ATOM 867 



CA CYS A 61 158.113 -5.458 

C CYS A 61 159.094 -4.548 

0 CYS A 61 160.188 -4.971 

CB CYS A 61 156.957 -5.833 

SG CYS A 61 155.776 -6.994 

H CYS A 61 158.591 -7.518 

HA CYS A 61 157.718 -4.928 

1HB CYS A 61 157.357 -6.289 

2HB CYS A 61 156.416 -4.937 



HG CYS A 61 156.044 -7.882 

N THR A 62 158.695 -3.297 

CA THR A 62 159. 539 -2. 327 

C THR A 62 159. 139 -2. 201 

0 THR A 62 158. 254 -2. 912 

CB THR A 62 159.447 -0.963 

0G1 THR A 62 158. 176 -0. 787 

CG2 THR A 62 160.493 -0.761 

H THR A 62 157.811 -3.019 

HA THR A 62 160.558 -2.679 

HB THR A 62 159. 582 -0. 189 

HG1 THR A 62 157. 510 -0. 686 

1HG2 THR A 62 160.029 -0.340 
2HG2 THR A 62 160.940 -1.712 
3HG2THRA 62 161.257 -0.089 



N ASP A 63 159.797 -1.291 

CA ASP A 63 159.510 -1.071 

C ASP A 63 158.823 0.274 

0 ASP A 63 158.994 0.913 

CB ASP A 63 160.800 -1.132 



-0.159 1.00 0.00 
0.573 1.00 0.00 
0.946 1.00 0.00 
0.770 1.00 0.00 
0.047 1.00 0.00 
-0.217 1.00 0.00 
-1.013 1.00 0.00 
1.665 1.00 0.00 
1.040 1.00 0.00 
0.292 1.00 0.00 
0.777 1.00 0.00 
1.465 1.00 0.00 
2.932 1.00 0.00 
3.407 1.00 0.00 
0.780 1.00 0.00 
0.179 1.00 0.00 
-0.297 1.00 0.00 
0.456 1.00 0.00 
1.411 1.00 0.00 
1.521 1.00 0.00 
0.864 1.00 0.00 
-1.175 1.00 0.00 
-0.546 1.00 0.00 
0.066 1.00 0.00 
3.642 1.00 0.00 
5.055 1.00 0.00 
5.267 1.00 0.00 
6.306 1.00 0.00 
5.874 1.00 0.00 



miE# 2003-3083148 



#0 2002-236129 



545/ 



ATOM 868 
ATOM 869 
ATOM 870 
ATOM 871 
ATOM 872 
ATOM 873 
ATOM 874 
ATOM 875 
ATOM 876 
ATOM 877 
ATOM 878 
ATOM 879 
ATOM 880 
ATOM 881 
ATOM 882 
ATOM 883 
ATOM 884 
ATOM 885 
ATOM 886 
ATOM 887 
ATOM 888 
ATOM 889 
ATOM 890 
ATOM 891 
ATOM 892 
ATOM 893 
ATOM 894 
ATOM 895 
ATOM 896 



CG ASP A 

0D1 ASP A 

0D2 ASP A 

H ASP A 

HA ASP A 

1HB ASP A 

2HB ASP A 
N GLY A 



CA GLY A 
C GLY A 
0 GLY A 
H GLY A 
1HA GLY A 
2HA GLY A 
N THR A 
CA THR A 
C THR A 
0 THR A 
CB THR A 
0G1 THR A 
CG2 THR A 
H THR A 
HA THR A 
HB THR A 
HG1 THR A 
1HG2 THR A 
2HG2 THR A 
3HG2 THR A 
N PHE A 



63 161.816 
63 162.969 
63 161.459 
63 160.492 
63 158.847 
63 160.568 

63 161.241 

64 158.045 
64 157.344 
64 158.028 
64 158.120 
64 157.946 
64 156.341 

64 157.292 

65 158.508 
65 159.188 
65 158.823 
65 158.776 
65 160.703 
65 161.154 
65 161.162 
65 158.403 
65 158.865 
65 161.184 
65 160.864 
65 160.333 
65 161.954 

65 161.526 

66 158.565 



-0. 098 
-0.483 
1.098 
-0.755 
-1.857 
-0. 958 
-2. 113 
0.698 
1.966 
3.069 
4.204 
0.148 
1.839 
2.255 
2.736 
3.707 
3.496 
2.365 
3.602 
2.295 
3.928 
1.814 
4.692 
4.295 
2.054 
4.326 
4.661 
3.031 
4.594 



5.431 1.00 0.00 
5.143 1.00 0.00 
5.371 1.00 0.00 
3.207 1.00 0.00 
5.385 1.00 0.00 
6.914 1.00 0.00 
5.768 1.00 0.00 
4.277 1.00 0.00 
4.375 1.00 0.00 
3.593 1.00 0.00 
4.059 1.00 0.00 
3.473 1.00 0.00 
3.997 1.00 0.00 
5.414 1.00 0.00 
2.400 1.00 0.00 
1.550 1.00 0.00 
0.083 1.00 0.00 
-0.399 1.00 0.00 
1.730 1.00 0.00 
1.424 1.00 0.00 
3.135 1.00 0.00 
2.083 1.00 0.00 
1.850 1.00 0.00 
1.056 1.00 0.00 
0.541 1.00 0.00 
3.701 1.00 0.00 
3.094 1.00 0.00 
3.613 1.00 0.00 
-0.621 1.00 0.00 



UiSE#2 003-3083148 



#M 2002-236129 



^-v: 546/ 



ATOM 897 

x x x u i v-/ v t 


CA 


PHE A 


66 


158. 205 


4.530 


ATOM 898 

xxx vy in v./ v 


c 


PHE A 


66 


159. 340 


5.050 


ATOM 899 


o 


PHE A 


66 


159. 609 

•x \s %S m \s \y \s 


6.250 


ATOM 900 


CB 


PHE A 


66 


156. 933 

-X \S \J m \S K-/ 


5.338 


ATOM 901 

XXX V/lfl vy vy JL 


CG 


PHE A 


66 


156. 226 

•x v> \s ■ x^ x^ \y 


4.951 


ATOM 902 


CD1 


PHE A 


66 


155.795 


3.648 


ATOM 903 

xxx vy in *y vy v/ 


CD2 


PHE A 


66 


155. 992 

■X \f * %y Xrf 


5.888 


ATOM 904 

ill VIM wV/T 


CE1 


PHE A 


66 


155. 145 

x. \y • x. Xi Xm/ 


3.289 


ATOM 905 

xxx v/iii *J vy vy 


CE2 


PHE A 


66 


155.343 

•X\^%^ • \J X v# 


5.534 


ATOM 906 

xxx vy iix *y vy V/ 


CZ 


PHE A 


66 


154. 919 


4.232 


ATOM 907 

xxx vyir-i *y \y ■ 


H 


PHE A 


66 


158. 618 


5.468 


ATOM 908 

x X X V 1TI sj \J \J 


HA 


PHE A 


66 


158. 020 


3.494 


ATOM 909 

XXX \J im. \y vy \j 


1HB 


PHE A 


66 


156. 247 


5.191 


ATOM 910 


2HB 


PHE A 


66 


157. 188 


6.385 


ATOM 911 


HD1 


PHE A 


66 


155.971 


2.909 


ATOM 912 

xxx vyiiA ^/ x x^ 


HD2 


PHE A 


66 


156. 324 


6.906 


ATOM 913 

XXX Vy HI v/ -i- v/ 


HE1 


PHE A 


66 


154.815 


2.270 


ATOM 914 

ill V*/ It*. \J X. A 


HE2 


PHE A 


66 


155. 167 


6.273 


ATOM 915 

XXX VyllA w A W 


HZ 


PHE A 


66 


154.411 


3.953 


ATOM 916 

xxx vy it* v x. vy 


N 


ARG A 


67 160.001 


4.139 


ATOM 917 


CA 


ARG A 


67 


161.107 


4.506 


ATOM 918 

xxx viii \J x. vy 


c 


ARG A 


67 


162.211 


5.212 


ATOM 919 

xxx vxiix vy -a- vy 


0 


ARG A 


67 162.933 


6.048 


ATOM 920 

xxx vy if a \y xw v/ 


CB 


ARG A 


67 160.612 


5.408 


ATOM 921 

xxx vy it i %s &v «x 


CG 


ARG A 


67 


159.489 


4.794 


ATOM 922 


CD 


ARG A 


67 


158.923 


5. 788 


ATOM 923 


NE 


ARG A 


67 


157. 777 


5.245 


ATOM 924 


CZ 


ARG A 


67 157.880 


4.402 


ATOM 925 


NH1 


ARG A 


67 


159.073 


4.005 



-2.032 1.00 0.00 
-2.907 1.00 0.00 
-2.942 1.00 0.00 
-2.293 1.00 0.00 
-3.560 1.00 0.00 
-3.758 1.00 0.00 
-4.553 1.00 0.00 
-4.923 1.00 0.00 
-5.721 1.00 0.00 
-5.906 1.00 0.00 
-0.181 1.00 0.00 
-2.280 1.00 0.00 
-1.472 1.00 0.00 
-2.360 1.00 0.00 
-2.990 1.00 0.00 
-4.409 1.00 0.00 
-5.065 1.00 0.00 
-6.487 1.00 0.00 
-6.818 1.00 0.00 
-3.614 1.00 0.00 
-4.490 1.00 0.00 
-3.708 1.00 0.00 
-4.251 1.00 0.00 
-5.622 1.00 0.00 
-6.441 1.00 0.00 
-7.443 1.00 0.00 
-8.167 1.00 0.00 
-9.192 1.00 0.00 
-9.618 1.00 0.00 



tbSE# 200 3- 3083148 



mm 2002-236129 



^-v>: 547/ 



ATOM 926 
ATOM 927 
ATOM 928 
ATOM 929 
ATOM 930 
ATOM 931 
ATOM 932 
ATOM 933 
ATOM 934 
ATOM 935 
ATOM 936 
ATOM 937 
ATOM 938 
ATOM 939 
ATOM 940 
ATOM 941 
ATOM 942 
ATOM 943 
ATOM 944 
ATOM 945 
ATOM 946 
ATOM 947 
ATOM 948 
ATOM 949 
ATOM 950 
ATOM 951 
ATOM 952 
ATOM 953 
ATOM 954 



NH2 


ARG 


A 


67 


H 


ARG 


A 


67 


HA 


ARG 


A 


67 


1HB 


ARG 


A 


67 


2HB 


ARG 


A 


67 


1HG 


ARG 


A 


67 


2HG 


ARG 


A 


67 


1HD 


ARG 


A 


67 


2HD 


ARG 


A 


67 


HE 


ARG 


A 


67 


1HH1 


ARG 


A 


67 


2HH1 


ARG 


A 


67 


1HH2 


ARG 


A 


67 


2HH2 


ARG 


A 


67 


N 


GLY 


A 


68 


CA 


GLY 


A 


68 


C 


GLY 


A 


68 


0 


GLY 


A 


68 


H 


GLY 


A 


68 


1HA 


GLY 


A 


68 


2HA 


GLY 


A 


68 


N 


THR 


A 


69 


CA 


THR 


A 


69 


C 


THR 


A 


69 


0 


THR 


A 


69 




1HK 


A 


69 


0G1 


THR 


A 


69 


CG2 


THR 


A 


69 


H 


THR 


A 


69 



156.787 3.955 

159.739 3.197 

161. 509 3. 598 

160. 253 6. 334 

161.437 5.622 

159. 873 3. 939 

158.699 4.480 

158. 613 6. 677 

159. 697 6. 046 

156.884 5.521 
159. 902 4. 339 
159. 143 3. 372 

155.885 4.251 
156. 864 3. 323 
162. 335 4. 871 
163.353 5.483 
162.794 6.570 
163.408 6.925 
161.732 4.199 
163.803 4.719 
164.112 5.912 
161.630 7.102 
160. 995 8. 154 
160. 179 7. 565 
159. 128 6. 961 
160. 098 9. 013 
160.773 9.370 
159. 637 10. 290 
161.188 6.779 



-9.795 1.00 0.00 
-3.544 1.00 0.00 
-4.915 1.00 0.00 
-5.197 1.00 0.00 
-6.285 1.00 0.00 
-6.977 1.00 0.00 
-5.775 1.00 0.00 
-6.912 1.00 0.00 
-8.152 1.00 0.00 
-7.874 1.00 0.00 
-9.169 1.00 0.00 
-10.389 1.00 0.00 
-9.479 1.00 0.00 
-10.566 1.00 0.00 
-2.429 1.00 0.00 
-1.595 1.00 0.00 
-0.696 1.00 0.00 
0.310 1.00 0.00 
-2.049 1.00 0.00 
-0.979 1.00 0.00 
-2.231 1.00 0.00 
-1.058 1.00 0.00 
-0.275 1.00 0.00 
0.871 1.00 0.00 
0.651 1.00 0.00 
-1.167 1.00 0.00 
-2.361 1.00 0.00 
-0.501 1.00 0.00 
-1.870 1.00 0.00 



ffiaE# 2003-3083148 



#H 2002-236129 548/ 



ATOM 955 


HA 


THR A 


ATOM 956 


HB 


THR A 


ATOM 957 


HG1 


THR A 


ATOM 958 


1HG2 


THR A 


ATOM 959 


2HG2 


THR A 


ATOM 960 


3HG2 


THR A 


ATOM 961 


N- 


ARG A 


ATOM 962 


CA 


ARG A 


ATOM 963 


C 


ARG A 


ATOM 964 


0 


ARG A 


ATOM 965 


CB 


ARG A 


ATOM 966 


CG 


ARG A 


ATOM 967 


CD 


ARG A 


ATOM 968 


NE 


ARG A 


ATOM 969 


CZ 


ARG A 


ATOM 970 


NH1 


ARG A 


ATOM 971 


NH2 


ARG A 


ATOM 972 


H 


ARG A 


ATOM 973 


HA 


ARG A 


ATOM 974 


1HB 


ARG A 


ATOM 975 


2HB 


ARG A 


ATOM 976 


1HG 


ARG A 


ATOM 977 


2HG 


ARG A 


ATOM 978 


1HD 


ARG A 


ATOM 979 


2HD 


ARG A 


ATOM 980 


HE 


ARG A 


ATOM 981 


1HH1 ARG A 


ATOM 982 


2HH1 ARG A 


ATOM 983 


1HH2 ARG A 



69 161.776 
69 159.220 
69 161.532 
69 159.314 
69 160.453 

69 158.814 

70 160.668 
70 159.984 
70 158.798 
70 158.936 
70 160.953 
70 160.326 
70 160.985 
70 162.129 
70 162.855 
70 162.559 
70 163.880 
70 161.509 
70 159.619 
70 161.783 
70 161.325 
70 159.277 
70 160.437 
70 161.321 
70 160.257 
70 162.369 
70 161.788 
70 163.108 
70 164.106 



8.776 0.139 1.00 0.00 

8.442 -1.432 1.00 0.00 

9.917 -2.148 1.00 0.00 

10.994 -1.255 1.00 0.00 

10.717 0.064 1.00 0.00 

10.073 0.164 LOO 0.00 

7.743 2.093 1.00 0.00 

7.230 3.273 1.00 0.00 

8.116 3.643 1.00 0.00 

9.332 3.770 1.00 0.00 

7.139 4.452 1.00 0.00 

6.570 5.714 1.00 0.00 

7.127 6.965 1.00 0.00 
6.321 7.387 1.00 0.00 
6.575 8.472 1.00 0.00 
7.610 9.250 1.00 0.00 
5.793 8.782 1.00 0.00 
8.234 2.205 1.00 0.00 
6.241 3.041 1.00 0.00 
6.507 4.174 1.00 0.00 

8.128 4.676 1.00 0.00 
6.825 5.730 1.00 0.00 
5.495 5.708 1.00 0.00 
8.133 6.762 1.00 0.00 
7.147 7.763 1.00 0.00 
5.551 6.830 1.00 0.00 
8.203 9.022 1.00 0.00 
7.795 10.066 1.00 0.00 
5.012 8.201 1.00 0.00 



WiE# 2003-3083148 



!&m. 2002-236129 



549/ 



ATOM 984 


2HH2 


ARG A 


70 164.426 


5.984 


ATOM 985 


N 


TYR A 


71 157.633 


7.498 


ATOM 986 


CA 


TYR A 


71 156.424 


8.231 


ATOM 987 


C 


TYR A 


71 155.976 


7.891 


ATOM 988 


0 


TYR A 


71 155.657 


8.779 


ATOM 989 


CB 


TYR A 


71 155.302 


7.914 


ATOM 990 


CG 


TYR A 


71 155.508 


8.530 


ATOM 991 


CD1 


TYR A 


71 155.560 


9.908 


ATOM 992 


CD2 


TYR A 


71 155.651 


7.731 


ATOM 993 


CE1 


TYR A 


71 155.748 


10.475 


ATOM 994 


CE2 


TYR A 


71 155.840 


8.290 


ATOM 995 


CZ 


TYR A 


71 155.888 


9.661 


ATOM 996 


OH 


TYR A 


71 156.075 


10.221 


ATOM 997 


H 


TYR A 


71 157.587 


6.526 


ATOM 998 


HA 


TYR A 


71 156.648 


9.286 


ATOM 999 


1HB 


TYR A 


71 155.234 


6.844 


ATOM 1000 


2HB 


TYR A 


71 154.368 


8.285 


ATOM 1001 


HD1 


TYR A 


71 155.450 


10. 542 


ATOM 1002 


HD2 


TYR A 


71 155.613 


6.657 


ATOM 1003 


HE1 


TYR A 


71 155.785 


11.549 


ATOM 1004 


HE2 


TYR A 


71 155.950 


7.654 


ATOM 1005 


HH 


TYR A 


71 155.283 


10. 101 


ATOM 1006 


N 


PHE A 


72 155.956 


6.600 


ATOM 1007 


CA 


PHE A 


72 155.548 


6.144 


ATOM 1008 


C 


PHE A 


72 156.530 


5.113 


ATOM 1009 


0 


PHE A 


72 157.388 


4.612 


ATOM 1010 


CB 


PHE A 


72 154.141 


5.546 


ATOM 1011 


CG 


PHE A 


72 153.971 


4.509 


ATOM 1012 


CD1 


PHE A 


72 153.819 


4.884 



9.599 1.00 0.00 
3.811 1.00 0.00 
4.165 1.00 0.00 
5.583 1.00 0.00 
6.373 1.00 0.00 
3.175 1.00 0.00 
1.808 1.00 0.00 
1.648 1.00 0.00 
0.681 1.00 0.00 
0.401 1.00 0.00 
-0.569 1.00 0.00 
-0.703 1.00 0.00 
-1.946 1.00 0.00 
3.695 1.00 0.00 
4.115 1.00 0.00 
3.048 1.00 0.00 
3.569 1.00 0.00 
2.515 1.00 0.00 
0.788 1.00 0.00 
0.297 1.00 0. 00 
-1.435 1.00 0.00 
-2.476 1.00 0.00 
5.898 1.00 0.00 
7.222 1.00 0.00 
7.768 1.00 0.00 
7.042 1.00 0.00 
7.167 1.00 0.00 
6.093 1.00 0.00 
4.768 1.00 0.00 



a5SE# 2003-3083148 



#11 2002-236129 



^-v: 550/ 



A rtVM r 

ATOM 


1013 


CD2 


PHE A 


72 


153. 963 


3. 161 


6.410 


1.00 0.00 


ATOM 


1014 


CE1 


PHE A 


72 


153. 663 


3.932 


3.779 


1.00 0.00 


ATOM 


1015 


CE2 


PHE A 


72 


153. 806 


2.204 


5.425 


1.00 0.00 


ATOM 


1016 


CZ 


PHE A 


72 


153. 657 


2.590 


4. 107 


1.00 0.00 


a /TVYl r 

ATOM 


1017 


H 


PHE A 


72 


156. 222 


5.940 


5.226 


1.00 0.00 


ATOM 


1018 


HA 


PHE A 


72 


155. 540 


7.000 


7.880 


1.00 0.00 


ATOM 


1019 


1HB 


PHE A 


72 


153.917 


5.082 


8. 115 


1.00 0.00 


ATOM 


1020 


2HB 


PHE A 


72 


153.428 


6.338 


6.982 


1.00 0.00 


ATOM 


1021 


HD1 


PHE A 


72 


153.824 


5.932 


4.509 


1.00 0.00 


ATOM 


1022 


HD2 


PHE A 


72 


154. 080 


2.857 


7.440 


1.00 0.00 


ATOM 


1023 


HE1 


PHE A 


72 


153. 545 


4.237 


2.749 


1.00 0.00 


ATOM 


1024 


HE2 


PHE A 


72 


153. 803 


1.155 


5.685 


1.00 0.00 


ATOM 


1025 


HZ 


PHE A 


72 


153. 534 


1.844 


3.335 


1.00 0.00 


ATOM 


1026 


N 


THR A 


73 


156. 397 


4.800 


9.053 


1.00 0.00 


ATOM 


1027 


CA 


THR A 


73 


157. 272 


3.828 


9.698 


1.00 0.00 


ATOM 


1028 


C 


THR A 


73 


156.519 


2.538 


10.005 


1.00 0.00 


ATOM 


1029 


0 


THR A 


73 


155. 738 


2.473 


10. 954 


1.00 0.00 


ATOM 


1030 


CB 


THR A 


73 


157. 854 


4.411 


10.986 


1.00 0.00 


ATOM 


1031 


0G1 


THR A 


73 158.089 


5.800 


10. 847 


1.00 0.00 


ATOM 


1032 


CG2 


THR A 


73 


159. 160 


3.764 


11.400 


1.00 0.00 


ATOM 


1033 


H 


THR A 


73 155.693 


5.232 


9.581 


1.00 0.00 


ATOM 


1034 


HA 


THR A 


73 158.080 


3.606 


9.016 


1.00 0.00 


ATOM 


1035 


HB 


THR A 


73 


157. 145 


4.265 


11.788 


1.00 0.00 


ATOM 


1036 


HGl 


THR A 


73 


158. 193 


6. 197 


11.715 


1.00 0.00 


ATOM 


1037 


1HG2 THR A 


73 


159. 299 


3.884 


12.464 


1.00 0.00 


ATOM 


1038 


2HG2 THR A 


73 


159. 977 


4.235 


10.874 


1.00 0.00 


ATOM 


1039 


3HG2 THR A 


73 159.133 


2.712 


11.155 


1.00 0.00 


ATOM 


1040 


N 


CYS A 


74 


156. 759 


1.511 


9.195 


1.00 0.00 


ATOM 


1041 


CA 


CYS A 


74 


156. 104 


0.222 


9.380 


1.00 0.00 
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ATAM 

AlUM 


104Z 


L 


avc 
bio 


A 


74 


i en i oa 

157. 120 


A AT C 

-o. yio 


A OA/* 

9. 346 


1 AA 

1. 00 


A AA 
0. 00 


ARM 


1 A/1 O 

1043 


a 
U 


bib 


A 

A 


P7 A 

74 


1 C O OAA 

158. 299 


A C. AA 

-0. 699 


A aha 

9.070 


1 AA 

1. 00 


A AA 

0. 00 


AlUM 


i r\A a 
1044 


br> 


bib 


A 

A 


n a 

74 


155. 043 


A AAC 

0. 005 


O OAA 

8. 299 


1 AA 

1. 00 


A AA 

0. 00 


AlUM 


1045 


bu 


AVC 
bib 


A 

A 


74 


153.400 


A r ~t c 

0. 615 


o ft a r* 

8.745 


1 AA 

1. 00 


A AA 

0. 00 


AlUM 


1 f\A C 

1046 


TJ 


AVC 

bib 


A 

A 


rj a 

74 


i cn o ao 

157. 392 


1 AO A 

1. 624 


O A CC 

8.455 


1 /\A 

1. 00 


A AA 

0. 00 


AlUM 


1 f\A H 

1047 


TJ A 

nA 


AVC 
bib 


A 

A 


74 


ICC /* oo 

155. 623 


A OO "1 

0. 231 


T A O /I A 

10.346 


1 AA 

1. 00 


A AA 

0. 00 


ATAM 

AlUM 


1 f\A O 

1048 


1 LTD 


AVC 
bib 


A 


rj a 

74 


ICC O vl A 

155. 349 


A Pi /» 

0. 516 


py O AO 

7.398 


1 A A 

1. 00 


A AA 

0. 00 


AlUM 


1 f\A A 

1049 




AVC 
bib 


A 

A 


r-j A 

74 


1 C A ACO 

154. 958 


1 AC O 

-1. 052 


o a a r* 

8.095 


1. 00 


A AA 

0. 00 


AlUM 


1 AC A 
1050 


rib 


AVC 

bib 


A 


rj a 

74 


ico a r i 

153.461 


1 C A c 

1. 565 


O OPTO 

8.873 


1 AA 

1. 00 


A AA 

0.00 


ATAM 

AlUM 


1 AC 1 

1051 


M 

N 


AT A 

ALA 


A 


75 


i c rc a 

156. 654 


O 1 opt 

-2. 127 


a a oo 

9. 629 


-t A A 

1.00 


A A A 

0. 00 


ATAM 

AlUM 


1 ACO 

1052 


a a 
bA 


AT A 

ALA 


A 


75 


1 C« COT 

157. 521 


O OAA 

-3.299 


A A O 1 

9.631 


1 AA 

1.00 


A A A 

0.00 


ATAM 
AlUM 


1 ACO 

lOoo 


b 


AT A 

ALA 


A 


75 


1 CO 1 /2 A 

158. 160 


O C T A 

-3. 510 


O OA o 

8. 263 


1 A A 

1.00 


A AA 

0.00 


AT AH if 
AlUM 


1 AC/I 

1054 


U 


AT A 

ALA 


A 


75 


t cn r a r 

157. 646 


O A A O 

-3.043 


P7 O /4 P7 

7.247 


1 AA 

1.00 


A A A 

0.00 


ATAM 
AlUM 


T AC C 

1055 


atd 
bB 


AT A 

ALA 


A 


75 


1 c/* non 

156. 737 - 


j| p" O /I 

-4. 534 


"1 A f\ A f* 

10. 046 


-t A A 

1.00 


A A A 

0.00 


ATAM 
AlUM 


1 AC£ 

105b 




AT A 

ALA 


A 


75 


155. 703 


o oo/* 

-2.236 


A O 1 

9. 841 


1 AA 

1.00 


A A A 

0.00 


ATAM 

AlUM 


1 AC*7 

1057 


TJ A 

HA 


AT A 

ALA 


A 


75 


ICO OA 1 

158. 301 


O T O A 

-3. 134 


1 A OTA 

10. 359 


1 A A 

1.00 


A A A 

0.00 


AlUM 


1 ACO 

1058 


1 TTT3 

1HB 


AT A 

ALA 


A 


75 


157. 146 


-5. 403 


A P* P* 1 

9.551 


1 A A 

1.00 


A A A 

0.00 


AlUM 


1 ACA 

1059 


OUD 


AT A 

ALA 


A 

A 


P7C 

75 


ICC r/A1 

155. 701 


-4.415 


A nrn 

9. 767 


"1 AA 

1. 00 


A AA 

0.00 


AlUM 


1 ACA 

1060 


OUD 


AT A 

ALA 


A 

A 


75 


1 C /* O 1 A 

156. 810 


J /» AO 

-4. 663 


11. 116 


1 AA 

1.00 


A A A 

0.00 


AlUM 


1 AC! 
1061 


IN 


T T7TT 

LbU 


A 

A 


76 


1 CA OOC 

159. 285 


>4 O 1 A 

-4. 219 


O O A O 

8. 243 


1 AA 

1. 00 


A AA 

0.00 


ATAM 
AlUM 


1 ACO 

1062 


PA 

LA 


T T7TT 
LEU 


A 

A 


nc 

76 


1 CA AA A 

159. 994 


A A AO 

-4. 493 


A AAA 

6.999 


1 A A 

1.00 


A A A 

0.00 


AfAM 

AlUM 


1 ACO 

1063 


b 


T TMT 
LLU 


A 

A 


nr 

76 


1 CA OOO 

159. 283 


c cn/* 

-5. 576 


A 1 f\ A 

6. 194 


"1 A A 

1.00 


A A A 

0. 00 


AlUM 


1064 


A 
U 


T T?TT 
LlLU 


A 


nr 

76 


ICO TAO 

158. 703 


/» C AO 

-6. 503 


a p/r a 

6. 759 


"1 AA 

1.00 


A A A 

0.00 


AlUM 


1 ACC 

1065 


AD 

bt> 


T T?TT 
LLU 


A 

A 


nr 

76 


161.433 


il A0 1 

-4. 921 


P7 OA 1 

7. 291 


i f\e\ 

1.00 


0.00 


AlUM 


1066 


AA 


T T7TT 

LEU 


A 


iff* 
76 


1 /* O OCT 

162. 351 


O OAil 

-3.804 


P7 P7A il 

7.794 


"1 A A 

1.00 


0.00 


ATOM 


1067 


CD1 


LEU 


A 


76 


162. 435 


-3. 826 


9.312 


1.00 


0.00 


ATOM 


1068 


CD2 


LEU 


A 


76 


163. 736 


-3. 934 


7. 179 


1.00 


0.00 


ATOM 


1069 


H 


LEU 


A 


76 


159. 645 


-4. 567 


9.085 


1.00 


0.00 


ATOM 


1070 


HA 


LEU 


A 


76 


160. 009 


-3. 583 


6.419 


1.00 


0.00 
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ATOM 1071 
ATOM 1072 
ATOM 1073 
ATOM 1074 
ATOM 1075 
ATOM 1076 
ATOM 1077 
ATOM 1078 
ATOM 1079 
ATOM 1080 
ATOM 1081 
ATOM 1082 
ATOM 1083 
ATOM 1084 
ATOM 1085 
ATOM 1086 
ATOM 1087 
ATOM 1088 
ATOM 1089 
ATOM 1090 
ATOM 1091 
ATOM 1092 
ATOM 1093 
ATOM 1094 
ATOM 1095 
ATOM 1096 
ATOM 1097 
ATOM 1098 
ATOM 1099 



1HB 


LEU A 


76 


2HB 


LEU A 


76 


HG 


LEU A 


76 


1HD1 LEU A 


76 


2HD1 LEU A 


76 


3HD1 LEU A 


76 


1HD2 LEU A 


76 


2HD2 LEU A 


76 


3HD2 LEU A 


76 


N 

IN 


LYS A 


77 


CA 


LYS A 


77 


r 


LYS A 


77 


o 


TYS A 

Li J xl 


77 


V_/JJ 


TYS A 


77 




TYS A 


77 


CD 


TYS A 


77 


CE 


LYS A 


77 


NZ 


LYS A 


77 


H 


LYS A 


77 


HA 


LYS A 


77 


1HB 


LYS A 


77 


2HB 


LYS A 


77 


1HG 


LYS A 


77 


2HG 


LYS A 


77 


1HD 


LYS A 


77 


2HD 


LYS A 


77 


1HE 


LYS A 


77 


2HE 


LYS A 


77 


1HZ 


LYS A 


77 



161.410 -5.702 

161.858 -5.324 

161.940 -2.849 

162.427 -4.848 

161.591 -3.298 

163.350 -3.346 

163.645 -4.063 

164.240 -4.790 

164.307 -3.041 

159.332 -5.452 

158.692 -6.421 

157.190 -6.481 

156.565 -7.528 
159.310 -7.807 
160.806 -7.849 
161.117 -7.641 
162.396 -6.843 
163.575 -7.532 
159.809 -4.692 
158.860 -6.103 
159.138 -8.124 
158.828 -8.502 
161.285 -7.069 
161.190 -8.811 
161. 231 -8. 604 
160.298 -7.107 

162.566 -6.708 
162.279 -5.879 
163.556 -8.544 



8.036 1.00 0.00 
6.383 1.00 0.00 
7.497 1.00 0.00 
9.658 1.00 0.00 
9.728 1.00 0.00 
9.628 1.00 0.00 
6.111 1.00 0.00 
7.603 1.00 0.00 
7.386 1.00 0.00 
4.872 1.00 0.00 
3.989 1.00 0.00 
4.245 1.00 0.00 
4.083 1.00 0.00 
4.186 1.00 0.00 
3.921 1.00 0.00 
2.448 1.00 0.00 
2.255 1.00 0.00 
2.849 1.00 0.00 
4.480 1.00 0.00 
2.971 1.00 0.00 
5.203 1.00 0.00 
3.515 1.00 0.00 
4.493 1.00 0.00 
4.228 1.00 0.00 
1.973 1.00 0.00 
1.989 1.00 0.00 
1.197 1.00 0.00 
2.726 1.00 0.00 
2.608 1.00 0.00 
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mm 2002-236129 v : 553/ 



ATOM 


1100 


2HZ 


LYS A 


77 163.563 


-7.433 


3.884 


1.00 0.00 


ATOM 


1101 


3HZ 


LYS A 


77 164.455 


-7. 116 


2.482 


1.00 0.00 


ATOM 


1102 


N 


LYS A 


78 156.617 


-5. 350 


4.644 


1.00 0.00 


ATOM 


1103 


CA 


LYS A 


78 155.188 


-5. 274 


4.922 


1.00 0.00 


ATOM 


1104 


C 


LYS A 


78 154.619 


-3. 926 


4.490 


1.00 0.00 


ATOM 


1105 


0 


LYS A 


78 153.788 


-3.339 


5. 184 


1.00 0.00 


ATOM 


1106 


CB 


LYS A 


78 154.924 


-5. 500 


6.412 


1.00 0.00 


ATOM 


1107 


CG 


LYS A 


78 155.426 


-6. 841 


6.922 


1.00 0.00 


ATOM 


1108 


CD 


LYS A 


78 155.126 


-7. 022 


8.401 


1.00 0.00 


ATOM 


1109 


CE 


LYS A 


78 153.865 


-7.842 


8.618 


1.00 0.00 


ATOM 


1110 


NZ 


LYS A 


78 153.075 


-7. 350 


9.780 


1.00 0.00 


ATOM 


1111 


H 


LYS A 


78 157.169 


-4. 548 


4. 754 


1.00 0.00 


ATOM 


1112 


HA 


LYS A 


78 154.699 


-6. 054 


4.357 


1.00 0.00 


ATOM 


1113 


1HB 


LYS A 


78 155.414 


-4. 719 


6.974 


1.00 0.00 


ATOM 


1114 


2HB 


LYS A 


78 153.860 


-5. 447 


6.589 


1.00 0.00 


ATOM 


1115 


1HG 


LYS A 


78 154.941 


-7.631 


6.368 


1.00 0.00 


ATOM 


1116 


2HG 


LYS A 


78 156.494 


-6. 896 


6.771 


1.00 0.00 


ATOM 


1117 


1HD 


LYS A 


78 155.958 


-7. 528 


8.868 


1.00 0.00 


ATOM 


1118 


2HD 


LYS A 


78 154.995 


-6.049 


8.853 


1.00 0.00 


ATOM 


1119 


1HE 


LYS A 


78 153.256 


-7.784 


7.728 


1.00 0.00 


ATOM 


1120 


2HE 


LYS A 


78 154.146 


-8. 870 


8.794 


1.00 0.00 


ATOM 


1121 


1HZ 


LYS A 


78 153.198 


-6. 322 


9.886 


1.00 0.00 


ATOM 


1122 


2HZ 


LYS A 


78 153.391 


-7. 818 


10. 652 


1.00 0.00 


ATOM 


1123 


3HZ 


LYS A 


78 152.065 


-7. 553 


9.636 


1.00 0.00 


ATOM 


1124 


N 


ALA A 


79 155.073 


-3. 438 


3.340 


1.00 0.00 


ATOM 


1125 


CA 


ALA A 


79 154.611 


-2. 159 


2.815 


1.00 0.00 


ATOM 


1126 


C 


ALA A 


79 154.473 


-2. 206 


1.297 


1.00 0.00 


ATOM 


1127 


0 


ALA A 


79 155.469 


-2. 255 


0.575 


1.00 0.00 


ATOM 


1128 


CB 


ALA A 


79 155.562 


-1.046 


3.227 


1.00 0.00 
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AIUM 


1 1 OA 


TT 

n 


AT A 

ALA 


A 


79 


i pr nor 

155- 735 


O ACO 

-o. 9oo 


O OO 1 

2. 831 


1. 


AA 

00 


0.00 


AIUM 


1 1 OA 

1130 


T_T A 

HA 


AT A 

ALA 


A 


79 


ICO f* A O 
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153. 920 2. 660 

153. 537 3. 860 

154.977 1.960 

154. 192 4. 354 

155. 636 2. 449 

155. 243 3. 648 

153.730 -0.339 

151.514 1.433 

153.945 1.700 

152. 722 2. 955 

152.714 4.414 

155.285 1.023 

153. 883 5. 292 

156.457 1.894 

155. 757 4. 032 

150. 126 1. 359 

149.223 1.158 

148.323 2.371 

148.239 3.249 

148.343 -0.089 

149.177 -1.357 

147.629 -0.028 

149.852 1.950 

149.823 1.010 

147.596 -0.109 

149.983 -1.321 

149.587 -1.432 

148.556 -2.216 

146.883 -0.806 



-1.461 1.00 0.00 

-0.888 1.00 0.00 

-0.900 1.00 0.00 

0.224 1.00 0.00 

0.211 1.00 0.00 

0.774 1.00 0.00 

-2.114 1.00 0.00 

-1.557 1.00 0.00 

-3.332 1.00 0.00 

-3.165 1.00 0.00 

-1.317 1.00 0.00 

-1.339 1.00 0.00 

0.661 1.00 0.00 

0.641 1.00 0.00 

1.644 1.00 0.00 

-3.631 1.00 0.00 

-4.757 1.00 0.00 

-4.966 1.00 0.00 

-4.107 1.00 0.00 

-4.555 1.00 0.00 

-4.665 1.00 0.00 

-3.213 1.00 0.00 

-2.898 1.00 0.00 

-5.643 1.00 0.00 

-5.334 1.00 0.00 

-3.947 1.00 0.00 

-5.661 1.00 0.00 

-4.465 1.00 0.00 

-3.165 1.00 0.00 
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147.152 0.935 

148.346 -0.167 
147.653 2.413 
146. 759 3. 518 
145. 547 3. 527 
144.812 2.544 
146.301 3.423 
147.421 3.629 
147.023 3.147 
147. 507 4. 099 
147. 866 3. 380 
147.762 1.683 
147.306 4.439 
145.873 2.445 
145.544 4.173 
147. 658 4. 682 
148.292 3.079 
147.459 2.174 
145.947 3.075 
146.721 4.808 
148.376 4.627 
147.045 3.341 
148.167 2.410 
148. 645 3. 872 

145.347 4.646 
144.226 4.791 
142. 898 4. 603 
141.947 4.052 
144.268 6.169 



-3.103 1.00 0.00 
-2.417 1.00 0.00 
-6.112 1.00 0.00 
-6.435 1.00 0.00 
-5.510 1.00 0.00 
-5.422 1.00 0.00 
-7.892 1.00 0.00 
-8.897 1.00 0.00 
-10.283 1.00 0.00 
-11.366 1.00 0.00 
-12.619 1.00 0.00 
-6.757 1.00 0.00 
-6.299 1.00 0.00 
-8.058 1.00 0.00 
-8.070 1.00 0.00 
-8.948 1.00 0.00 
-8.570 1.00 0.00 
-10.454 1.00 0.00 
-10.333 1.00 0.00 
-11.580 1.00 0.00 
-11.001 1.00 0.00 
-13.256 1.00 0.00 
-12.400 1.00 0.00 
-13.102 1.00 0.00 
-4.823 1.00 0.00 
-3.902 1.00 0.00 
-4.630 1.00 0.00 
-4.074 1.00 0.00 
-3.238 1.00 0.00 
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143.081 6.486 

143.224 5.767 

142.961 7.988 

145. 970 5. 394 

144. 320 4. 031 

145. 173 6. 234 

144.307. 6.918 

142. 172 6. 140 

142. 368 5. 985 

144. 122 6. 103 

143.283 4.702 

142. 120 8. 193 

142. 812 8. 475 

143.866 8.360 

142.840 5.064 

141. 630 4. 946 
141.289 3.482 
140. 129 3. 137 
141.799 5.690 
143. 086 5. 346 
143.011 5.729 
142. 658 4. 534 
143. 845 4. 006 

143.631 5.494 
140.820 5.396 
140.967 5.446 
141.793 6.753 
143.904 5.880 
143. 259 4. 282 



-2.326 1.00 0.00 
-0.994 1.00 0.00 
-2.113 1.00 0.00 
-4.938 1.00 0.00 
-3.143 1.00 0.00 
-2.652 1.00 0.00 
-4.014 1.00 0.00 
-2.796 1.00 0.00 
-0.373 1.00 0.00 
-0.498 1.00 0.00 
-1.164 1.00 0.00 
-1.467 1.00 0.00 
-3.065 1.00 0.00 
-1.656 1.00 0.00 
-5.874 1.00 0.00 
-6.678 1.00 0.00 
-6.943 1.00 0.00 
-7.171 1.00 0.00 
-8.004 1.00 0.00 
-8.735 1.00 0.00 
-10.204 LOO 0.00 
-11.076 1.00 0.00 
-11.803 1.00 0.00 
-6.263 1.00 0.00 
-6.124 1.00 0.00 
-8.649 1.00 0.00 
-7.811 1.00 0.00 
-8.275 1.00 0.00 
-8.657 1.00 0.00 
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85 142.255 6.489 

85 143.971 6.117 

85 142.255 3.752 

85 141.911 4.837 

85 143.815 2.966 

85 144.720 4.302 

85 143.857 4.367 

86 142.305 2.625 
86 142.110 1.200 
86 142.025 0.432 
86 142.396 -0.739 
86 143.248 0.644 
86 143.129 1.068 
86 143.208 2.958 
86 141.179 1.078 
86 144.193 0.991 
86 143.223 -0.437 

86 142.218 0.969 

87 141.536 1.101 
87 141.402 0.481 
87 139.936 0.392 
87 139.121 1.231 
87 142.190 1.273 
87 143.964 1.374 
87 141.256 2.032 
87 141.807 -0.518 
87 141.806 2.283 
87 142.062 0.808 
87 144.411 1.556 



-10.331 1.00 0.00 
-10.514 1.00 0.00 
-10.448 1.00 0.00 
-11.794 1.00 0.00 
-11.830 1.00 0.00 
-11.326 1.00 0.00 
-12.779 1.00 0.00 
-6.914 1.00 0.00 
-7.152 1.00 0.00 
-5.835 1.00 0.00 
-5.764 1.00 0.00 
-8.007 1.00 0.00 
-9.354 1.00 0.00 
-6.728 1.00 0.00 
-7.685 1.00 0.00 
-7.616 1.00 0.00 
-7.979 1.00 0.00 
-9.642 1.00 0.00 
-4.796 1.00 0.00 
-3.483 1.00 0.00 
-3.070 1.00 0.00 
-3.453 1.00 0.00 
-2.438 1.00 0.00 
-2.773 1.00 0.00 
-4.914 1.00 0.00 
-3.544 1.00 0.00 
-2.399 1.00 0.00 
-1.472 1.00 0.00 
-1.943 1.00 0.00 
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-2.286 1.00 0.00 
-1.823 1.00 0.00 
-0.302 1.00 0.00 

0.299 1.00 0.00 
-2.481 1.00 0.00 
-3.719 1.00 0.00 
-3.394 1.00 0.00 
-4.440 1.00 0.00 
-4.626 1.00 0.00 
-3.839 1.00 0.00 
-5.601 1.00 0.00 
-2.014 1.00 0.00 
-2.110 1.00 0.00 
-2.766 1.00 0.00 
-1.766 1.00 0.00 
-4.126 1.00 0.00 
-4.450 1.00 0.00 
-2.464 1.00 0.00 
-3.286 1.00 0.00 
-5.035 1.00 0.00 
-3.103 1.00 0.00 
-3.984 1.00 0.00 
-6.195 1.00 0.00 
-5.741 1.00 0.00 

0.343 1.00 0.00 

1.800 1.00 0.00 

2.319 1.00 0.00 

1.772 1.00 0.00 

2.047 1.00 0.00 
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ATOM 1330 
ATOM 1331 
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135.338 0.956 

136. 029 0. 296 

137. 735 0. 101 

134.878 -0.712 

135. 605 0. 658 

134.275 1.018 

135.748 1.940 

135.359 -0.389 

136.397 1.039 

137.840 -2.134 

137.993 -3.457 

137.169 -3.577 

137.450 -2.910 

139.466 -3.738 

139.802 -5.214 

139.035 -5.962 

140.832 -5.623 

138.319 -1.376 

137.634 -4.185 

140.079 -3.207 

139.697 -3.391 

136.152 -4.431 

135.287 -4.638 

135.697 -5.889 

134.862 -6.551 

133.828 -4.756 

132.948 -4.280 

135.978 -4.935 

135. 389 -3. 781 



0.866 1.00 0.00 
-0.293 1.00 0.00 
2.305 1.00 0.00 
2.118 1.00 0.00 
2.963 1.00 0.00 
0.684 1.00 0.00 
1.037 1.00 0.00 
-0.793 1.00 0.00 
-0.986 1.00 0.00 
3.379 1.00 0.00 
3.973 1.00 0.00 
5.252 1.00 0.00 
6.248 1.00 0.00 
4.273 1.00 0.00 
4.188 1.00 0.00 
3.546 1.00 0.00 
4.765 1.00 0.00 
3.772 1.00 0.00 
3.260 1.00 0.00 
3.561 1.00 0.00 
5.270 1.00 0.00 
5.217 1.00 0.00 
6.373 1.00 0.00 
7.143 1.00 0.00 
7.760 1.00 0.00 
5.929 1.00 0.00 
6.933 1.00 0.00 
4.394 1.00 0.00 
7.021 1.00 0.00 
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ATOM 1332 
ATOM 1333 
ATOM 1334 
ATOM 1335 
ATOM 1336 
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ATOM 1353 
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ATOM 1359 
ATOM 1360 
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133.678 -4.174 
133.598 -5.792 

132.884 -3.323 
136.986 -6.208 
137. 506 -7. 381 
137.392 -7.216 
137.237 -8.194 
138.965 -7.625 
139.127 -8.507 
139.297 -9.967 
138.019 -10.606 
137.901 -11.865 
138.978 -12.623 
136.700 -12.367 
137.603 -5.642 
136.915 -8.232 
139.435 -6.674 
139.472 -8.100 
138.250 -8.408 
139.999 -8.183 
139.761 -10.490 
139.937 -10.027 
137.207 -10.069 

139.885 -12.251 
138.881 -13.568 
135.885 -11.800 
136.610 -13.314 
137.469 -5.972 
137.374 -5.680 



5.032 1.00 0.00 
5.729 1.00 0.00 
6.875 1.00 0.00 
7.102 1.00 0.00 
7.796 1.00 0.00 
9.308 1.00 0.00 
10.039 1.00 0.00 
7.407 1.00 0.00 
6.179 1.00 0.00 
6.561 1.00 0.00 
6.867 1.00 0.00 
7.283 1.00 0.00 
7.443 1.00 0.00 
7.540 1.00 0.00 
6.593 1.00 0.00 
7.494 1.00 0.00 
7.205 1.00 0.00 
8.234 1.00 0.00 
5.558 1.00 0.00 
5.629 1.00 0.00 
5.738 1.00 0.00 
7.430 1.00 0.00 
6.758 1.00 0.00 
7.251 1.00 0.00 
7.756 1.00 0.00 
7.422 1.00 0.00 
7.852 1.00 0.00 
9.771 1.00 0.00 
11.197 1.00 0.00 



mm 2003-3083148 



mm 2002-236129 



*<- 9 J: 562/ 



ATOM 1361 
ATOM 1362 
ATOM 1363 
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ATOM 1389 
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136.233 -4.710 

136.297 -3.923 

138.694 -5.097 

139.869 -6.012 

140.315 -6.330 

140.529 -6.553 

141.396 -7.172 

141.611 -7.395 

142.044 -7.705 

137.593 -5.233 

137.179 -6.609 

138.900 -4.177 

138.602 -4.889 

139.808 -5.914 

140.191 -6.311 

141.732 -7.413 

142.116 -7.810 

142.890 -8.363 

135.189 -4.773 

134. 033 -3. 900 

133.305 -4.199 

133.012 -5.354 
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135.193 -5.422 
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11.482 1.00 0.00 
12.426 1.00 0.00 
11.708 1.00 0.00 
11.515 1.00 0.00 
10.242 1.00 0.00 
12.607 1.00 0.00 
10.062 1.00 0.00 
12.432 1.00 0.00 
11.158 1.00 0.00 
9.140 1.00 0.00 
11.713 1.00 0.00 
11.182 1.00 0.00 
12.764 1.00 0.00 
9.384 1.00 0.00 
13.603 1.00 0.00 
9.064 1.00 0.00 
13.292 1.00 0.00 
11.020 1.00 0.00 
10.663 1.00 0.00 
10.832 1.00 0.00 
12.137 1.00 0.00 
12.445 1.00 0.00 
9.650 1.00 0.00 
9.929 1.00 0.00 
10.856 1.00 0.00 
9.210 1.00 0.00 
8.914 1.00 0.00 
9.990 1.00 0.00 
12.901 1.00 0.00 
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ATOM 1390 
ATOM 1391 
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ATOM 1393 
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ATOM 1414 
ATOM 1415 
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ATOM 1417 
ATOM 1418 
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132.317 -3.302 

130. 916 -3. 866 

130.374 -3.811 

132.236 -1.957 

132.416 -2.118 

133.272 -2.255 

132. 883 -3. 993 
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131.268 -1.513 

133.342 -2.288 
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14.173 1.00 0.00 
13.962 1.00 0.00 
12.859 1.00 0.00 
14.897 1.00 0.00 
16.294 1.00 0.00 
12.601 1.00 0.00 
14.780 1.00 0.00 
14.522 1.00 0.00 
14.719 1.00 0.00 
16.481 1.00 0.00 
15.026 1.00 0.00 
14.956 1.00 0.00 
15.895 1.00 0.00 
15.564 1.00 0.00 
15.303 1.00 0.00 
14.466 1.00 0.00 
13.204 1.00 0.00 
15.284 1.00 0.00 
15.879 1.00 0.00 
13.944 1.00 0.00 
15.170 1.00 0.00 
16.341 1.00 0.00 
14.168 1.00 0.00 
13.364 1.00 0.00 
12.967 1.00 0.00 
12.385 1.00 0.00 
14.639 1.00 0.00 
15.740 1.00 0.00 
16.054 1.00 0.00 
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ATOM 1419 
ATOM 1420 
ATOM 1421 
ATOM 1422 
ATOM 1423 
ATOM 1424 
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ATOM 1427 
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ATOM 1432 
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ATOM 1435 
ATOM 1436 
ATOM 1437 
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ATOM 1440 
ATOM 1441 
ATOM 1442 
ATOM 1443 
ATOM 1444 
ATOM 1445 
ATOM 1446 
ATOM 1447 
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128.533 -3.884 

127.716 -3.187 

127.507 -1.726 

126.376 -1.290 

128. 369 -3. 269 

127.712 -4.284 

128.057 -5.715 

129.195 -6.154 

127.075 -6.449 

129.470 -4.080 

126.755 -3.677 

129.406 -3.543 

128.313 -2.299 

128.042 -4.100 

126. 641 -4. 162 

126.193 -6.033 

127.270 -7.377 

128.598 -0.947 

128.523 0.469 

128.237 0.667 

128.153 -0.297 

129.913 0.996 
130.809 -0.185 
129.988 -1.383 
127.778 0.992 
130.186 1.786 

129.914 1.372 
131.134 -0.278 
131.661 -0.081 



17.066 1.00 0.00 
18.053 1.00 0.00 
17.658 1.00 0.00 
17.445 1.00 0.00 
19.436 1.00 0.00 
20.358 1.00 0.00 
19.990 1.00 0.00 
20.161 1.00 0.00 
19.483 1.00 0.00 
17.272 1.00 0.00 
18.090 1.00 0.00 
19.315 1.00 0.00 
19.908 1.00 0.00 
21.370 1.00 0.00 
20.301 1.00 0.00 
19.375 1.00 0.00 
19.237 1.00 0.00 
17.556 1.00 0.00 
17.186 1.00 0.00 
15.701 1.00 0.00 
14.942 1.00 0.00 
17.538 1.00 0.00 
17.397 1.00 0.00 
17.795 1.00 0.00 
17.768 1.00 0.00 
16.853 1.00 0.00 
18.551 1.00 0.00 
16.370 1.00 0.00 
18.052 1.00 0.00 
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849 -3.530 8.912 1.00 0.00 

578 -3.908 7.971 1.00 0.00 

381 -4.306 9.770 1.00 0.00 

751 -0.902 10.294 1.00 0.00 

748 -1.923 9.764 1.00 0.00 

140 -1.712 8.064 1.00 0.00 



866 3.091 -14.965 1.00 0.00 
463 4.481 -15.313 1.00 0.00 
748 5.178 -14.173 1.00 0.00 
178 6.239 -13.718 1.00 0.00 
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288 2.737 -14.177 1.00 0.00 
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-7.521 1.00 0.00 
-6.971 1.00 0.00 
-8.521 1.00 0.00 
-7.205 1.00 0.00 
-2.531 1.00 0.00 
-1.330 1.00 0.00 
-1.424 1.00 0.00 
-0.951 1.00 0.00 
-0.100 1.00 0.00 
-2.854 1.00 0.00 
-1.234 1.00 0.00 
-0.032 1.00 0.00 
-0.179 1.00 0.00 
0.785 1.00 0.00 
-2.036 1.00 0.00 
-2.192 1.00 0.00 
-2.673 1.00 0.00 
-3.796 1.00 0.00 
-3.177 1.00 0.00 
-4.487 1.00 0.00 
-5.902 1.00 0.00 
-6.975 1.00 0.00 
-2.392 1.00 0.00 
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ATOM 134 
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131.774 10.503 

132.829 9.764 

131.649 8.654 

130. 198 8. 925 

130. 610 10. 624 

132. 698 10. 931 

131.308 11.401 

131.094 10.311 

131.663 13.108 

132.074 14.473 

133.551 14.563 

133.898 15.181 

131.805 15.271 

130.807 14.463 
131.093 13.028 
131.475 14.872 
132. 723 15. 387 
131.410 16.243 
130.929 14.629 

129.808 14.729 

131.806 12.609 
130.180 12.450 
134.450 13.949 
135. 886 13. 974 
136. 292 12. 960 
137.238 13.182 
136.500 13.610 
135.490 12.722 
134.140 13.185 



-1.227 1.00 0.00 
-3.399 1.00 0.00 
-2.715 1.00 0.00 
-4.418 1.00 0.00 
-4.645 1.00 0.00 
-7.388 1.00 0.00 
-6.408 1.00 0.00 
-7.778 1.00 0.00 
-1.824 1.00 0.00 
-2.167 1.00 0.00 
-2.551 1.00 0.00 
-3. 558 1. 00 0. 00 
-0.886 1.00 0.00 
-0.129 1.00 0.00 
-0.468 1.00 0.00 
-2.972 1.00 0.00 
-0.331 1.00 0.00 
-1.142 1.00 0.00 

0.931 1.00 0.00 
-0.439 1.00 0.00 

0.227 1.00 0.00 
-0.468 1.00 0.00 
-1.756 1.00 0.00 
-2.032 1.00 0.00 
-3.095 1.00 0.00 
-3.852 1.00 0.00 
-0.682 1.00 0.00 
-0.040 1.00 0.00 
-0.528 1.00 0.00 
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-2.328 1.00 0.00 
-0.837 1.00 0.00 
-0.103 1.00 0.00 
-0.336 1.00 0.00 

1.034 1.00 0.00 
-0.753 1.00 0.00 

0.211 1.00 0.00 
-3.148 1.00 0.00 
-4.124 1.00 0.00 
-3.526 1.00 0.00 
-2.540 1.00 0.00 
-2.520 1.00 0.00 
-4.926 1.00 0.00 
-4.526 1.00 0.00 
-4.124 1.00 0.00 
-3.645 1.00 0.00 
-3.698 1.00 0.00 
-4.126 1.00 0.00 
-2.215 1.00 0.00 
-2.120 1.00 0.00 
-2.045 1.00 0.00 
-2.121 1.00 0.00 
-4.906 1.00 0.00 
-4.290 1.00 0.00 
-1.581 1.00 0.00 
-1.860 1.00 0.00 
-2.183 1.00 0.00 
-2.062 1.00 0.00 
-3.261 1.00 0.00 
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133. 889 4. 505 

133.091 4.806 

131.921 5.185 

134. 139 3. 000 

135.400 2.651 

135. 961 4. 783 

133. 318 4. 831 

133.369 2.468 

134. 117 2. 710 

135.437 1.701 

133. 731 4. 634 

133.082 4.888 

133.911 5.845 

133.495 6.971 

132.862 3.573 

131.453 3.072 

130.429 3.599 

130.900 2.083 

129.306 2.957 

129. 566 2. 033 

134. 662 4. 329 

132. 122 5. 341 

133. 506 2. 814 

133.115 3.715 

130. 511 4. 334 

131.414 1.452 

128.341 3.155 

128.929 1.360 

135.088 5.388 



-3.259 1.00 0.00 
-1.995 1.00 0.00 
-2.062 1.00 0.00 
-3.372 1.00 0.00 
-2.828 1.00 0.00 
-2.933 1.00 0.00 
-4.116 1.00 0.00 
-2.834 1.00 0.00 
-4.413 1.00 0.00 
-2.690 1.00 0.00 
-0.843 1.00 0.00 
0.438 1.00 0.00 
1.287 1.00 0.00 
1.559 1.00 0.00 
1.192 1.00 0.00 
1. 121 1. 00 0. 00 
1.878 1.00 0.00 
0.378 1.00 0.00 
1.605 1.00 0.00 
0.697 1. 00 0.00 
-0.855 1.00 0.00 
0.239 1.00 0.00 
0. 771 1. 00 0. 00 
2.233 1.00 0.00 
2.522 1.00 0.00 
-0.334 1.00 0.00 
2.047 1.00 0.00 
0.379 1.00 0.00 
1.705 1.00 0.00 
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135.958 6.216 

137.253 5.516 

137.419 5.048 

135.368 4.483 

136. 190 7. 120 

135.438 6.480 

138.173 5.445 

139.459 4.796 

140.511 5.811 

141.018 6.584 

139. 920 4. 080 

138.891 3.132 

139.244 2.832 

138.800 1.846 

137. 981 5. 839 

139.330 4.068 

140. 178 4. 828 

140.805 3.510 

137. 920 3. 607 

140.311 2.936 

138. 727 3. 523 

138.947 1.822 

138. 009 1. 934 

139.738 1.672 

138. 589 1. 020 

140.837 5.801 

141.830 6.719 

142.803 5.984 

142. 669 4. 782 



2.519 1.00 0.00 
2.881 1.00 0.00 
4.007 1.00 0.00 
1.458 1.00 0.00 
1.975 1.00 0.00 
3.428 1.00 0.00 
1.924 1.00 0.00 
2.147 1.00 0.00 
2.583 1.00 0.00 
1.770 1.00 0.00 
0.876 1.00 0.00 
0.258 1.00 0.00 
-1.190 1.00 0.00 
1.066 1.00 0.00 
1.046 1.00 0.00 
2.934 1.00 0.00 
0.140 1.00 0.00 
1.110 1.00 0.00 
0.273 1.00 0.00 
-1.330 1.00 0.00 
-1.838 1.00 0.00 
-1.430 1.00 0.00 
1.795 1.00 0.00 
1.571 1.00 0.00 
0.403 1.00 0.00 
3.872 1.00 0.00 
4.417 1.00 0.00 
5.335 1.00 0.00 
5.563 1.00 0.00 
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141.144 7.851 

140. 169 7. 365 

139.068 8.368 

139.317 9.321 

137. 956 8. 198 

140.399 5.160 

142. 383 7. 138 

141.899 8.451 

140. 602 8. 467 

139.717 6.445 

140. 713 7. 181 

143. 782 6. 716 

144. 777 6. 134 
144. 121 5. 557 
143. 192 6. 145 
145. 832 7. 173 
146. 959 6. 510 
146. 373 7. 907 
143. 837 7. 669 
145.277 5.338 
145. 357 7. 897 
147. 274 5. 615 
146. 611 6. 249 
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146. 325 7. 258 
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5.183 1.00 0.00 
6.242 1.00 0.00 
6.526 1.00 0.00 
7.292 1.00 0.00 
5.981 1.00 0.00 
4.471 1.00 0.00 
3.590 1.00 0.00 
5.668 1.00 0.00 
4.481 1.00 0.00 
5.903 1.00 0.00 
7.157 1.00 0.00 
5.858 1.00 0.00 
6.751 1.00 0.00 
8.000 1.00 0.00 
8.554 1.00 0.00 
7.171 1.00 0.00 
7.947 1.00 0.00 
5.954 1.00 0.00 
5.638 1.00 0.00 
6.219 1.00 0.00 
7.819 1.00 0.00 
7.430 1.00 0.00 
8.936 1.00 0.00 
8.026 1.00 0.00 
5.091 1.00 0.00 
6.132 1.00 0.00 
5.772 1.00 0.00 
8.440 1.00 0.00 
9.623 1.00 0.00 



ffiSE# 2003-3083148 



#1R 2002-236129 



^-z?: 576/ 



ATOM 251 
ATOM 252 
ATOM 253 
ATOM 254 
ATOM 255 
ATOM 256 
ATOM 257 
ATOM 258 
ATOM 259 
ATOM 260 
ATOM 261 
ATOM 262 
ATOM 263 
ATOM 264 
ATOM 265 
ATOM 266 
ATOM 267 
ATOM 268 
ATOM 269 
ATOM 270 
ATOM 271 
ATOM 272 
ATOM 273 
ATOM 274 
ATOM 275 
ATOM 276 
ATOM 277 
ATOM 278 
ATOM 279 



c 


GLY 


A 


21 


0 


GLY 


A 

A 


21 


TT 

H 


GLY 


A 

A 


21 


T TT A 

1HA 


GLY 


A 

A 


21 


OTT A 

2HA 


GLY 


A 

A 


21 


XT 

N 


SER 


A 

A 


22 


CA 


SER 


A 

A 


22 


C 


SER 


A 

A 


22 


0 


SER 


A 


22 


CB 


Ann 

SER 


A 


22 


OG 


SER 


A 


22 


H 


SER 


A 


22 


HA 


SER 


A 


22 


1HB 


SER 


A 


22 


2HB 


SER 


A 


22 


HG 


SER 


A 


22 


N 


LEU 


A 


23 


CA 


T T^TT 

LEU 


A 

A 


23 


C 


T T^T T 

LEU 


A 

A 


23 


0 


T T^TT 

LEU 


A 

A 


23 


CB 


T T"VTT 

LEU 


A 


23 


CG 


LEU 


A 


23 


CD1 


LEU 


A 


23 


CD2 


T T^TT 

LEU 


A 

A 


23 


H 


LEU 


A 


23 


HA 


LEU 


A 


23 


1HB 


LEU 


A 


23 


2HB 


LEU 


A 


23 


HG 


LEU 


A 


23 



143.052 2.684 

142.879 1.729 

145.351 3.979 

144.867 3.325 

143.575 4.516 

142.387 2.835 

141.391 1.865 

142.020 0.815 

143.073 1.045 

140.248 2.570 

139.563 3.461 

142. 570 3. 619 

140.998 1.374 

140.646 3.131 

139.548 1.833 

138. 635 3. 220 

141.368 -0.338 

141.863 -1.425 

141.319 -1.307 

140.227 -0.781 

141.473 -2.777 

142.132 -3.107 

141.223 -3.993 

143.478 -3.780 

140.533 -0.463 

142.940 -1.353 

140.400 -2.790 

141.738 -3.549 

142.300 -2.191 



9.282 1.00 0.00 
10.039 1.00 0.00 
7.959 1.00 0.00 
10.189 1.00 0.00 
10.229 1.00 0.00 
8.142 1.00 0.00 
7.703 1.00 0.00 
6.794 1.00 0.00 
6.198 1.00 0.00 
6.974 1.00 0.00 
7.837 1.00 0.00 
7.582 1.00 0.00 
8.581 1.00 0.00 
6.142 1.00 0.00 
6.608 1.00 0.00 
7.876 1.00 0.00 
6.690 1.00 0.00 
5.852 1.00 0.00 
4.431 1.00 0.00 
4.216 1.00 0.00 
6.451 1.00 0.00 
7.790 1.00 0.00 
8.628 1.00 0.00 
7.569 1.00 0.00 
7.189 1.00 0.00 
5.819 1.00 0.00 
6.586 1.00 0.00 
5.744 1.00 0.00 
8.337 1.00 0.00 
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ATOM 280 
ATOM 281 
ATOM 282 
ATOM 283 
ATOM 284 
ATOM 285 
ATOM 286 
ATOM 287 
ATOM 288 
ATOM 289 
ATOM 290 
ATOM 291 
ATOM 292 
ATOM 293 
ATOM 294 
ATOM 295 
ATOM 296 
ATOM 297 
ATOM 298 
ATOM 299 
ATOM 300 
ATOM 301 
ATOM 302 
ATOM 303 
ATOM 304 
ATOM 305 
ATOM 306 
ATOM 307 
ATOM 308 
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140.326 -3.448 

141.738 -4.284 

140.960- -4.875 

144.046 -3.218 

143. 323 -4. 785 

144.021 -3.815 

142.088 -1.802 

141.682 -1.753 

142. 361 -2. 855 

143.394 -3.389 

142. 002 -0. 390 
142.947 -2.210 
140.613 -1.896 
142.207 -0.495 
142. 867 0. 025 
141.158 0.270 
141.774 -3.190 
142. 323 -4. 228 
142. 602 -3. 682 
141. 870 -2. 827 
141.356 -5.412 

142.003 -6.689 
141.070 -7.505 
141. 035 -8. 742 
140. 376 -6. 906 

140. 954 -2. 728 
143.252 -4.566 

140. 955 -5. 606 
140.547 -5.152 



8.885 1.00 0.00 
9.532 1.00 0.00 
8.064 1.00 0.00 
6.842 1.00 0.00 
7.206 1.00 0.00 
8.502 1.00 0.00 
3.466 1.00 0.00 
2.067 1.00 0.00 
1.260 1.00 0.00 
1.666 1.00 0.00 
1.473 1.00 0.00 
3.702 1.00 0.00 
2.025 1.00 0.00 
0.418 1. 00 0.00 
1.969 1.00 0.00 
1.612 1.00 0.00 
0.116 1.00 0.00 
-0.749 1.00 0.00 
-2.145 1.00 0.00 
-2.646 1.00 0.00 
-0.836 1.00 0.00 
-1.347 1.00 0.00 
-2.220 1.00 0.00 
-2.056 1.00 0.00 
-3.068 1.00 0.00 
-0.154 1.00 0.00 
-0.315 1.00 0.00 
0.147 1.00 0.00 
-1.501 1.00 0.00 
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ATOM 309 
ATOM 310 
ATOM 311 
ATOM 312 
ATOM 313 
ATOM 314 
ATOM 315 
ATOM 316 
ATOM 317 
ATOM 318 
ATOM 319 
ATOM 320 
ATOM 321 
ATOM 322 
ATOM 323 
ATOM 324 
ATOM 325 
ATOM 326 
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ATOM 331 
ATOM 332 
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ATOM 335 
ATOM 336 
ATOM 337 
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142.877 -6.428 

142.299 -7.291 

143.665 -4.180 

144.042 -3.740 

143.862 -4.863 

144.363 -5.971 

145.503 -3.253 

145. 828 -2. 646 

145.767 -2.253 

144.210 -4.857 

143.400 -2.915 

146. 149 -4. 106 

146.811 -2.968 

145.808 -1.570 

145.096 -2.972 

144.984 -2.323 

145.787 -1.253 

146.718 -2.471 

143.143 -4.569 

142. 897 -5. 554 

144.207 -6.026 

145. 009 -5. 218 

141.989 -4.964 

142. 465 -3. 622 

142. 184 -3. 476 

143.418 -3.782 

143. 080 -4. 003 

142. 769 -3. 668 

142. 402 -6. 400 



-1.926 1.00 0.00 
-0.501 1.00 0.00 
-2.768 1.00 0.00 
-4. 107 1. 00 0. 00 
-5.123 1.00 0.00 
-4.934 1.00 0.00 
-4. 149 1. 00 0. 00 
-5.506 1.00 0.00 
-3.033 1.00 0.00 
-2.317 1.00 0.00 
-4.380 1.00 0.00 
-3.999 1.00 0.00 
-5.818 1.00 0.00 
-5.433 1.00 0.00 
-6.231 1.00 0.00 
-2.292 1.00 0.00 
-3.443 1.00 0.00 
-2.572 1.00 0.00 
-6.201 1.00 0.00 
-7.249 1.00 0.00 
-7.870 1.00 0.00 
-8.341 1.00 0.00 
-8.329 1.00 0.00 
-8.858 1.00 0.00 
-10.346 1.00 0.00 
-11.178 1.00 0.00 
•12.612 1.00 0.00 
-6.295 1.00 0.00 
-6.797 1.00 0.00 
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GLU A 


ATOM 364 


N 


ASN A 


ATOM 365 


CA 


ASN A 


ATOM 366 


C 


ASN A 



27 141.939 -5.656 

27 140.999 -4.834 

27 141.954 -2.833 

27 143.530 -3.538 

27 141.398 -4.163 

27 141.866 -2.463 

27 144.102 -2.949 

27 143.890 -4.670 

27 142.986 -3.090 

27 142.183 -4.521 

27 143.830 -4.557 

28 144.419 -7.337 
28 145.632 -7.917 
28 145,583 -9.441 
28 144.657 -10.023 
28 146.863 -7.404 
28 147.851 -6.662 
28 148.826 -7.593 
28 148.786 -7.674 
28 149.630 -8.240 
28 143.742 -7.931 
28 145.696 -7.608 
28 146.540 -6.732 
28 147.376 -8.243 
28 147.300 -6.117 

28 148.410 -5.967 

29 146.587 -10.081 
29 146.659 -11.537 
29 146.727 -12.096 



-9.158 1.00 0.00 
-7.920 1.00 0.00 
-8.327 1.00 0.00 
-8.693 1.00 0.00 
-10.622 1.00 0.00 
-10.545 1.00 0.00 
-11.104 1.00 0.00 
-10.787 1.00 0.00 
-13.102 1.00 0.00 
■12.692 1.00 0.00 
-13.075 1.00 0.00 
-7.869 1.00 0.00 
-8.434 1.00 0.00 
-8.380 1.00 0.00 
-7.815 1.00 0.00 
-7.683 1.00 0.00 
-8.569 1.00 0.00 
-9.262 1.00 0.00 
10.508 1.00 0.00 
-8.559 1.00 0.00 
-7.481 1.00 0.00 
-9.466 1.00 0.00 
-6.902 1.00 0.00 
-7.235 1.00 0.00 
-9.322 1.00 0.00 
-7.960 1.00 0.00 
-8.971 1.00 0.00 
-8.989 1.00 0.00 
-7.570 1.00 0.00 

ffiaE#2 003-3083148 



mM. 2002-236129 



5> : 580/ 



ATOM 367 
ATOM 368 
ATOM 369 
ATOM 370 
ATOM 371 
ATOM 372 
ATOM 373 
ATOM 374 
ATOM 375 
ATOM 376 
ATOM 377 
ATOM 378 
ATOM 379 
ATOM 380 
ATOM 381 
ATOM 382 
ATOM 383 
ATOM 384 
ATOM 385 
ATOM 386 
ATOM 387 
ATOM 388 
ATOM 389 
ATOM 390 
ATOM 391 
ATOM 392 
ATOM 393 
ATOM 394 
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145.863 -12.868 
147.876 -11.998 
147.525 -12.348 
147.666 -13.495 
147.064 -11.357 
147.296 -9.562 
145.763 -11.907 
148.612 -11.208 
148.302 -12.872 
146.977 -10.468 
146.828 -11.555 
147.761 -11.710 
147. 939 -12. 176 
146.990 -11.480 
147. 142 -10. 292 
149.388 -11.800 
149.653 -10.605 
148.839 -10.791 
147.817 -13.246 
149.487 -11.571 
150.040 -12.621 
149.341 -9.711 
150.704 -10.553 
148. 432 -9. 846 
149.442 -11.233 
145.992 -12.211 
145.023 -11.647 
145.649 -11.337 
145. 627 -12. 165 



-7. 156 1. 00 0. 00 
-9.793 1.00 0.00 
-11.225 1.00 0.00 
-11.649 1.00 0.00 
-11.981 1.00 0.00 
-9.404 1.00 0.00 
-9.466 1.00 0.00 
-9.806 1.00 0.00 
-9.322 1.00 0.00 
-11.575 1.00 0.00 
-12.911 1.00 0.00 
-6.802 1.00 0.00 
-5.424 1.00 0.00 
-4.450 1.00 0.00 
-4.169 1.00 0.00 
-5.116 1.00 0.00 
-5.964 1.00 0.00 
-7.218 1.00 0.00 
-5.348 1.00 0.00 
-4.065 1.00 0.00 
-5.377 1.00 0.00 
-5.445 1.00 0.00 
-6.205 1.00 0.00 
-7.546 1.00 0.00 
-7.996 1.00 0.00 
-3.919 1.00 0.00 
-2.973 1.00 0.00 
-1.618 1.00 0.00 
-0.709 1.00 0.00 
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-2.837 1.00 0.00 
-3.159 1.00 0.00 
-4.195 1.00 0.00 
-3.367 1.00 0.00 
-1.827 1.00 0.00 
-3.532 1.00 0.00 
-2. 272 1. 00 0. 00 
-3.558 1.00 0.00 
-4.067 1.00 0.00 
-5.188 1.00 0.00 
-1.491 1.00 0.00 
-0.247 1.00 0.00 
0.510 1.00 0.00 
-0.069 1.00 0.00 
-0.534 1.00 0.00 
-1.638 1.00 0.00 
-2.827 1.00 0.00 
-1.488 1.00 0.00 
-3.845 1.00 0.00 
-2.503 1.00 0.00 
-3.684 1.00 0.00 
-2.253 1.00 0.00 
0.363 1.00 0.00 
0.360 1.00 0.00 
-0.814 1.00 0.00 
-2.955 1.00 0.00 
-0.565 1.00 0.00 
•4.767 1.00 0.00 
•2.373 1.00 0.00 
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32 148.078 -5.450 

33 146.208 -8.594 
33 145.433 -7.685 
33 146.350 -6.765 
33 147.263 -7.226 
33 144.532 -8.475 
33 143.295 -9.036 
33 143.012 -10.395 
33 142.410 -8.205 
33 141.882 -10.910 
33 141.277 -8.713 
33 141.019 -10.065 
33 139.893 -10.575 
33 146.935 -9.114 
33 144.817 -7.082 
33 145.091 -9.303 
33 144.214 -7.829 
33 143.690 -11.054 
33 142.616 -7.145 
33 141.680 -11.970 
33 140.602 -8.050 

33 139.970 -10.479 

34 146.102 -5.463 
34 146.914 -4.500 
34 146.132 -3.264 
34 145.114 -2.941 
34 145.362 -5.154 
34 147.303 -4.969 
34 147.741 -4.202 



-4.478 1.00 0.00 
1.807 1.00 0.00 
2.643 1.00 0.00 
3.443 1.00 0.00 
4.129 1.00 0.00 
3.592 1.00 0.00 
2.928 1.00 0.00 
2.976 1.00 0.00 
2.252 1.00 0.00 
2.369 1.00 0.00 
1.643 1.00 0.00 
1.705 1.00 0.00 
1.099 1.00 0.00 
2.211 1.00 0.00 
1.994 1.00 0.00 
4.003 1.00 0.00 
4.398 1.00 0.00 
3.497 1.00 0.00 
2.205 1.00 0.00 
2.418 1.00 0.00 
1.122 1.00 0.00 
0.147 1.00 0.00 
3.349 1.00 0.00 
4.069 1.00 0.00 
4.467 1.00 0.00 
3.854 1.00 0.00 
2.786 1.00 0.00 
4.961 1.00 0.00 
3.441 1.00 0.00 
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146.607 -2.570 

145.946 -1.363 

146.638 -0.111 

147. 863 -0. 067 

145.919 -1.312 

147.332 -1.295 

145.129 -0.104 

147. 423 -2. 879 

144.927 -1.377 

145.425 -2.204 

147. 910 -0. 533 

147. 794 -2. 259 

147.296 -1.083 

145.266 0.013 

144.082 -0.250 
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145. 845 0. 904 
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143.139 3.348 
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146.963 1.929 

144.739 3.433 

144.792 2.108 

143.830 1.596 



5.496 1.00 0.00 
5.975 1.00 0.00 
5.444 1.00 0.00 
5.335 1.00 0.00 
7.516 1.00 0.00 
8.078 1.00 0.00 

t 

8.000 1.00 0.00 
5.943 1.00 0.00 
5.618 1.00 0.00 
7.875 1.00 0.00 
7. 577 1.00 0.00 
7.920 1.00 0.00 
9.136 1.00 0.00 
9.064 1.00 0.00 
7.786 1.00 0.00 
7.492 1.00 0.00 
5.117 1.00 0.00 
4.598 1.00 0.00 
5.624 1.00 0.00 
6.829 1.00 0.00 
4.201 1.00 0.00 
3.258 1.00 0.00 
3.551 1.00 0.00 
2.805 1.00 0.00 
5.227 1.00 0.00 
3.715 LOO 0.00 
5.099 1.00 0.00 
2.377 1.00 0.00 
3.760 1.00 0.00 
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146.314 4.111 

146.571 4.821 

145. 049 5. 089 

142. 702 2. 953 

143. 524 4. 339 

142. 384 3. 396 

148.321 3.510 

149. 264 4. 198 
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150. 601 3. 455 

150.470 1.975 

149.921 1.752 
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150.768 1.639 

149.611 1.142 
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2.618 1.00 0.00 
4.211 1.00 0.00 
3.363 1.00 0.00 
1.899 1.00 0.00 
2.615 1.00 0.00 
3.576 1.00 0.00 
5.137 1.00 0.00 
6.012 1.00 0.00 
5.558 1.00 0.00 
6.268 1.00 0.00 
6.037 1.00 0.00 
6.355 1.00 0.00 
7.755 1.00 0.00 
8.781 1.00 0.00 
10.066 1.00 0.00 
10.488 1.00 0.00 
10.933 1.00 0.00 
4. 167 1. 00 0. 00 
7.007 1.00 0.00 
5.071 1.00 0.00 
6.786 1.00 0.00 
5.641 1.00 0.00 
6.283 1.00 0.00 
7.930 1.00 0.00 
7.821 1.00 0.00 
8.498 1.00 0.00 
9.839 1.00 0.00 
11.454 1.00 0.00 
10.622 1.00 0.00 
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11.899 
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3.827 
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1.641 
3.584 
2.801 
3.302 
1.376 
2.275 
1.082 
0.318 
-0.223 
-0. 977 
-1.238 
3.852 
4.554 
4.535 
3.037 
4.354 
2.379 
0.500 
-0.442 
-1.806 
-2.266 
2.427 
1.238 
0.670 
1.233 



1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
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146.619 8.932 

146. 161 7. 685 

145.823 9.101 

144.788 7.822 

148. 940 9. 143 

148.283 8.078 

146.447 9.802 

146. 135 6. 847 

146.865 7.475 

145.935 8.217 

146. 190 9. 961 

144. 779 9. 244 

144.222 8.565 

144. 887 8. 128 

144.276 6.874 

149.317 10.133 

149.814 11.349 

150.305 11.134 

150.084 10.075 

149.517 9.263 

149. 024 12. 082 

150.630 11.729 

150.970 12.144 

151.495 12.072 

152.978 12.443 

153.344 13.581 

150.705 13.008 

149.198 12.857 

148.474 14.187 



1.547 1.00 0.00 
2.304 1.00 0.00 
0.261 1.00 0.00 
2.924 1.00 0.00 
3.168 1.00 0.00 
0.499 1.00 0.00 
2.163 1.00 0.00 
1.623 1.00 0.00 
3.097 1.00 0.00 
-0.349 1.00 0.00 
-0.279 1.00 0.00 
0.500 1.00 0.00 
2.380 1.00 0.00 
3.954 1.00 0.00 
2.877 1.00 0.00 
-0.444 1.00 0.00 
-1.058 1.00 0.00 
-2.475 1.00 0.00 
-3.064 1.00 0.00 
-0.848 1.00 0.00 
-1.071 1.00 0.00 
-0.461 1.00 0.00 
-3.024 1.00 0.00 
-4.380 1.00 0.00 
-4.409 1.00 0.00 
-4.113 1.00 0.00 
-5.294 1.00 0.00 
-5.161 1.00 0.00 
-5.206 1.00 0.00 
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148.498 14.954 

147.824 14.467 

151.111 12.961 

151.378 11.058 

150.964 14.028 

150.976 12.807 

148. 837 12. 241 

148. 979 12. 376 

147.848 13.808 

147.348 15.321 

153.856 11.486 

155.302 11.726 

155. 661 12. 868 

154. 875 13. 231 
155.868 10.402 

154. 829 9. 387 
153. 514 10. 100 
155.709 11.931 
156.027 10.473 
156. 803 10. 185 

154.876 8.569 
154.974 9.028 
153. 144 10. 050 
152. 795 9. 684 
156.860 13.453 
157. 321 14. 559 
157.678 14.101 

158.830 13.773 
158.567 15.062 



-4.243 1.00 0.00 
-6.327 1.00 0.00 
-2.503 1.00 0.00 
-4.730 1.00 0.00 
-5.055 1.00 0.00 
-6.318 1.00 0.00 
-5.970 1.00 0.00 
-4.218 1.00 0.00 
-7.052 1.00 0.00 
-6.387 1.00 0.00 
-4.764 1.00 0.00 
-4.824 1.00 0.00 
-5.770 1.00 0.00 
-6.645 1.00 0.00 
-5.348 1.00 0.00 
-5.017 1.00 0.00 
-5.132 1.00 0.00 
-3.845 1.00 0.00 
-6.414 1.00 0.00 
-4.853 1.00 0.00 
-5.720 1.00 0.00 
-4.009 1.00 0.00 
-6.146 1.00 0.00 
-4.443 1.00 0.00 
-5.604 1.00 0.00 
-6.447 1.00 0.00 
-7.857 1.00 0.00 
-8.140 1.00 0.00 
-5.721 1.00 0.00 
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2HA 


GLY 


A 


44 


157. 


ATOM 


615 


N 


LEU 


A 


45 


154. 


ATOM 


616 


CA 


LEU 


A 


45 


153. 


ATOM 


617 


C 


LEU 


A 


45 


152. 


ATOM 


618 


0 


LEU 


A 


45 


152. 


ATOM 


619 


CB 


LEU 


A 


45 


153. 


ATOM 


620 


CG 


LEU 


A 


45 


154. 


ATOM 


621 


CD1 


LEU 


A 


45 


153. 


ATOM 


622 


CD2 


LEU 


A 


45 


155. 


ATOM 


623 


H 


LEU 


A 


45 


155. 


ATOM 


624 


HA 


LEU 


A 


45 


153. 


ATOM 


625 


1HB 


LEU 


A 


45 


152. 


ATOM 


626 


2HB 


LEU 


A 


45 


154. 


ATOM 


627 


HG 


LEU 


A 


45 


153. 



02-236129 

073 13.877 -4.971 1.00 0.00 

858 13.080 -4.583 1.00 0.00 

587 15.349 -6.501 1.00 0.00 

290 15.411 -6.444 1.00 0.00 

299 15.866 -5.053 1.00 0.00 

720 13.290 -5.607 1.00 0.00 

606 14.201 -4.091 1.00 0.00 

073 12.022 -4.624 1.00 0.00 

522 13.360 -3.597 1.00 0.00 

684 14.083 -8.737 1.00 0.00 

916 13.664 -10.106 1.00 0.00 

650 13.186 -10.789 1.00 0.00 

329 13.629 -11.892 1.00 0.00 

785 14.355 -8.454 1.00 0.00 

319 14.497 -10.662 1.00 0.00 

637 12.861 -10.107 1.00 0.00 

931 12.282 -10.134 1.00 0.00 

693 11.747 -10.689 1.00 0.00 

520 12.016 -9.755 1.00 0.00 

446 11.454 -8.661 1.00 0.00 

828 10.243 -10.936 1.00 0.00 

377 9.438 -9.755 1.00 0.00 

938 7.983 -9.848 1.00 0.00 

895 9.539 -9.700 1.00 0.00 

237 11.968 -9.256 1.00 0.00 

510 12.242 -11.630 1.00 0.00 

855 9.852 -11.190 1.00 0.00 

487 10.095 -11.778 1.00 0.00 

980 9.846 -8.836 1.00 0.00 
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ATAAJ coq 
AIUM OZo 


llim T T?TT A 

InUl LEU A 


ATAAI coo 
AIUM bzy 


ouni T TTIT A 

ZnUl LiLU A 


ATAAJf CO A 
AIUM boU 


OUni T T?TT A 


ATAA4 CQ1 
AIUM bol 


1HD2 LEU A 


ATAAJ fioo 
AIUM boZ 


2HD2 LEU A 


ATAAI CQQ 

AIUM boo 


3HD2 LEU A 


ATAAff CO/1 
AIUM bo4 


N 


ASN A 


A1UM DOO 


CA 


ASN A 


ATAAJf COC 
AIUM DOO 


c 


ASN A 


ATAAJ C07 
AIUM DO/ 


0 


ASN A 


ATAAfl CQQ 
AIUM DOO 


CB 


ASN A 


ATAAJf £QQ 

aium boy 


CG 


ASN A 


ATAAJf A 
AIUM b4U 


0D1 


ASN A 


ATAM C/M 
AIUM b41 


ND2 


ASN A 


ATAM C/l O 

AIUM b4Z 


H 


ASN A 


ATAA/f C>1 Q 

AIUM b4o 


HA 


ASN A 


ATAAJf &A A 

AIUM b44 


1HB 


ASN A 


ATAAJf KAVi 

AIUM b4o 


2HB 


ASN A 


ATAAJf &A& 

AIUM b4b 


1HD2 ASN A 


ATY>M a A1 
AIUM b4/ 


2HD2 


ASN A 


ATAA/f dAQ 

AIUM b4o 


N 


GLU A 


ATAAI RAQ 

AIUM b4y 


CA 


GLU A 


ATAAJf ficn 
AIUM bOU 


C 


GLU A 


ATAA/f CCl 
AIUM bOl 


0 


GLU A 


ATAAJf fico 
AIUM bOZ 


CB 


GLU A 


ATOM 653 


CG 


GLU A 


ATOM 654 


CD 


GLU A 


ATOM 655 


0E1 


GLU A 


ATOM 656 


0E2 


GLU A 



45 153.493 7.801 

45 153.214 7.776 

45 154.795 7.338 

45 156.206 9.731 

45 156.228 10.346 

45 156.331 8.611 

46 151.603 12.876 
46 150.440 13.205 
46 149.451 12.046 
46 148.777 11.780 
46 149.762 14.467 
46 148.887 15.142 
46 147.667 14.972 
46 149.507 15.914 
46 151.711 13.294 
46 150.777 13.388 
46 150.518 15.169 
46 149.145 14.203 
46 150.480 16.003 

46 148.966 16.362 

47 149.371 11.360 
47 148.465 10.227 
47 148.336 9.831 
47 149.326 9.488 
47 148.954 9.034 
47 150.467 8.871 
47 150.949 8.024 
47 151.281 6.841 
47 150.993 8.543 



-10. 814 1. 00 0. 00 
-9.074 1.00 0.00 
-9.720 1.00 0.00 
-8.683 1.00 0.00 
-10.335 1.00 0.00 
-10.039 1.00 0.00 
-10.187 1.00 0.00 
-9.375 1.00 0.00 
-9.365 1.00 0.00 
-10.359 1.00 0.00 
-9.912 1.00 0.00 
-8.874 1.00 0.00 
-8.867 1.00 0. 00 
-7.989 1.00 0.00 
-11.066 1.00 0.00 
-8.365 1.00 0.00 
-10.227 1.00 0.00 
-10.759 1.00 0.00 
-8.054 1.00 0.00 
-7.306 1.00 0.00 
-8.230 1.00 6.00 
-8.080 1.00 0.00 
-6.614 1.00 0.00 
-5.968 1.00 0.00 
-8.906 1.00 0.00 
-8.922 1.00 0.00 
10.084 1.00 0.00 
-9.859 1.00 0.00 
11.218 1.00 0.00 
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ATOM 657 
ATOM 658 
ATOM 659 
ATOM 660 
ATOM 661 
ATOM 662 
ATOM 663 
ATOM 664 
ATOM 665 
ATOM 666 
ATOM 667 
ATOM 668 
ATOM 669 
ATOM 670 
ATOM 671 
ATOM 672 
ATOM 673 
ATOM 674 
ATOM 675 
ATOM 676 
ATOM 677 
ATOM 678 
ATOM 679 
ATOM 680 
ATOM 681 
ATOM 682 
ATOM 683 
ATOM 684 
ATOM 685 



TT 

H 


AT TT 

GLU 


A 


47 


HA 


TT 

GLU 


A 

A 


47 


1HB 


GLU 


A 

A 


47 


2HB 


AT TT 

GLU 


A 

A 


A rj 

47 


1HG 


GLU 


A 

A 


47 


OT TA 

2HG 


AT TT 

GLU 


A 

A 


a n 

47 


N 


TT AT 

VAL 


A 

A 


A C% 

48 


A a 

CA 


T7 AT 

VAL 


A 


A r% 

48 


A 

c 


TT A T 

VAL 


A 


48 


A 

0 


TT A T 

VAL 


A 


A rt 

48 


ATT 

CB 


TT A T 

VAL 


A 


A O 

48 


A A -i 

CGI 


TT AT 

VAL 


A 


A Ci 

48 


CG2 


TT A T 

VAL 


A 


A O 

48 


TT 

H 


TT AT 

VAL 


A 


A O 

48 


TT A 

HA 


TT A T 

VAL 


A 


A O 

48 


TTT"> 

HB 


T7 A T 

VAL 


A 


48 


1 TTA 1 

1HG1 


T7 A T 

VAL 


A 


48 


OTTAl 

2HG1 


TT A T 

VAL 


A 


48 


OTTA -l 

3HG1 


T T A T 

VAL 


A 


48 


1HG2 


TT AT 

VAL 


A 


A C\ 

48 


OT IPO 

2HG2 


TT A T 

VAL 


A 


A r\ 

48 


3HG2 


TT A T 

VAL 


A 


48 


N 


T T?TT 

LEU 


A 

A 


A t\ 

49 


A a 

CA 


T T>TT 

LEU 


A 

A 


49 


C 


T T"*TT 

LEU 


A 


49 


0 


LEU 


A 


49 


CB 


LEU 


A 


49 


CG 


LEU 


A 


49 


CD1 


LEU 


A 


49 



149.934 11.622 

147.495 10.532 

148. 522 8. 130 

148.617 9.155 

150. 921 9. 846 

150.776 8.400 

147. 114 9. 870 

146. 872 9. 503 

147. 247 8. 047 

146. 529 7. 136 
145. 398 9. 717 
145. 216 9. 557 
144.916 11.084 
146. 361 10. 145 
147.489 10.134 
144. 802 8. 964 
145. 039 8. 517 
144. 372 10. 147 
146. 107 9. 893 
144.445 10.993 
145.756 11.758 
144.202 11.473 
148. 379 7. 832 
148.848 6.483 
148. 744 6. 177 
149. 376 6. 837 
150. 295 6. 312 

150. 530 6. 565 
151.936 7.094 



-7.474 1.00 0.00 
-8.444 1.00 0.00 
-8. 500 1. 00 0. 00 
-9.925 1.00 0.00 
-8.996 1.00 0.00 
-8.000 1.00 0.00 
-6.094 1.00 0.00 
-4.705 1.00 0.00 
-4.462 1.00 0.00 
-4.873 1.00 0.00 
-4.313 1.00 0.00 
-2.812 1.00 0.00 
-4.773 1.00 0.00 
-6.656 1.00 0.00 
-4.079 1.00 0.00 
-4.807 1.00 0.00 
-2.579 1.00 0.00 
-2.486 1.00 0.00 
-2.304 1.00 0.00 
-5.741 1.00 0.00 
-4.844 1.00 0.00 
-4.062 1.00 0.00 
-3.799 1.00 0.00 
-3.510 1.00 0.00 
-2.020 1.00 0.00 
-1.195 1.00 0.00 
-3.976 1.00 0.00 
-5.466 1.00 0.00 
-5.703 1.00 0.00 
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ATOM 686 
ATOM 687 
ATOM 688 
ATOM 689 
ATOM 690 
ATOM 691 
ATOM 692 
ATOM 693 
ATOM 694 
ATOM 695 
ATOM 696 
ATOM 697 
ATOM 698 
ATOM 699 
ATOM 700 
ATOM 701 
ATOM 702 
ATOM 703 
ATOM 704 
ATOM 705 
ATOM 706 
ATOM 707 
ATOM 708 
ATOM 709 
ATOM 710 
ATOM 711 
ATOM 712 
ATOM 713 
ATOM 714 



CD2 


LEU A 


49 


H 


LEU A 


49 


HA 


LEU A 


49 


1HB 


LEU A 


49 


2HB 


LEU A 


49 


HG 


LEU A 


49 


1HD1 


LEU A 


49 


2HD1 


LEU A 


49 


3HD1 


LEU A 


49 


1HD2 


LEU A 


49 


2HD2 


LEU A 


49 


3HD2 


LEU A 


49 


N 


ALA A 


50 


CA 


ALA A 


50 


C 


ALA A 


50 


0 


ALA A 


50 


CB 


ALA A 


50 


H 


ALA A 


50 


HA 


ALA A 


50 


1HB 


ALA A 


50 


2HB 


ALA A 


50 


3HB 


ALA A 


50 


N 


GLY A 


51 


CA 


GLY A 


51 


C 


GLY A 


51 


0 


GLY A 


51 


H 


GLY A 


51 


1HA 


GLY A 


51 


2HA 


GLY A 


51 



150. 295 5. 292 

148. 911 8. 598 

148. 221 5. 791 

150. 916 6. 994 

150. 606 5. 303 

149. 830 7. 312 

152.625 6.597 

151.956 8.157 

152.224 6.904 

149. 234 5. 144 

150.710 4.450 

150.775 5.379 

147. 942 5. 175 

147. 757 4. 783 

148. 708 3. 652 

148. 610 2. 543 

146. 314 4. 370 

147.465 4.685 

147.971 5.644 

145. 880 4. 013 

145.752 5.221 

146. 285 3. 584 

149.627 3.939 

150. 582 2. 936 

149.944 1.857 

149. 667 2. 072 

149. 659 4. 841 

151.024 2.476 

151.360 3.419 



-6.266 1.00 0.00 
-3.500 1.00 0.00 
-4.051 1.00 0.00 
-3.413 1.00 0.00 
-3.753 1.00 0.00 
-5.812 1.00 0.00 
-5.035 1.00 0.00 
-5.515 1.00 0.00 
-6.725 1.00 0.00 
-6.403 1.00 0.00 
-5.731 1.00 0.00 
-7.229 1.00 0.00 
-1.682 1.00 0.00 
-0.293 1.00 0.00 
0.087 1.00 0.00 
-0.438 1.00 0.00 
-0.048 1.00 0.00 
-2.385 1.00 0.00 
0.324 1.00 0.00 
-0.970 1.00 0.00 
0.310 1.00 0.00 
0.692 1.00 0.00 
1.002 1.00 0.00 
1.435 1.00 0.00 
2.288 1.00 0.00 
3.467 1.00 0.00 
1.386 1.00 0.00 
0.563 1.00 0.00 
2.007 1.00 0.00 
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ATOM 715 


N 


TFTT A 


R9 1 A Q 711 


u. oyo 


ATOM 716 


f A 
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-LfcC/U A 


R9 1/1Q 1A1 

oz i4y. iui 


A A oo 

-U. 4ZZ 


ATOM 717 

ILL V/J.VA 1 X 1 


r 


TFTT A 


i ca 1^7 

OZ 10U. 10/ 


1 OAO 

-1. oUo 


ATOM 718 


o 


TFTT A 

L/tlrU A 


CO 1 CI 1 QC 

OZ 101. lot) 


1 CI o 

-1. olo 


ATOM 719 

ALL v/Iii J 1«/ 




TFTT A 


R9 1/1Q 9/19 
OZ 14o. Z4Z 


1 OC7 
-1. ZO/ 


ATOM 720 


CG 


TFTT A 

JU£j\J A 


K,9 1/1£ oca 

oz 140. you 


A CQO 

-U. Ooo 


ATOM 721 


cm 


TFTT A 


£9 1/l£ Q99 
OZ 140. oZZ 


1 QfiC 
-1. OOO 


ATOM 722 

XX X V/1VX I 




TFTT A 


£9 1/1K 0*70 
OZ 140. y/o 


A A CA 

-U. 4oU 


ATOM 723 


n 


TFTT A 


R9 I/IO QCyf 

oz i4y. yo4 


A COO 

U. 582 


ATOM 724 

XX X V/lfl 1 


HA 


TFTT A 


£9 1/1Q /171 
OZ 140.4/1 


A Al A 

-0. U14 


ATOM 72S 

iX 1 Will # Xvu> 


1HB 


LEU A 


R9 1 A Q QQC 
OZ 14o. ooO 


1 /l A/1 

-1.494 


ATOM 726 

XX 1 V/ltl < Lj\J 


2HB 


LEU A 


£9 1/f7 QQ1 

o& i4/.yoi 


-z. 179 


ATOM 727 

XX x \jal t Cd t 


HG 


LEU A 


£9 1/17 T7A 

06 14/ . i /y 


A A A A 

U.409 


ATOM 728 


1HD1 LEU A 


£9 1/1 A £/19 
04 140. 04o 


O OAC 

-Z. o9o 


ATOM 72Q 

XX X VyiVl t Li\J 


2HD1 LEU A 


CO coo 
OZ 140. OoZ 


-0. 936 


ATOM 730 

XXXVsiM f \J\J 


3HD1 LEU A 


OZ 140. Z40 


-1. ol9 


ATOM 731 

XXXV/1V1 1 O JL 


1HD2 LEU A 


£9 1/1/1 OC/l 
OZ 144. yo4 


A C/* A 

-0. 560 


ATOM 732 

XX X \Jill / 


2HD2 LEU A 


CO 1/1C AQ7 

OZ 140. Uo/ 


A CO! 

0. 521 


ATOM 733 

XXX V/1Y1 f 


3HD2 


LEU A 


C.9 1 /I A 1 *7C 
OZ 140. 1 /O 


"I Q 1 A 

-1. 219 


ATOM 734 

xxx vmi / Ott 


N 


GLU A 


CO 1/fA GOO 

oo i4y. yzo 


1 TA 1 

-1. 701 


ATOM 73S 

xxx v/ivi / 


CA 


GLU A 


co i c a oca 
Oo lOU. oOU 


O c A r 

-z. 546 


ATOM 73fi 

xxx v/iu f *j\J 


C 


GLU A 


c^Q 1 £A Qfic 
Oo 10U. OOO 


O AOT 

~o. 987 


ATOM 737 

xx x v/in i U| 


0 


GLU A 


£Q I/IO Af\(\ 
Oo 14y. 4UU 


A OAO 

-4. 298 


ATOM 738 


CB 


GLU A 


iri A£/i 
Oo 101. Uo4 


O AT O 

-Z. 012 


ATOM 739 

XXX V/lfl t \J*J 


CG 


GLU A 


1 £9 A/SO 

Oo 10Z. UuZ 


O OT7 

-2. 817 


AlUM 740 


CD 


GLU A 


53 151.663 


-2. 934 


ATOM 741 


0E1 


GLU A 


53 152.507 


-2. 640 


ATOM 742 


0E2 


GLU A 


53 150.505 


-3.320 


ATOM 743 


H 


GLU A 


53 149.092 


-1.420 



1.690 1.00 0.00 

2.404 1.00 0.00 

3.049 1.00 0.00 

2.434 1.00 0.00 

1.453 1.00 0.00 

0.988 1.00 0.00 
-0.155 1.00 0.00 

2. 147 1. 00 0. 00 

0.748 1.00 0.00 

3.180 1.00 0.00 

0.581 1.00 0.00 

1.951 1.00 0.00 

0.627 1.00 0.00 
-0.105 1.00 0.00 
-1.097 1.00 0.00 
-0.075 1.00 0.00 
1.781 1.00 0.00 
2.604 1.00 0.00 
2.878 1.00 0.00 
4.293 1.00 0.00 
5.023 1.00 0.00 
5.075 1.00 0.00 
5.775 1.00 0.00 
6.442 1.00 0.00 
7.258 1.00 0.00 
8.716 1.00 0.00 
9.588 1.00 0.00 
8.985 1.00 0.00 
4.731 1.00 0.00 
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ATOM 744 
ATOM 745 
ATOM 746 
ATOM 747 
ATOM 748 
ATOM 749 
ATOM 750 
ATOM 751 
ATOM 752 
ATOM 753 
ATOM 754 
ATOM 755 
ATOM 756 
ATOM 757 
ATOM 758 
ATOM 759 
ATOM 760 
ATOM 761 
ATOM 762 
ATOM 763 
ATOM 764 
ATOM 765 
ATOM 766 
ATOM 767 
ATOM 768 
ATOM 769 
ATOM 770 
ATOM 771 
ATOM 772 



HA 


GLU A 


53 


1HB 


GLU A 


53 


2HB 


GLU A 


53 


1HG 


GLU A 


53 


2HG 


GLU A 


53 


N 


LEU A 


54 


CA 


LEU A 


54 


C 


LEU A 


54 


0 


LEU A 


54 


CB 


LEU A 


54 


CG 


LEU A 


54 


CDl 


LEU A 


54 


CD2 


LEU A 


54 


H 


LEU A 


54 


HA 


LEU A 


54 


1HB 


LEU A 


54 


2HB 


LEU A 


54 


HG 


LEU A 


54 


1HD1 


LEU A 


54 


2HD1 


LEU A 


54 


3HD1 


LEU A 


54 


1HD2 


LEU A 


54 


2HD2 


LEU A 


54 


3HD2 


LEU A 


54 


N 


GLU A 


55 


CA 


GLU A 


55 


C 


GLU A 


55 


0 


GLU A 


55 


CB 


GLU A 


55 



151. 805 -2. 522 

151.418 -0.993 

150.115 -2.025 

152.132 -3.810 

153.026 -2.334 

151.031 -4.864 

150.656 -6.273 

150.886 -6.932 

151.925 -6.736 

151.457 -7.006 

151.439 -6.347 

152. 671 -6. 744 

150.171 -6.721 

151.791 -4.556 

149.606 -6.331 

152.483 -7.077 

151.058 -8.004 

151.452 -5.273 

152.477 -6.611 

152.908 -7.779 

153. 505 -6. 123 

149.358 -6.840 

150.328 -7.650 

149.927 -5.941 

149.907 -7.714 

150. 001 -8. 401 

151.060 -9.499 

151.701 -9.799 

148.646 -8.998 



4.499 1.00 0.00 
6.383 1.00 0.00 
6.958 1.00 0.00 
6.839 1.00 0.00 
7.201 1.00 0.00 
4.331 1.00 0.00 
4.293 1.00 0.00 
5.649 1.00 0.00 
6.278 1.00 0.00 
3.214 1.00 0.00 
1.835 1.00 0.00 
1.038 1.00 0.00 
1.083 1.00 0.00 
3.794 1.00 0.00 
4.051 1.00 0.00 
3.544 1.00 0.00 
3.116 1.00 0.00 
1.957 1.00 0.00 
-0.016 1.00 0.00 
1.233 1.00 0.00 
1.331 1.00 0.00 
1.783 1.00 0.00 
0.553 1.00 0.00 
0.377 1.00 0.00 
6.094 1.00 0.00 
7.377 1.00 0.00 
7.330 1.00 0.00 
8.336 1.00 0.00 
7.759 1.00 0.00 
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ATOM 773 
ATOM 774 
ATOM 775 
ATOM 776 
ATOM 777 
ATOM 778 
ATOM 779 
ATOM 780 
ATOM 781 
ATOM 782 
ATOM 783 
ATOM 784 
ATOM 785 
ATOM 786 
ATOM 787 
ATOM 788 
ATOM 789 
ATOM 790 
ATOM 791 
ATOM 792 
ATOM 793 
ATOM 794 
ATOM 795 
ATOM 796 
ATOM 797 
ATOM 798 
ATOM 799 
ATOM 800 
ATOM 801 



CG 


GLU A 


55 


CD 


GLU A 


55 


0E1 


GLU A 


55 


0E2 


GLU A 
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GLU A 


55 


HA 
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1HB 


GLU A 


55 


2HB 


/"*T TT A 

GLU A 


55 


1HG 


GLU A 


55 


2HG 


GLU A 


55 


XT 

N 


ASP A 


56 


fy a 

CA 


ASP A 


56 


C 


ASP A 


56 


0 


ASP A 


56 


CB 


ASP A 


56 


CG 


ASP A 


56 


GDI 


ASP A 


56 


0D2 


ASP A 


56 


H 


A r*\T^ A 

ASP A 


56 


TT A 

HA 


ASP A 


56 


1HB 


ASP A 


56 


2HB 


A /"^T"» A 

ASP A 


56 


N 


GLU A 


57 


CA 


/"VT TT A 

GLU A 


57 


c 


GLU A 


57 


0 


GLU A 


57 


CB 


GLU A 


57 


CG 


GLU A 


57 


CD 


GLU A 


57 



147. 674 -7. 981 
148.170 -7.364 
148.415 -8.122 
148.315 -6.125 
149.103 -7.830 
150.288 -7.675 
148.198 -9.437 
148. 802 -9. 772 
147.528 -7.193 
146.730 -8.471 
151.235 -10.095 
152.215 -11.161 
153.472 -10.635 
153.399 -10.016 
151.614 -12.305 
152.086 -13.665 
153.314 -13.865 
151.226 -14.531 
150.692 -9.813 
152.481 -11.532 
150.538 -12.270 
151.900 -12.187 
154.623 -10.886 
155.897 -10.437 
156.146 -11.058 
156.676 -12.164 
157.041 -10.794 
157. 055 -9. 966 
158.284 -10.222 



8.333 1.00 0.00 
9.626 1.00 0.00 
10.589 1.00 0.00 
9.676 1.00 0.00 
5.547 1.00 0.00 
8.122 1.00 0.00 
6.880 1.00 0.00 
8.497 1.00 0.00 
7.609 1.00 0.00 
8.524 1.00 0.00 
6.155 1.00 0.00 
5.978 1.00 0.00 
5.293 1.00 0.00 
4.231 1.00 0.00 
5.159 1.00 0.00 
5.635 1.00 0.00 
5.739 1.00 0.00 
5.903 1.00 0.00 
5.390 1.00 0.00 
6.956 1.00 0.00 
5.239 1.00 0.00 
4.124 1.00 0.00 
5.908 1.00 0.00 
5.358 1.00 0.00 
3.987 1.00 0.00 
3.883 1.00 0.00 
6.308 1.00 0.00 
7.582 1.00 0.00 
8.432 1.00 0.00 
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ATOM 802 
ATOM 803 
ATOM 804 
ATOM 805 
ATOM 806 
ATOM 807 
ATOM 808 
ATOM 809 
ATOM 810 
ATOM 811 
ATOM 812 
ATOM 813 
ATOM 814 
ATOM 815 
ATOM 816 
ATOM 817 
ATOM 818 
ATOM 819 
ATOM 820 
ATOM 821 
ATOM 822 
ATOM 823 
ATOM 824 
ATOM 825 
ATOM 826 
ATOM 827 
ATOM 828 
ATOM 829 
ATOM 830 



0E1 


GLU 


A 


57 
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GLU 
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57 


TT 
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GLU 


A 


57 


TT A 

HA 
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A 


57 


1HG 


GLU 


A 


57 


2HG 


r\T TT 

GLU 


A 


57 


N 


CYS 


A 


58 


CA 


CYS 


A 


58 


C 


CYS 


A 


58 


0 


CYS 


A 


58 


CB 


CYS 


A 


58 


SG 


CYS 


A 


58 


H 


CYS 


A 


58 


T T A 

HA 


CYS 


A 


58 


1HB 


CYS 


A 


58 


2HB 


CYS 


A 


58 


HG 


CYS 


A 


58 


XT 

N 


AT A 

ALA 


A 


59 


r\ a 

CA 


AT A 

ALA 


A 


59 


c 


AT A 

ALA 


A 


59 


0 


AT A 

ALA 


A 


59 


CB 


ALA 


A 


59 


H 


ALA 


A 


59 


HA 


ALA 


A 


59 


1HB 


ALA 


A 


59 


2HB 


ALA 


A 


59 


3HB 


ALA 


A 


59 



158. 123 -10. 572 
159.408 -10.075 
154.616 -11.383 
155.852 -9.364 
156.955 -11.835 
157.980 -10.642 
157.031 -8.919 
156.176 -10.208 
155.763 -10.338 
155.945 -10.818 
157.246 -10.289 
157.473 -9.080 
154.763 -10.394 
154.436 -11.507 
155. 347 -9. 463 
155.990 -11.897 
153.871 -10.358 
154.958 -9.412 
153.900 -11.032 
158.100 -11.203 
159.379 -10.828 
159. 178 -10. 053 
158.634 -10.579 
160.228 -12.065 
157.863 -12.152 
159. 900 -10. 199 
160.950 -11.858 
159.592 -12.882 
160.745 -12.336 



9.620 1.00 0.00 
7.908 1.00 0.00 
6.752 1.00 0.00 
5.250 1.00 0.00 
6.582 1.00 0.00 
5.796 1.00 0.00 
7.317 1.00 0.00 
8.163 1.00 0.00 
2.938 1.00 0.00 
1.573 1.00 0.00 
0.980 1.00 0.00 
0.932 1.00 0.00 
0.699 1.00 0.00 
-0.689 1.00 0.00 
3.085 1.00 0.00 
1.605 1.00 0.00 
1.306 1.00 0.00 
0.295 1.00 0.00 
-1.328 1.00 0.00 
0.529 1.00 0.00 
-0.061 1.00 0.00 
-1.359 1.00 0.00 
-2.330 1.00 0.00 
-0.310 1.00 0.00 
0.594 1.00 0.00 
0.645 1.00 0.00 
-1.085 1.00 0.00 
-0.618 1.00 0.00 
0.600 1.00 0.00 
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-4. 115 
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Al 1 R/l 7RA 
01 104. /OU 


c OCA 

-o. ^oO 


ATOM 849 

AAA V-/ A 


N 
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THR A 

lilXV A 


A9 1 RQ Q9Q 

O/o ioo. ozy 




ATOM 850 


fA 


THR A 

I lux A 


A9 1 RQ 77A 

oz ioy. / /u 


O OAA 


ATOM 851 

AAA VS1T1 \J\J JL 
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THR A 

ilHv A 


A9 1 RQ 90A 

o^ ioy. 6ov 


O OOA 

229 


ATOM 852 

111 VUl \J\JLJ 
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THR A 
Aim A 


A9 IRQ IRQ 

06 ioo. ioy 


O 1 A A 

-2. 740 


ATOM 853 
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THR A 

IXllv A 


A9 1AA ARQ 
OZ lOU. UOo 


1 Al C 

-1. Ulo 


ATOM 854 


0G1 


THR A 

lliiv A 


A9 1 RQ QQO 
OiS IOO. yo£ 


A COT 

-0. 537 


ATOM 855 


GG2 


THR A 

1 lux A 


A9 1A1 OQ7 
0^ 101. £o( 


1 Al C 

-1. 016 


A1UM ODD 


TT 

H 


THR A 


62 158.007 


-2. 681 


ATOM 857 


HA 


THR A 


62 160.690 


-2. 956 


ATOM 858 


HB 


THR A 


62 160.276 


-0. 320 


ATOM 859 


HG1 


THR A 


62 158.208 


-0. 381 



-1.369 1.00 0.00 
-2.552 1.00 0.00 
-2.218 1.00 0.00 
-2.959 1.00 0.00 
-0.565 1.00 0.00 
-3.091 1.00 0.00 
-3.184 1.00 0.00 
-1.100 1.00 0.00 
-0.668 1.00 0.00 
0.206 1.00 0.00 
0.538 1.00 0.00 
0.097 1.00 0.00 
-0.813 1.00 0.00 
-0.552 1.00 0.00 
-1.552 1.00 0.00 
1.013 1.00 0.00 
0.334 1.00 0.00 
-1.151 1.00 0.00 
0.574 1.00 0.00 
1.410 1.00 0.00 
2.827 1.00 0.00 
3.155 1.00 0.00 
0.803 1.00 0.00 
0.089 1.00 0.00 
-0.146 1.00 0.00 
0.277 1.00 0.00 
1.450 1.00 0.00 
1.600 1.00 0.00 
0. 700 1. 00 0. 00 
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ATOM 860 
ATOM 861 
ATOM 862 
ATOM 863 
ATOM 864 
ATOM 865 
ATOM 866 
ATOM 867 
ATOM 868 
ATOM 869 
ATOM 870 
ATOM 871. 
ATOM 872 
ATOM 873 
ATOM 874 
ATOM 875 
ATOM 876 
ATOM 877 
ATOM 878 
ATOM 879 
ATOM 880 
ATOM 881 
ATOM 882 
ATOM 883 
ATOM 884 
ATOM 885 
ATOM 886 
ATOM 887 
ATOM 888 
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ASP 
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CB 


ASP 
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CG 


ASP 
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ASP 
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63 
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ASP 
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63 
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ASP 
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63 


HA 


ASP 
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63 


1HB 


ASP 
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A 


63 


2HB 


ASP 
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A 


63 
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GLY 
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f* A 

64 


CA 


GLY 
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/* A 

64 


C 


GLY 


A 

A 


64 


0 


GLY 


A 
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f* A 
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H 


GLY 
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GLY 
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InK 
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CB 
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65 


0G1 


THR 


A 


65 


CG2 


THR 


A 


65 



162.101 -0.600 

161.000 -0.419 

161.453 -2.029 

159.978 -1.518 

159.574 -1.291 

158.917 0.076 

159. 058 0. 729 

160.782 -1.399 

161.849 -0.367 

162.137 -0.158 

162.395 0.231 

160.822 -1.137 

158.857 -2.054 

160.458 -1.253 

161.218 -2.382 

158. 199 0. 504 

157.531 1.793 

158. 292 2. 866 

158.356 4.014 
158.122 -0.059 
156.549 1.691 
157.427 2.096 
158.870 2.492 
159.630 3.431 
159. 197 3. 358 
159.314 2.313 
161. 127 3. 144 

161.357 1.761 
161.798 3.899 
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2.751 


1. 
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0.00 
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ATOM 889 
ATOM 890 
ATOM 891 
ATOM 892 
ATOM 893 
ATOM 894 
ATOM 895 
ATOM 896 
ATOM 897 
ATOM 898 
ATOM 899 
ATOM 900 
ATOM 901 
ATOM 902 
ATOM 903 
ATOM 904 
ATOM 905 
ATOM 906 
ATOM 907 
ATOM 908 
ATOM 909 
ATOM 910 
ATOM 911 
ATOM 912 
ATOM 913 
ATOM 914 
ATOM 915 
ATOM 916 
ATOM 917 
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66 
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2HB 
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66 
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PHE 
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66 


HD2 


PHE 
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HE2 


PHE 


A 


66 


HZ 


PHE 
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66 


N 


ARG 
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67 


CA 


ARG 
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158.782 1.562 

159.435 4.427 

161.611 3.429 

161.036 1.514 

161.522 4.942 

162. 870 3. 806 

161.480 3.489 

158.697 4.474 

158. 247 4. 536 

159.181 5.403 

159.203 6.625 

156. 821 5. 087 

156. 154 4. 856 

155. 945 3. 569 

155.734 5.925 

155.330 3.354 

155. 120 5. 716 

154.917 4.429 

158. 629 5. 274 

158. 255 3. 531 

156.221 4.611 

156. 845 6. 151 

156. 266 2. 729 

155.892 6.932 

155. 174 2. 346 

154. 798 6. 558 

154.437 4.263 

159. 951 4. 762 

160. 888 5. 474 



2.027 1.00 0.00 

1.880 1.00 0.00 

0.702 1.00 0.00 

2.708 1.00 0.00 

2.700 1.00 0.00 

2.660 1.00 0.00 

3.699 1.00 0.00 

-0.471 1.00 0.00 

-1.858 1.00 0.00 

-2. 695 1. 00 0. 00 

-2.553 1.00 0.00 

-1.927 1.00 0.00 

-3.253 1.00 0.00 

-3.724 1.00 0.00 

-4.028 1.00 0.00 

-4.942 1.00 0.00 

-5. 248 1. 00 0. 00 

-5.706 1.00 0.00 

0.089 1.00 0.00 

-2.254 1.00 0.00 

-1.167 1.00 0.00 

-1.747 1.00 0.00 

-3. 128 1. 00 0. 00 

-3.671 1.00 0.00 

-5.299 1.00 0.00 

-5.843 1.00 0.00 

-6.659 1.00 0.00 

-3.568 1.00 0.00 

-4.429 1.00 0.00 
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0 
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2 3 6 1 2 9' : 599/ 

6.237 -3.601 1.00 0.00 
7.333 -3.971 1.00 0.00 
6.442 -5.345 1.00 0.00 
5.749 -6.328 1.00 0.00 
6.501 -7.648 1.00 0.00 
5.661 -8.726 1.00 0.00 
5.959 -10.018 1.00 0.00 
7.072 -10.396 1.00 0.00 
5.140 -10.935 1.00 0.00 
3.786 -3.635 1.00 0.00 
4.744 -5.036 1.00 0.00 
7. 112 -4. 737 1. 00 0. 00 
7.019 -5.908 1.00 0.00 
4.751 -6.514 1.00 0.00 
5.699 -5.896 1.00 0.00 
7.353 -7.525 1.00 0.00 
6.839 -7.911 1.00 0.00 
4.832 -8.475 1.00 0.00 
7.693 -9.711 1.00 0.00 
7.290 -11.369 1.00 0.00 
4.299 -10.655 1.00 0.00 
5.363 -11.906 1.00 0.00 
5.650 -2.477 1.00 0.00 
6.288 -1.614 1.00 0.00 
7.451 -0.837 1.00 0.00 
8.399 -0.497 1.00 0.00 
4.777 -2.233 1.00 0.00 
5.557 -0.914 1.00 0.00 
6.649 -2.219 1.00 0.00 
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ATOM 947 
ATOM 948 
ATOM 949 
ATOM 950 
ATOM 951 
ATOM 952 
ATOM 953 
ATOM 954 
ATOM 955 
ATOM 956 
ATOM 957 
ATOM 958 
ATOM 959 
ATOM 960 
ATOM 961 
ATOM 962 
ATOM 963 
ATOM 964 
ATOM 965 
ATOM 966 
ATOM 967 
ATOM 968 
ATOM 969 
ATOM 970 
ATOM 971 
ATOM 972 
ATOM 973 
ATOM 974 
ATOM 975 
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161.410 7.382 

160.730 8.437 

159.961 7.861 

158.814 7.435 

159. 775 9. 199 

160.414 9.534 

159.252 10.482 

160.899 6.601 

161.481 9.119 

158. 926 8. 569 

159.785 9.968 

160.058 10.996 

158. 474 10. 251 

158.852 11.114 

160.601 7.852 

159.977 7.329 

158. 734 8. 134 

158. 803 9. 349 

160.971 7.350 

160.431 6.721 

161.137 7.265 

162. 447 6. 649 

163.112 6.674 

162.594 7.282 

164. 298 6. 088 

161.513 8.206 

159.684 6.308 

161.861 6.811 

161.236 8.375 



-0.558 1.00 0.00 
0.183 1.00 0.00 
1.368 1.00 0.00 
1.229 1.00 0.00 
-0.736 1.00 0.00 
-1.956 1.00 0.00 
-0.126 1.00 0.00 
-0.857 1.00 0.00 
0.554 1.00 0.00 
-0.959 1.00 0.00 
-2.538 1.00 0.00 
0.376 1.00 0.00 
0.586 1.00 0.00 
-0.905 1.00 0.00 
2.533 1.00 0.00 
3.742 1.00 0.00 
4.107 1.00 0.00 
4.297 1.00 0.00 
4.905 1.00 0.00 
6.179 1.00 0.00 
7.410 1.00 0.00 
7.608 1.00 0.00 
8.761 1.00 0.00 
9.820 1.00 0.00 
8.854 1.00 0.00 
2.580 1.00 0.00 
3.550 1.00 0.00 
4.612 1.00 0.00 
5.119 1.00 0.00 
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ATOM 977 2HG 
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ATOM 979 2HD 

ATOM 980 HE 
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ATOM 982 2HH1 

ATOM 983 1HH2 
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ATOM 988 0 

ATOM 989 CB 

ATOM 990 CG 

ATOM 991 CD1 

ATOM 992 CD2 

ATOM 993 CE1 

ATOM 994 CE2 

ATOM 995 CZ 

ATOM 996 OH 

ATOM 997 H 

ATOM 998 HA 

ATOM 999 1HB 

ATOM 1000 2HB 

ATOM 1001 HD1 

ATOM 1002 HD2 

ATOM 1003 HE1 

ATOM 1004 HE2 
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12 9 ^-v : 601/ 

6.256 1.00 0.00 

6.132 1.00 0.00 

7.295 1.00 0.00 

8.277 1.00 0.00 

6.841 1.00 0.00 

9.757 1.00 0.00 
10.684 1.00 0.00 

8.059 1.00 0.00 

9.720 1.00 0.00 

4.202 1.00 0.00 

4. 544 1. 00 0. 00 

5.954 1.00 0.00 

6.707 1.00 0.00 

3.537 1.00 0.00 

2.201 1.00 0.00 

1.013 1.00 0.00 

2.126 1.00 0.00 
-0.211 1.00 0.00 

0.906 1.00 0.00 
-0.259 1.00 0.00 
-1.475 1.00 0.00 

4.040 1.00 0.00 

4.503 1.00 0.00 

3.365 1.00 0.00 

3.945 1.00 0.00 

1.054 1.00 0.00 

3.040 1.00 0.00 
-1.123 1.00 0.00 

0.869 1.00 0.00 
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ATOM 1005 
ATOM 1006 
ATOM 1007 
ATOM 1008 
ATOM 1009 
ATOM 1010 
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ATOM 1020 
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ATOM 1022 
ATOM 1023 
ATOM 1024 
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ATOM 1031 
ATOM 1032 
ATOM 1033 
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154.930 10.355 

156.076 6.455 

155.696 5.966 

156.641 4.861 

157.508 4.418 

154.258 5.448 

153.990 4.464 

153.698 4.904 

154.029 3.101 

153.452 4.002 

153. 783 2. 194 

153.494 2.645 

156.474 5.833 

155. 762 6. 792 

154.044 4.958 

153.584 6.282 

153.665 5.965 

154.255 2.748 

153.225 4.358 

153.817 1.134 

153.302 1.938 

156.464 4.421 

157.299 3.368 

156.513 2.070 

155.528 2.011 

157.855 3.800 

158.737 2.819 

156.779 4.043 

155.755 4.813 



-1.908 1.00 0.00 
6.305 1.00 0.00 
7.625 1.00 0.00 
8.088 1.00 0.00 
7.337 1.00 0.00 
7.604 1.00 0.00 
6.500 1.00 0.00 
5.218 1.00 0.00 
6.745 1.00 0.00 
4.201 1.00 0.00 
5.730 1.00 0.00 
4.458 1.00 0.00 
5.661 1.00 0.00 
8.316 1.00 0.00 
8.542 1.00 0.00 
7.478 1.00 0.00 
5.017 1.00 0.00 
7.740 1.00 0.00 
3.207 1.00 0.00 
5.933 1.00 0.00 
3.664 1.00 0.00 
9.330 1.00 0.00 
9.893 1.00 0.00 
10.043 1.00 0.00 
10.779 1.00 0.00 
11.251 1.00 0.00 
11.768 1.00 0.00 
12.287 1.00 0.00 
9.880 1.00 0.00 
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ATOM 1034 
ATOM 1035 
ATOM 1036 
ATOM 1037 
ATOM 1038 
ATOM 1039 
ATOM 1040 
ATOM 1041 
ATOM 1042 
ATOM 1043 
ATOM 1044 
ATOM 1045 
ATOM 1046 
ATOM 1047 
ATOM 1048 
ATOM 1049 
ATOM 1050 
ATOM 1051 
ATOM 1052 
ATOM 1053 
ATOM 1054 
ATOM 1055 
ATOM 1056 
ATOM 1057 
ATOM 1058 
ATOM 1059 
ATOM 1060 
ATOM 1061 
ATOM 1062 



HA THR A 
HB THR A 
HGl THR A 
1HG2 THR A 
2HG2 THR A 
3HG2 THR A 
N CYS A 



CA 
C 
0 
CB 
SG 
H 
HA 



CYS A 
CYS A 
CYS A 
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2HB CYS A 
CYS A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
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ALA A 
IHB ALA A 
2HB ALA A 
3HB ALA A 
N LEU A 
CA LEU A 
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73 158.123 
73 158.407 
73 159.362 
73 156.697 
73 155.835 

73 157.039 

74 156.954 
74 156.291 
74 157.312 
74 158.519 
74 155.315 
74 153.644 
74 157.745 
74 155.740 
74 155.687 
74 155.246 

74 153.401 

75 156.818 
75 157.687 
75 158.283 
75 157.729 
75 156.917 
75 155.847 
75 158.489 
75 155.867 
75 157.053 

75 157.284 

76 159.415 
76 160.087 



3.199 9.215 1.00 0.00 

4.721 11.126 1.00 0.00 

2.559 11.087 1.00 0.00 

3.178 12.930 1.00 0.00 

4.216 11.793 1.00 0.00 

4.908 12.880 1.00 0.00 

1.031 9.342 1.00 0.00 

-0.267 9.397 1.00 0.00 

-1.400 9.369 1.00 0.00 

-1.162 9.326 1.00 0.00 

-0.415 8.228 1.00 0.00 

0.174 8.585 1.00 0.00 

1.139 8.773 1.00 0.00 

-0.318 10.324 1.00 0.00 

0.147 7.385 1.00 0.00 

-1.458 7.957 1.00 0.00 

0.807 7.905 1.00 0.00 

-2.634 9.393 1.00 0.00 

-3.805 9.371 1.00 0.00 

-4.020 7.984 1.00 0.00 

-3.566 6.982 1.00 0.00 

-5.040 9.814 1.00 0.00 

-2.760 9.427 1.00 0.00 

-3.638 10.075 1.00 0.00 

-4.905 9.601 1.00 0.00 

-5.188 10.875 1.00 0.00 

-5.905 9.281 1.00 0.00 

-4.714 7.933 1.00 0.00 

-4.989 6.668 1.00 0.00 
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ATOM 1063 
ATOM 1064 
ATOM 1065 
ATOM 1066 
ATOM 1067 
ATOM 1068 
ATOM 1069 
ATOM 1070 
ATOM 1071 
ATOM 1072 
ATOM 1073 
ATOM 1074 
ATOM 1075 
ATOM 1076 
ATOM 1077 
ATOM 1078 
ATOM 1079 
ATOM 1080 
ATOM 1081 
ATOM 1082 
ATOM 1083 
ATOM 1084 
ATOM 1085 
ATOM 1086 
ATOM 1087 
ATOM 1088 
ATOM 1089 
ATOM 1090 
ATOM 1091 
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159.292 -5.989 

158.703 -6.928 

161.497 -5.526 

162.526 -4.473 

163. 556 -5. 076 
163.205 -3.884 
159.809 -5.049 
160.158 -4.060 
161.440 -6.270 
161.846 -6.002 
162.024 -3.672 
164.227 -4.301 
164. 119 -5. 836 
163.054 -5.516 
164.119 -4.423 
163.435 -2.843 
162.545 -3.964 
159.280 -5.781 

158.557 -6.664 
157.066 -6.671 
156.405 -7.706 
159.116 -8.086 
160.612 -8.168 
160.947 -7.836 
162.232 -7.030 
163.397 -7.769 
159.769 -5.015 
158. 696 -6. 293 
158.921 -8.478 



5.836 1.00 0.00 
6.371 1.00 0.00 
6.922 1.00 0.00 
7.335 1.00 0.00 
8.278 1.00 0.00 
6.109 1.00 0.00 
8.766 1.00 0.00 
6.123 1.00 0.00 
7.703 1.00 0.00 
6.018 1.00 0.00 
7.858 1.00 0.00 
8.621 1.00 0.00 
7.758 1.00 0.00 
9.127 1.00 0.00 
5.908 1.00 0.00 
6.288 1.00 0.00 
5.258 1.00 0.00 
4.523 1.00 0.00 
3.615 1.00 0.00 
3.934 1.00 0.00 
3.838 1.00 0.00 
3.701 1.00 0.00 
3.444 1.00 0.00 
1.998 1.00 0.00 
1.896 1.00 0.00 
2.455 1.00 0.00 
4.155 1.00 0.00 
2.611 1.00 0.00 
4.689 1.00 0.00 
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ATOM 1120 



OLID 


T VQ 
Lib 


A 

A 


77 




T VC 
Lib 


A 

A 


TT 

77 


our 


T VC 

Lib 


A 

A 


TT 

77 


lilD 


T VC 

Lib 


A 

A 


TT 

77 


orprv 

ZnD 


T VC 

Lib 


A 

A 


TT 

77 


1 TTT? 

Ink, 


T VC 

Lib 


A 

A 


TT 

77 


our 


T VC 

Lib 


A 

A 


TT 

77 


lrlZ 


T VC 

Lib 


A 

A 


TT 

77 


OU7 


T VC 

Lib 


A 

A 


TT 

77 


oriZ 


T VC 

Lib 


A 


TT 

77 


M 


T VC 

Lib 


A 


TO 

78 


PA 


T VC 

Lib 


A 

A 


TO 

78 


L 


T VC 

Lib 


A 

A 


TO 

78 


U 


T VC 

Lib 


A 


TO 

78 


PT5 


T VC 

Lib 


A 


TO 

78 


Lb 


T VC 

Lib 


A 

A 


TO 

78 


LD 


T VC 

Lib 


A 

A 


TO 

78 


PI? 

Lis 


T VC 

Lib 


A 


TO 

78 


JNZ 


T VC 

Lib 


A 


TO 

78 


u 
n 


T VC 

Lib 


A 


TO 

78 


TT A 

HA 


T VC 

Lib 


A 

A 


TO 

78 




T VC 

Lib 


A 

A 


TO 

78 


OUD 


T VC 

Lib 


A 

A 


TO 

78 


1TJP 

lnL 


T VC 

Lib 


A 


TO 

78 




T VC 

Lib 


A 


TO 

78 


1HD 


LYS 


A 


78 


2HD 


LYS 


A 


78 


1HE 


LYS 


A 


78 


2HE 


LYS 


A 


78 



158. 612 -8. 703 

161.118 -7.467 
160.950 -9.171 
161.066 -8.755 
160.137 -7.261 
162.423 -6.812 
162.107 -6.106 
163.792 -8.411 
163. 103 -8. 329 
164. 136 -7. 099 
156.541 -5.511 
155.127 -5.382 
154. 606 -3. 995 
153.800 -3.414 
154.906 -5.649 
155. 398 -7. 014 
155. 107 -7. 251 
153.901 -8.157 
153.055 -7.722 

157.119 -4.721 
154.585 -6.119 
155.428 -4.895 
153. 850 -5. 582 
154. 903 -7. 776 
156.465 -7.072 
155.968 -7.715 
154. 912 -6. 302 
153.307 -8.140 
154.248 -9.164 



2.972 1.00 0.00 
4.090 1.00 0.00 
3.661 1.00 0.00 
1.445 1.00 0.00 
1.575 1.00 0.00 
0.855 1.00 0.00 
2.440 1.00 0.00 
1.738 1.00 0.00 

3.281 1.00 0.00 
2. 751 1. 00 0. 00 
4.313 1.00 0.00 
4.646 1.00 0.00 

4.282 1.00 0.00 
5.007 1.00 0.00 
6.136 1.00 0.00 
6.589 1.00 0.00 
8.062 1.00 0.00 
8.253 1.00 0.00 
9.398 1.00 0.00 
4.370 1.00 0.00 
4.073 1.00 0.00 
6.706 1.00 0.00 
6.349 1.00 0.00 
6.006 1.00 0.00 
6.428 1.00 0.00 
8.519 1.00 0.00 
8.539 1.00 0.00 
7.352 1.00 0.00 
8.434 1.00 0.00 
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ATOM 1133 


3HB 


ALA A 


79 


156. 180 


-1.458 


ATOM 1134 


N 


LEU A 


80 


153. 284 


-2. 253 


ATOM 1135 


CA 


LEU A 


80 153.016 


-2. 239 


ATOM 1136 


C 


LEU A 


80 


152. 228 


-0. 993 


ATOM 1137 


0 


LEU A 


80 


151.021 


-0.912 


ATOM 1138 


CB 


LEU A 


80 


152. 243 


-3. 495 


ATOM 1139 


CG 


LEU A 


80 


151.860 


-3. 568 


ATOM 1140 


CD1 


LEU A 


80 


152.992 


-4. 173 


ATOM 1141 


CD2 


LEU A 


80 


150. 582 


-4.372 


ATOM 1142 


H 


LEU A 


80 


152. 538 


-2.364 


ATOM 1143 


HA 


LEU A 


80 


153. 965 


-2. 227 


ATOM 1144 


1HB 


LEU A 


80 


152.849 


-4.357 


ATOM 1145 


2HB 


LEU A 


80 


151.338 


-3.541 


ATOM 1146 


HG 


LEU A 


80 151.683 


-2.567 


ATOM 1147 


1HD1 LEU A 


80 153.928 


-4.030 


ATOM 1148 


2HD1 LEU A 


80 


153.039 


-3. 691 


ATOM 1149 


3HD1 LEU A 


80 


152.813 


-5. 230 



10.069 1.00 0.00 
9.894 1.00 0.00 
9.057 1.00 0.00 
3.153 1.00 0.00 
2.692 1.00 0.00 
1.174 1.00 0.00 
0.454 1.00 0.00 
3.158 1.00 0.00 
2.618 1.00 0.00 
3.136 1.00 0.00 
3.418 1.00 0.00 
2.363 1.00 0.00 
4.022 1.00 0.00 
0.695 1.00 0.00 
-0.738 1.00 0.00 
-1.131 1.00 0.00 
-0.900 1.00 0.00 
-1.146 1.00 0.00 
-2.625 1.00 0.00 
-3.440 1.00 0.00 
-2.804 1.00 0.00 
1.320 1.00 0.00 
-1.254 1.00 0.00 
-0.909 1.00 0.00 
-0.561 1.00 0.00 
-2.994 1.00 0.00 
-2.920 1.00 0.00 
-4.404 1.00 0.00 
-3.574 1.00 0.00 



lUfE# 2003-3083148 



#M 2002-236129 



v I 607/ 



ATOM 1150 
ATOM 1151 
ATOM 1152 
ATOM 1153 
ATOM 1154 
ATOM 1155 
ATOM 1156 
ATOM 1157 
ATOM 1158 
ATOM 1159 
ATOM 1160 
ATOM 1161 
ATOM 1162 
ATOM 1163 
ATOM 1164 
ATOM 1165 
ATOM 1166 
ATOM 1167 
ATOM 1168 
ATOM 1169 
ATOM 1170 
ATOM 1171 
ATOM 1172 
ATOM 1173 
ATOM 1174 
ATOM 1175 
ATOM 1176 
ATOM 1177 
ATOM 1178 



1HD2 LEU A 


OA 

80 


2HD2 LEU A 


OA 

80 


3HD2 


LEU A 


OA 

80 


N 


PHE A 


O 1 

81 


CA 


PHE A 


O 1 

81 


C 


PHE A 


O 1 

81 


0 


PHE A 


O T 

81 


CB 


PHE A 


O 1 

81 


CG 


PHE A 


O 1 

81 


CD1 


PHE A 


O 1 

81 


CD2 


PHE A 


O 1 

81 


CE1 


PHE A 


O 1 

81 


CE2 


PHE A 


o t 

81 


CZ 


PHE A 


O 1 

81 


H 


PHE A 


O 1 

81 


HA 


PHE A 


O 1 

81 


1HB 


PHE A 


O 1 

81 


2HB 


PHE A 


o ^ 

81 


HD1 


PHE A 


81 


HD2 


PHE A 


O 1 

81 


HE1 


PHE A 


0 1 

81 


HE2 


PHE A 


0 1 

81 


HZ 


PHE A 


O 1 

81 


M 

IN 


VAT A 

VAL A 


82 


CA 


VAL A 


oo 

82 


C 


VAL A 


82 


0 


VAL A 


82 


CB 


VAL A 


82 


CGI 


VAL A 


82 



149.732 -3.705 

150.494 -5.092 

150. 611 -4. 887 

152.918 -0.024 

152.282 1.217 

151.414 0.992 

151.765 0.211 

153. 338 2. 283 

154.088 2.738 

153. 620 3. 795 

155.262 2.108 

154.307 4.216 

155.954 2.524 

155.476 3.580 

153.878 -0.147 

151.654 1.560 

154.056 1.886 

152.857 3.146 

152.706 4.293 

155.637 1.284 

153.931 5.041 

156.868 2.025 

156.015 3.907 

150.279 1.680 

149.360 1.560 

148.457 2.783 

148.391 3.594 

148.483 0.299 

149.314 -0.953 



-2.783 1.00 0.00 
-2.005 1.00 0.00 
-3.753 1.00 0.00 
-1.724 1.00 0.00 
-2.148 1.00 0.00 
-3.380 1.00 0.00 
-4.266 1.00 0.00 
-2.442 1.00 0.00 
-1.222 1.00 0.00 
-0.458 1.00 0.00 
-0.840 1.00 0.00 
0.663 1.00 0.00 
0.282 1.00 0.00 
1.035 1.00 0.00 
-1.880 1.00 0.00 
-1.339 1.00 0.00 
-3.143 1.00 0.00 
-2.878 1.00 0.00 
-0.747 1.00 0.00 
-1.428 1.00 0.00 
1.250 1.00 0.00 
0.569 1.00 0.00 
1.911 1.00 0.00 
-3.431 1.00 0.00 
-4.554 1.00 0.00 
-4.654 1.00 0.00 
-3.730 1.00 0.00 
-4.436 1.00 0.00 
-4.669 1.00 0.00 



Bfflft 2003-3083148 



mm 2002-236129 



^-v: 608/ 



ATOM 1179 
ATOM 1180 
ATOM 1181 
ATOM 1182 
ATOM 1183 
ATOM 1184 
ATOM 1185 
ATOM 1186 
ATOM 1187 
ATOM 1188 
ATOM 1189 
ATOM 1190 
ATOM 1191 
ATOM 1192 
ATOM 1193 
ATOM 1194 
ATOM 1195 
ATOM 1196 
ATOM 1197 
ATOM 1198 
ATOM 1199 
ATOM 1200 
ATOM 1201 
ATOM 1202 
ATOM 1203 
ATOM 1204 
ATOM 1205 
ATOM 1206 
ATOM 1207 



CG2 


VAL 


A 


82 


H 


VAL 


A 


82 


TT A 

HA 


VAL 


A 


82 


HB 


VAL 


A 


82 


1HG1 


VAL 


A 


82 


2HG1 


VAL 


A 


82 


3HG1 


VAL 


A 


82 


1HG2 


VAL 


A 


82 


2HG2 


VAL 


A 


82 


3HG2 


VAL 


A 


82 


N 


LYS 


A 


83 


CA 


LYS 


A 


83 


C 


LYS 


A 


83 


0 


LYS 


A 


83 


CB 


LYS 


A 


83 


CG 


LYS 


A 


83 


CD 


LYS 


A 


83 


CE 


LYS 


A 


83 


NZ 


LYS 


A 


83 


H 


LYS 


A 


83 


HA 


LYS 


A 


83 


1HB 


LYS 


A 


83 


2HB 


LYS 


A 


83 


1HG 


LYS 


A 


83 


2HG 


LYS 


A 


83 


1HD 


LYS 


A 


83 


2HD 


LYS 


A 


83 


1HE 


LYS 


A 


83 


2HE 


LYS 


A 


83 



147. 799 0. 250 

150. 055 2. 288 

149.945 1.481 

147. 719 0. 344 

149.883 -0.844 

148.659 -1.808 

149.988 -1.098 

147.759 -0.772 

146.796 0.639 

148.356 0.848 

147.768 2.913 

146. 872 4. 040 

145.593 3.895 

144.905 2.877 

146. 539 4. 163 

147. 683 4. 726 

147.295 4.875 

148.101 3.940 

147.243 3.255 

147. 865 2. 234 

147.383 4.937 

146.291 3.184 

145. 685 4. 813 

147. 951 5. 696 

148.529 4.059 

146.247 4.647 

147.478 5.895 

148. 856 4. 515 

148.577 3.198 



-3. 079 


1. 


00 


0.00 


-2. 697 


1. 


00 


0.00 


-5. 459 


1. 


00 


0.00 


-5. 198 


1. 


00 


0.00 


-5. 579 


1. 


00 


0.00 


-4. 754 


1.00 


0.00 


-3. 838 


1. 


00 


0.00 


-2. 732 


1. 


00 


0.00 


-3. 166 


1. 


00 


0.00 


-2. 373 


1. 


00 


0.00 


-5. 780 


1. 


00 


0.00 


-6. 002 


1. 


00 


0.00 


-5. 186 


1. 


00 


0.00 


-5. 259 


1. 


00 


0.00 


-7. 488 


1. 


00 


0.00 


-8. 314 


1.00 


0.00 


-9. 778 


1. 


00 


0.00 


-10. 665 


1. 


00 


0.00 


-11.671 


1. 


00 


0.00 


-6. 482 


1. 


00 


0.00 


-5. 685 


1. 


00 


0.00 


-7. 873 


1. 


00 


0.00 


-7. 604 


1. 


00 


0.00 


-7. 923 


1. 


00 


0.00 


-8. 239 


1. 


00 


0.00 


-9. 890 


1. 


00 


0.00 


-10.085 


1. 


00 


0.00 


-11.181 


1. 


00 


0.00 


-10.043 


1. 


00 


0.00 



tbfiE# 2003-3083148 



#M 2002-236129 



^-v: 609/ 



ATOM 120a 

xi 1 will J. C/KJCj 


1H7 


TVQ A 


ft3 


1/1/2 CC7 

140. DO/ 


ATOM 120Q 


2H7 


TVQ A 


ft3 


1/17 ftQ9 
14/ . OOZ 


ATOM 1210 


3H7 


TYQ A 


ft3 


1/IA 71A 
140. / 10 


ATOM 1211 


N 

IN 


TF1T A 


ftA 

04 


*iAR 9ft^ 
14D. liOo 


ATOM 121? 

Xl l V/lVi XCiXcj 


PA 

V/A 


T T?TT A 


ft/1 

04 


~\AA HOQ 
144. uyo 


ATOM 1213 

A 1 V/1V1 


f 


TFTT A 


ft/I 
oft 


1/19 ftQft 
14Z. ojo 


ATOM 1214 


0 

V 


T FIT A 


ft/1 
o4 


l/ll QA/1 

141. yo4 


ATOM 121R 




TFTT A 
LdLV A 


ft/L 
oft 


1/IQ QA9 
14o. yoz 


ATOM 121fi 

XI 1 W1V1 J. Li X U 


ro 


1THI A 


ft/1 

04 


1/19 AQ/I 

14^. oy4 


ATOM 1217 


roi 




ft/I 
oft 


1/19 QH/I 
14^. oU4 


ATOM 121ft 


ro2 


TTTTI A 
ULV A 


ft/I 
o4 


1/19 /IQO 

14^. 4oy 


ATOM 121Q 
xi x v/ivi j. ^ i. zj 


U 

n 


tfii A 


ft/I 
o4 


140. O/O 


ATOM 1220 


HA 


JLJC/U A 


ft/I 
o4 


1 /I A Of\fc 
144. ^UO 


ATOM 1221 


xriD 


T TTTT A 
LaSU A 


QA 
54 


1/1/1 QlQ 

144. olo 


ATOM 1222 


OUR 


T TTTT A 
.LJLU A 


ft/1 
o4 


1/IQ OQH 

14o. you 


ATOM 1223 


tlu 


T TTTT A 


ft/1 
54 


i /f i Qcn 
141. ooU 


ATOM 1224 


iuni 
mux 


T FTI A 
UCU A 


ft/I 
54 


1/11 QOQ 

141. oy<> 


ATOM 122R 


2RH1 


TTTTT A 


ft/I 
o4 


1/IQ £/1C 
14o. 040 


ATOM 122fi 


onux 


TFTT A 
i-JLU A 


ft/I 
o4 


1/19 CkAQ 

14Z. y4o 


ATOM 1227 




T TTTT A 
JLH/U A 


ft/I 
54 


1/11 Q7Q 

141. o/o 


ATOM 122ft 


2HH2 


T TTTT A 


ft/I 
o4 


1/19 QAQ 

14^. ouy 


ATOM 122Q 




T TTI I A 


ft/I 
o4 


1/19 Q/1Q 

14Z. y4o 


ATOM 123fl 


N 


TVC A 
ivlo A 


ftc; 
oD 


1/19 7£7 
14^. /O/ 


ATOM 1231 


PA 

UA 


TVQ A 
Lflo A 


ft£ 
oD 


1/11 £AO 

141. ouy 


ATOM 1232 


f 


TVQ A 
Lfio A 


ft£ 
ou 


i /i i t^n^ 
141. oUo 


ATOM 1233 


0 


LYS A 


85 


140.431 


ATOM 1234 


CB 


LYS A 


85 


141.705 


ATOM 1235 


CG 


LYS A 


85 


142. 906 


ATOM 1236 


CD 


LYS A 


85 


142. 926 



2.625 -11.195 1.00 0.00 

2.688 -12.316 1.00 0.00 

3.956 -12.229 1.00 0.00 

4.925 -4.406 1.00 0.00 

4.931 -3.566 1.00 0.00 

4.649 -4.389 1.00 0.00 

3.893 -3.964 1.00 0.00 

6.281 -2.858 1.00 0.00 

6.455 -2.019 1.00 0.00 

5.676 -0.718 1.00 0.00 

7.929 -1.741 1.00 0.00 

5.706 -4.394 1.00 0.00 

4.156 -2.825 1.00 0.00 

6.409 -2.212 1.00 0.00 

7.058 -3.607 1.00 0.00 

6.066 -2.570 1.00 0.00 

5.803 -0.145 1.00 0.00 

6.044 -0.149 1.00 0.00 

4.628 -0.937 1.00 0.00 

8.095 -1.627 1.00 0.00 

8.520 -2.565 1.00 0.00 

8.218 -0.834 1.00 0.00 

5.261 -5.565 1.00 0.00 

5.075 -6.444 1.00 0.00 

3.625 -6.914 1.00 0.00 

3.163 -7.297 1.00 0.00 

6.009 -7.652 1.00 0.00 

5.733 -8.542 1.00 0.00 

6. 656 -9. 750 1. 00 0. 00 



ffiiE#2 003-3083148 



mm 2002-236129 



^-vl 610/ 



ATOM 1237 
ATOM 1238 
ATOM 1239 
ATOM 1240 
ATOM 1241 
ATOM 1242 
ATOM 1243 
ATOM 1244 
ATOM 1245 
ATOM 1246 
ATOM 1247 
ATOM 1248 
ATOM 1249 
ATOM 1250 
ATOM 1251 
ATOM 1252 
ATOM 1253 
ATOM 1254 
ATOM 1255 
ATOM 1256 
ATOM 1257 
ATOM 1258 
ATOM 1259 
ATOM 1260 
ATOM 1261 
ATOM 1262 
ATOM 1263 
ATOM 1264 
ATOM 1265 



CE 


LYS 


A 


85 


NZ 


LYS 


A 


85 


TT 

H 


LYS 


A 


85 


TT A 

HA 


LYS 


A 

A 


85 


1HB 


LYS 


A 


85 


2HB 


LYS 


A 


85 


1HG 


LYS 


A 


85 


2HG 


LYS 


A 

A 


85 


1HD 


T \ TO 

LYS 


A 


85 


2HD 


LYS 


A 


85 


1HE 


LYS 


A 

A 


85 


2HE 


T T TO 

LYS 


A 

A 


85 


1HZ 


LYS 


A 


85 


OT T*7 

2HZ 


LYS 


A 

A 


85 


OTTT 

3HZ 


LYS 


A 

A 


85 


N 


SER 


A 


86 


CA 


SER 


A 

A 


86 


c 


SER 


A 

A 


86 


0 


SER 


A 

A 


86 


CB 


SER 


A 

A 


86 


OG 


SER 


A 

A 


86 


H 


SER 


A 

A 


86 


TT A 

HA 


SER 


A 

A 


86 


1HB 


SER 


A 


86 


2HB 


SER 


A 


86 


HG 


SER 


A 


86 


N 


CYS 


A 


87 


CA 


CYS 


A 


87 


C 


CYS 


A 


87 



144.334 6.833 

145. 199 7. 606 

143.485 5.853 

140.720 5.321 

140.811 5.902 

141.773 7.028 

143.809 5.886 

142.863 4.709 

142.303 6.234 

142.537 7.621 

144.771 5.857 

144. 279 7. 357 

146. 163 7. 216 

144. 816 7. 555 

145. 238 8. 604 

142. 628 2. 912 

142.658 1.516 

142. 572 0. 581 

143.096 -0.532 

143.933 1.229 

143.882 1.831 

143.455 3.334 

141.803 1.345 

144.785 1.623 

144.046 0.162 

143. 552 2. 728 

141.909 1.041 

141.754 0.245 

140.287 -0.085 



-10.293 1.00 0.00 
-9.359 1.00 0.00 
-5. 849 1. 00 0. 00 
-5.882 1.00 0.00 
-8.247 1.00 0.00 
-7.299 1.00 0.00 
-7.970 1.00 0.00 
-8.882 1.00 0.00 

-10.524 1.00 0.00 
-9.459 1.00 0.00 

-10.450 1.00 0.00 

-11.237 1.00 0.00 
-9.359 1.00 0.00 
-8.394 1.00 0.00 
-9.652 1.00 0.00 
-6.880 1.00 0.00 
-7.302 1.00 0.00 
-6.100 1.00 0.00 
-6.129 1.00 0.00 
-8.096 1.00 0.00 
-9.379 1.00 0.00 
-6.565 1.00 0.00 
-7.938 1.00 0.00 
-7.562 1.00 0.00 
-8.218 1.00 0.00 
-9.298 1.00 0.00 
-5.043 1.00 0.00 
-3.831 1.00 0.00 
-3.581 1.00 0.00 



ffiiE# 2003-3083148 



#02 0 0 2 



-236129 



^-v: 611/ 



ATOM 1266 0 CYS A 87 139.398 0.455 -4.240 1.00 0.00 

ATOM 1267 CB CYS A 87 142.334 0.991 -2.628 1.00 0.00 

ATOM 1268 SG CYS A 87 144.132 0.871 -2.480 1.00 0.00 

ATOM 1269 H CYS A 87 141.513 1.936 -5.080 1.00 0.00 

ATOM 1270 HA CYS A 87 142.300 -0.678 -3.968 1.00 0.00 

ATOM 1271 1HB CYS A 87 142.080 2.038 -2.707 1.00 0.00 

ATOM 1272 2HB CYS A 87 141.902 0.590 -1.722 1.00 0.00 

ATOM 1273 HG CYS A 87 144.490 1.762 -2.492 1.00 0.00 

ATOM 1274 N ARG A 88 140.038 -0.975 -2.625 1.00 0.00 

ATOM 1275 CA ARG A 88 138.677 -1.376 -2.290 1.00 0.00 

ATOM 1276 C ARG A 88 138.516 -1.547 -0.779 1.00 0.00 

ATOM 1277 0 ARG A 88 139.430 -2.015 -0.100 1.00 0.00 

ATOM 1278 CB ARG A 88 138.316 -2.679 -3.006 1.00 0.00 

ATOM 1279 CG ARG A 88 136.957 -2.642 -3.687 1.00 0.00 

ATOM 1280 CD ARG A 88 136.152 -3.901 -3.401 1.00 0.00 

ATOM 1281 NE ARG A 88 136.210 -4.851 -4.5111.00 0.00 

ATOM 1282 CZ ARG A 88 135.562 -4.684 -5.662 1.00 0.00 

ATOM 1283 NH1 ARG A 88 134.809 -3.609 -5.860 1.00 0.00 

ATOM 1284 NH2 ARG A 88 135.669 -5.596 -6.620 1.00 0.00 

ATOM 1285 H ARG A 88 140.789 -1.371 -2.134 1.00 0.00 

ATOM 1286 HA ARG A 88 138.012 -0.594 -2.626 1.00 0.00 

ATOM 1287 1HB ARG A 88 139.065 -2.882 -3.758 1.00 0.00 

ATOM 1288 2HB ARG A 88 138.314 -3.485 -2.287 1.00 0.00 

ATOM 1289 1HG ARG A 88 136.406 -1.788 -3.325 1.00 0.00 

ATOM 1290 2HG ARG A 88 137.102 -2.553 -4.754 1.00 0.00 

ATOM 1291 1HD ARG A 88 136.549 -4.374 -2.515 1.00 0.00 

ATOM 1292 2HD ARG A 88 135.123 -3.624 -3.230 1.00 0.00 

ATOM 1293 HE ARG A 88 136.758 -5.654 -4.392 1.00 0.00 

ATOM 1294 1HH1 ARG A 88 134.726 -2.918 -5.142 1.00 0.00 



fcbSE# 2003-3083148 



#JH 2002-236129 



<*-*J: 612/ 



ATOM 1295 
ATOM 1296 
ATOM 1297 
ATOM 1298 
ATOM 1299 
ATOM 1300 
ATOM 1301 
ATOM 1302 
ATOM 1303 
ATOM 1304 
ATOM 1305 
ATOM 1306 
ATOM 1307 
ATOM 1308 
ATOM 1309 
ATOM 1310 
ATOM 1311 
ATOM 1312 
ATOM 1313 
ATOM 1314 
ATOM 1315 
ATOM 1316 
ATOM 1317 
ATOM 1318 
ATOM 1319 
ATOM 1320 
ATOM 1321 
ATOM 1322 
ATOM 1323 



2HH1 ARG A 


88 


1HH2 ARG A 


88 


2HH2 ARG A 


88 


N 


PRO A 


89 


CA 


PRO A 


89 


c 


PRO A 


89 


o 


PRO A 


89 


CB 


PRO A 


89 


CG 


PRO A 


89 


CD 


PRO A 


89 


HA 


PRO A 


89 


1HB 


PRO A 


89 


2HB 


PRO A 


89 


1HG 


PRO A 


89 


2HG 


PRO A 


89 


1HD 


PRO A 


89 


2HD 


PRO A 


89 


N 


ASP A 


90 


CA 


ASP A 


90 


c 


ASP A 


90 


0 


ASP A 


90 


CB 


ASP A 


90 


CG 


A on a 

ASP A 


90 


0D1 


ASP A 


90 


0D2 


ASP A 


90 


H 


ASP A 


90 


HA 


ASP A 


90 


1HB 


ASP A 


90 


2HB 


ASP A 


90 



134.326 -3.490 

136.235 -6.408 

135.182 -5.472 

137.347 -1.171 

137.076 -1.289 

137. 299 -2. 706 

136.768 -3.669 

135.598 -0.903 

135.324 -0.061 

136.200 -0.603 

137. 679 -0. 600 

134.990 -1.796 

135.442 -0.350 

134. 284 -0. 143 

135.578 0.967 

135.679 -1.369 

136. 518 0. 192 

138. 086 -2. 827 

138.377 -4.128 

137. 565 -4. 341 

137.724 -3.612 

139.871 -4.249 

140. 326 -5. 692 

141.391 -5.940 

139. 619 -6. 574 

138.479 -2.022 

138.104 -4.887 

140.433 -3.763 

140. 078 -3. 763 



-6.727 1.00 0.00 
-6.476 1.00 0.00 
-7.484 1.00 0.00 
-0.232 1.00 0.00 
1.206 1.00 0.00 
1.721 1.00 0.00 
1.167 1.00 0.00 
1.328 1.00 0.00 
0.130 1.00 0.00 
-0.964 1.00 0.00 
1.779 1.00 0.00 
1.332 1.00 0.00 
2.242 1.00 0.00 
-0. 145 1. 00 0. 00 
0.338 1.00 0.00 
-1.520 1.00 0.00 
-1.622 1.00 0.00 
2.785 1.00 0.00 
3.376 1.00 0.00 
4.650 1.00 0.00 
5.629 1.00 0.00 
3. 684 1. 00 0. 00 
3.778 1.00 0.00 
4.383 1.00 0.00 
' 3.247 1.00 0.00 
3.183 1.00 0.00 
2.658 1.00 0.00 
2.900 1.00 0.00 
4.626 1.00 0.00 
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ATOM 1324 
ATOM 1325 
ATOM 1326 
ATOM 1327 
ATOM 1328 
ATOM 1329 
ATOM 1330 
ATOM 1331 
ATOM 1332 
ATOM 1333 
ATOM 1334 
ATOM 1335 
ATOM 1336 
ATOM 1337 
ATOM 1338 
ATOM 1339 
ATOM 1340 
ATOM 1341 
ATOM 1342 
ATOM 1343 
ATOM 1344 
ATOM 1345 
ATOM 1346 
ATOM 1347 
ATOM 1348 
ATOM 1349 
ATOM 1350 
ATOM 1351 
ATOM 1352 



N 


SER A 


91 


CA 


SER A 


91 


C 


SER A 


91 


0 


SER A 


91 


CB 


SER A 


91 


OG 


SER A 


91 


H 


SER A 


91 


HA 


SER A 


91 


1HB 


SER A 


91 


2HB 


SER A 


91 


HG 


SER A 


91 


N 


ARG A 


92 


CA 


ARG A 


92 


C 


ARG A 


92 


0 


ARG A 


92 


CB 


ARG A 


92 


CG 


ARG A 


92 


CD 


ARG A 


92 


NE 


ARG A 


92 


CZ 


ARG A 


92 


NH1 


ARG A 


92 


NH2 


ARG A 


92 


H 


ARG A 


92 


HA 


ARG A 


92 


1HB 


ARG A 


92 


2HB 


ARG A 


92 


1HG 


ARG A 


92 


2HG 


ARG A 


92 


1HD 


ARG A 


92 



136.693 -5.344 

135.856 -5.653 

136.446 -6.804 

135.716 -7.595 

134.438 -6.007 

133.484 -5.649 

136.611 -5.890 

135. 816 -4. 774 

134.211 -5.476 
134.375 -7.071 
133.237 -4.729 
137.772 -6.891 
138.461 -7.945 
138.240 -7.794 
138.202 -8.781 
139. 957 -7. 921 
140.331 -8.699 
141.095 -9.970 

140.212 -11.130 
140.636 -12.390 
141.927 -12.656 
139.767 -13.388 
138.301 -6.231 
138. 051 -8. 893 
140.268 -6.895 
140.495 -8.343 
139.428 -8.964 
140.949 -8.075 
141.829 -10.149 



4.629 1.00 0.00 
5.782 1.00 0.00 
6.591 1.00 0.00 
7.188 1.00 0.00 
5.329 1.00 0.00 
6.314 1.00 0.00 
3.819 1.00 0.00 
6.407 1.00 0.00 
4.417 1.00 0.00 
5.152 1.00 0.00 
6.201 1.00 0.00 
6.606 1.00 0.00 

7.342 1.00 0.00 
8.843 1.00 0.00 
9.578 1.00 0.00 
7.029 1.00 0.00 
5.777 1.00 0.00 
6.115 1.00 0.00 
6.208 1.00 0.00 
6.142 1.00 0.00 
5.982 1.00 0.00 
6.238 1.00 0.00 
6.111 1.00 0.00 
7.024 1.00 0.00 
6.895 1.00 0.00 
7.864 1.00 0.00 
5.248 1.00 0.00 
5.148 1.00 0.00 

5.343 1.00 0.00 
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ATOM 1353 
ATOM 1354 
ATOM 1355 
ATOM 1356 
ATOM 1357 
ATOM 1358 
ATOM 1359 
ATOM 1360 
ATOM 1361 
ATOM 1362 
ATOM 1363 
ATOM 1364 
ATOM 1365 
ATOM 1366 
ATOM 1367 
ATOM 1368 
ATOM 1369 
ATOM 1370 
ATOM 1371 
ATOM 1372 
ATOM 1373 
ATOM 1374 
ATOM 1375 
ATOM 1376 
ATOM 1377 
ATOM 1378 
ATOM 1379 
ATOM 1380 
ATOM 1381 



2HD 


ARG A 


92 


HE 


ARG A 


r\ o 

92 


1HH1 ARG A 


92 


2HH1 


ARG A 


92 


1HH2 ARG A 


92 


2HH2 ARG A 


oo 

92 


N 

li 


PHE A 

X 1JLXV XX 


93 


CA 


PHE A 

1 i.XL/ XX 


93 


c 


PHE A 

X. 1 LLu XX 


93 


o 


PHE A 

1 1XL/ XX 


93 


CR 


PHE A 

1 1 XX 


93 


CG 


PHE A 

X ILL/ XX 


93 


GDI 


PHE A 

X 1 XL/ XX 


93 




PHE A 

X XXL/ XX 


93 


CE1 

V/L/ X, 


PHE A 

X A XL/ XX 


93 


CE2 


PHE A 

X 1XL/ XX 


93 


cz 


PHE A 

X I XL/ XX 


93 




PHE A 

X ILL/ XX 


93 


HA 


PHE A 

1 AIL/ XX 


93 


1HB 


PHE A 


93 


2HB 


PHE A 


93 


HD1 


PHE A 


oo 

93 


HD2 


PHE A 


93 


HE1 


PHE A 


93 


HE2 


PHE A 


93 


HZ 


PHE A 


93 


N 


ALA A 


94 


CA 


ALA A 


94 


C 


ALA A 


94 



141.596 -9.832 
139.254 -10.962 
142.588 -11.910 
142.238 -13.606 
138. 794 -13. 193 
140.085 -14.335 
138.095 -6.552 
137.878 -6.270 
136.754 -5.258 
136.768 -4.466 
139.165 -5.746 
140.198 -6.812 
140.387 -7.349 
140.980 -7.275 
141.338 -8.329 
141.932 -8.255 
142.111 -8.783 
138.135 -5.807 

137.598 -7.195 

139.599 -4.997 
138.927 -5.299 
139.783 -6.996 
140.841 -6.863 
141.476 -8.739 
142.535 -8.607 
142.854 -9.548 
135.781 -5.288 
134.648 -4.371 
133.700 -4.751 



7.062 1.00 0.00 
6.327 1.00 0.00 
5.910 1.00 0.00 
5.934 1.00 0.00 
6.359 1.00 0.00 
6.188 1.00 0.00 
9.292 1.00 0.00 
10.707 1.00 0.00 
10.894 1.00 0.00 
11.837 1.00 0.00 
11.347 1.00 0.00 
11.578 1.00 0.00 
12.840 1.00 0.00 
10.532 1.00 0.00 
13.057 1.00 0.00 
10.741 1.00 0.00 
12.005 1.00 0.00 
8.657 1.00 0.00 
11.189 1.00 0.00 
10.703 1.00 0.00 
12.301 1.00 0.00 
13.663 1.00 0.00 
9.543 1.00 0.00 
14.046 1.00 0.00 
9.918 1.00 0.00 
12.171 1.00 0.00 
9.989 1.00 0.00 
10.055 1.00 0.00 
11.186 1.00 0.00 
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ATOM 1382 0 ALA A 94 133.394 -5.927 11.385 1.00 0.00 

ATOM 1383 CB ALA A 94 133.907 -4.352 8.726 1.00 0.00 

ATOM 1384 H ALA A 94 135.825 -5.940 9.260 1.00 0.00 

ATOM 1385 HA ALA A 94 135.033 -3.379 10.239 1.00 0.00 

ATOM 1386 1HB ALA A 94 133.156 -3.578 8.744 1.00 0.00 

ATOM 1387 2HB ALA A 94 133.435 -5.310 8.564 1.00 0.00 

ATOM 1388 3HB ALA A 94 134.607 -4.157 7.927 1.00 0.00 

ATOM 1389 N SERA 95 133.237 -3.748 11.925 1.00 0.00 

ATOM 1390 CA SERA 95 132.321 -3.978 13.038 1.00 0.00 

ATOM 1391 C SERA 95 130.877 -4.031 .12.551 1.00 0.00 

ATOM 1392 0 SERA 95 130.505 -3.343 11.600 1.00 0.00 

ATOM 1393 CB SERA 95 132.478 -2.878 14.088 1.00 0.00 

ATOM 1394 OG SERA 95 133.833 -2.484 14.216 1.00 0.00 

ATOM 1395 H SERA 95 133.515 -2.833 11.717 1.00 0.00 

ATOM 1396 HA SERA 95 132.573 -4.928 13.483 1.00 0.00 

ATOM 1397 1HB SERA 95 131.892 -2.019 13.797 1.00 0.00 

ATOM 1398 2HB SERA 95 132.129 -3.244 15.043 1.00 0.00 

ATOM 1399 HG SERA 95 134.359 -3.233 14.506 1.00 0.00 

ATOM 1400 N LEU A 96 130.066 -4.852 13.209 1.00 0.00 

ATOM 1401 CA LEU A 96 128.660 -4.995 12.845 1.00 0.00 

ATOM 1402 C LEU A 96 127.765 -4.247 13.824 1.00 0.00 

ATOM 1403 0 LEU A 96 127.065 -3.306 13.4511.00 0.00 

ATOM 1404 CB LEU A 96 128.270 -6.474 12.803 1.00 0.00 

ATOM 1405 CG LEU A 96 126.904 -6.765 12.1811.00 0.00 

ATOM 1406 CD1 LEU A 96 127.029 -6.940 10.676 1.00 0.00 

ATOM 1407 CD2 LEU A 96 126.283 -8.001 12.814 1.00 0.00 

ATOM 1408 H LEU A 96 130.420 -5.375 13.959 1.00 0.00 

ATOM 1409 HA LEU A 96 128.529 -4.570 11.865 1.00 0.00 

ATOM 1410 1HB LEU A 96 129.021 -7.007 12.238 1.00 0.00 
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ATOM 


i i f i 

1411 


2HB 


T T^T T 

LEU 


A 


96 


128. 267 


-6. 852 


13. 814 


1.00 


0.00 


ATOM 


1412 


HG 


LEU 


A 

A 


96 


126. 245 


-5. 928 


12. 365 


1.00 


0.00 


ATOM 


1413 


1HD1 


LEU 


A 

A 


96 


127. 596 


-7. 834 


10. 463 


1.00 


0.00 


A mAl t 

ATOM 


1414 


2HD1 


LEU 


A 


96 


127. 536 


-6. 085 


10. 254 


1.00 


0.00 


ATOM 


1415 


3HD1 


LEU 


A 


96 


126. 045 


-7. 026 


10. 239 


1.00 


0.00 


ATOM 


1416 


1HD2 


LEU 


A 


96 


126.517 


-8. 868 


12.214 


1.00 


0.00 


ATOM 


1417 


2HD2 


LEU 


A 


96 


125.211 


-7. 879 


12. 867 


1.00 


0.00 


ATOM 


1418 


3HD2 


LEU 


A 


96 


126.681 


-8. 133 


13. 809 


1.00 


0.00 


ATOM 


1419 


N 


GLN 


A 


97 


127. 795 


-4. 677 


15. 078 


1.00 


0.00 


ATOM 


1420 


CA 


GLN 


A 


97 


126. 988 


-4. 054 


16. 120 


1.00 


0. 00 


ATOM 


1421 


C 


GLN 


A 


97 


125. 500 


-4. 158 


15. 795 


1.00 


0.00 


ATOM 


1422 


0 


GLN 


A 


97 


124. 887 


-3. 195 


15. 336 


1.00 


0.00 


ATOM 


1423 


CB 


GLN 


A 


97 


127. 383 


-2. 585 


16. 292 


1.00 


0.00 


ATOM 


1424 


CG 


GLN 


A 


97 


128. 660 


-2. 387 


17. 092 


1.00 


0.00 


ATOM 


1425 


CD 


GLN 


A 


97 


128.551 


-2. 923 


18. 506 


1.00 


0.00 


ATOM 


1426 


0E1 


GLN. 


A 


97 


127. 475 


-3. 328 


18. 947 


1.00 


0.00 


ATOM 


1427 


NE2 


GLN 


A 


97 


129.668 


-2. 927 


19. 224 


1.00 


0.00 


ATOM 


1428 


H 


GLN 


A 


97 


128. 375 


-5.431 


15. 307 


1.00 


0.00 


ATOM 


1429 


HA 


GLN 


A 


97 


127. 180 


-4. 578 


17. 045 


1.00 


0. 00 


ATOM 


1430 


1HB 


GLN 


A 


97 


127. 523 


-2. 147 


15.316 


1.00 


0.00 


ATOM 


1431 


2HB 


GLN 


A 


97 


126. 583 


-2. 066 


16. 799 


1.00 


0.00 


a nwi M 

ATOM 


1432 


1HG 


GLN 


A 


97 


129.467 


-2. 901 


16. 591 


1.00 


0. 00 


ATOM 


1433 


2HG 


GLN 


A 


97 


128. 881 


-1.331 


17. 137 


1.00 


0.00 


A fIV\l f 

ATOM 


1434 


1HE2 


GLN 


A 


97 


130. 488 


-2. 589 


18. 808 


1.00 


0.00 


ATOM 


1435 


2HE2 


GLN 


A 


97 


129.626 


-3. 268 


20. 142 


1.00 


0. 00 


ATOM 


1436 


N 


PRO 


A 


98 


124.898 


-5. 338 


16. 027 


1.00 


0.00 


ATOM 


1437 


CA 


PRO 


A 


98 


123.475 


-5. 564 


15. 756 


1.00 


0.00 


ATOM 


1438 


C 


PRO 


A 


98 


122. 587 


-4.511 


16. 408 


1.00 


0.00 


ATOM 


1439 


0 


PRO 


A 


98 


122.406 


-4. 502 


17. 625 


1.00 


0.00 



tHliE# 2003-3083148 



#M 2 0 0 2 



-236129 



I 617/ 



ATOM 1440 
ATOM 1441 
ATOM 1442 
ATOM 1443 
ATOM 1444 
ATOM 1445 
ATOM 1446 
ATOM 1447 
ATOM 1448 
ATOM 1449 
ATOM 1450 
ATOM 1451 
ATOM 1452 
ATOM 1453 
ATOM 1454 
ATOM 1455 
ATOM 1456 
ATOM 1457 
ATOM 1458 
ATOM 1459 
ATOM 1460 
ATOM 1461 
ATOM 1462 
ATOM 1463 
ATOM 1464 
ATOM 1465 
ATOM 1466 
ATOM 1467 
ATOM 1468 



CB 


PRO A 98 


CG 


PRO A 98 


CD 


PRO A 98 


HA 


PRO A 98 


1HB 


PRO A 98 


2HB 


PRO A 98 


1HG 


PRO A 98 


2HG 


PRO A 98 


1HD 


PRO A 98 


2HD 


PRO A 98 


N 


SER A 99 


CA 


SER A 99 


C 


SER A 99 


0 


SER A 99 


CB 


SER A 99 


OG 


SER A 99 


H 


SER A 99 


HA 


SER A 99 


1HB 


SER A 99 


2HB 


SER A 99 


HG 


SER A 99 


N 


GLY A 100 


CA 


GLY A 100 


C 


GLY A 100 


0 


GLY A 100 


H 


GLY A 100 


1HA 


GLY A 100 


2HA 


GLY A 100 


N 


PRO A 101 



123. 209 -6. 941 

124. 533 -7. 622 

125. 556 -6. 540 

123.275 -5.595 

122.830 -6.823 

122.489 -7.474 

124.581 -8.344 

124.692 -8.107 

125.767 -6.421 

126.462 -6.764 

122.033 -3.622 

121.163 -2.563 

120.011 -2.306 

118.848 -2.269 

121.962 -1.275 

122.453 -1.192 

122.215 -3.680 

120.757 -2.884 

122.799 -1.257 

121.325 -0.423 
123.072 -0.463 
120.343 -2.127 

119.326 -1.877 
119.250 -0.413 
120. 253 0. 297 
121.287 -2.168 
119.548 -2.464 
118.367 -2.182 
118.061 0.071 



16.370 1.00 0.00 
16.362 1.00 0.00 
16.573 1.00 0.00 
14.695 1.00 0.00 
17.374 1.00 0.00 
15.767 1.00 0.00 
17.163 1.00 0.00 
15.410 1.00 0.00 
17.625 1.00 0.00 
16.028 1.00 0.00 
15.588 1.00 0.00 
16.086 1.00 0.00 
15.120 1.00 0.00 
15.521 1.00 0.00 
16.299 1.00 0.00 
17.625 1.00 0.00 
14.627 1.00 0.00 
17.034 1.00 0.00 
15.617 1.00 0.00 
16.110 1.00 0.00 
17.693 1.00 0.00 
13.845 1.00 0.00 
12.843 1.00 0.00 
12.447 1.00 0.00 
12.497 1.00 0.00 
13.584 1.00 0.00 
11.965 1.00 0.00 
13.234 1.00 0.00 
12.047 1.00 0.00 
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ATOM 1469 
ATOM 1470 
ATOM 1471 
ATOM 1472 
ATOM 1473 
ATOM 1474 
ATOM 1475 
ATOM 1476 
ATOM 1477 
ATOM 1478 
ATOM 1479 
ATOM 1480 
ATOM 1481 
ATOM 1482 
ATOM 1483 
ATOM 1484 
ATOM 1485 
ATOM 1486 
ATOM 1487 
ATOM 1488 
ATOM 1489 
ATOM 1490 
ATOM 1491 
ATOM 1492 
ATOM 1493 
ATOM 1494 
ATOM 1495 
ATOM 1496 
ATOM 1497 



CA 


PRO A 


101 


c 


PRO A 


101 


0 


PRO A 


101 


CB 


PRO A 


101 


CG 


PRO A 


101 


CD 


TYT"l/\ A 

PRO A 


101 


TT A 

HA 


PRO A 


101 


i t rn 

1HB 


PRO A 


101 


OTTD 

2HB 


T)T)A A 

PRO A 


101 


1HG 


PRO A 


101 


our* 

2HG 


PRO A 


101 


1 TTT\ 

1HD 


PRO A 


101 


OTTT\ 

2HD 


PRO A 


101 


"NT 

N 


SER A 


102 


CA 


Ann « 

SER A 


102 


c 


SER A 


102 


0 


SER A 


102 


CB 


OT*T» A 

SER A 


102 


OG 


SER A 


102 


TT 

H 


SER A 


102 


TT A 

HA 


OT»n a 

SER A 


102 


1HB 


SER A 


102 


OTTD 

2HB 


OT?T"> A 

SER A 


102 


HG 


OT'D A 

SER A 


T Art 

102 


N 


SER A 


103 


CA 


SER A 


103 


C 


SER A 


103 


0 


SER A 


103 


CB 


SER A 


103 



117.873 1.468 

117.984 2.431 

118.008 2.012 

116.454 1.486 

115.761 0.350 

116.810 -0.705 

118.577 1.756 

115.982 2.430 

116.492 1.347 

115.355 0.675 

114.975 -0.028 

116.621 -1.241 

116.839 -1.386 

118.051 3.723 

118.160 4.747 

116.884 5.579 

116.301 5.744 

119.359 5.655 

120. 529 5. 162 

118.028 3.994 

118.307 4.248 
119.535 5.703 
119.152 6.646 
120.966 5.877 
116.457 6.103 
115.250 6.919 

114.308 6.412 
113. 126 6. 175 
115.612 8.382 



11.642 1.00 0.00 
12.820 1.00 0.00 
13.977 1.00 0.00 
11.070 1.00 0.00 
11.740 1.00 0.00 
11.956 1.00 0.00 
10.876 1.00 0.00 
11.300 1.00 0.00 
10.000 1.00 0.00 
12.686 1.00 0.00 
11.103 1.00 0.00 
12.874 1.00 0.00 
11.119 1.00 0.00 
12.516 1.00 0.00 
13.549 1.00 0.00 
13.625 1.00 0.00 
14.697 1.00 0.00 
13.274 1.00 0.00 
13.906 1.00 0.00 
11.574 1.00 0.00 
14.496 1.00 0.00 
12.209 1.00 0.00 
13.648 1.00 0.00 
14.372 1.00 0.00 
12.480 1.00 0.00 
12.416 1.00 0.00 
11.330 1.00 0.00 
11.581 1.00 0.00 
12.152 1.00 0.00 
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ATOM 


1498 


0G 


SER 


A 


103 


ATOM 


1499 


H 


SER 


A 


103 


ATOM 


1500 


HA 


SER 


A 


103 


ATOM 


1501 


1HB 


SER 


A 


103 


A rrv\» r 

ATOM 


1502 


2HB 


SER 


A 


103 


ATOM 


1503 


HG 


SER 


A 


103 


ATOM 


1504 


N 


GLY 


A 


104 


ATOM 


1505 


CA 


GLY 


A 


104 


ATOM 


1506 


C 


GLY 


A 


104 


ATOM 


1507 


0 


GLY 


A 


104 


ATOM 


1508 


OXT 


GLY 


A 


104 


ATOM 


1509 


H 


GLY 


A 


104 


ATOM 


1510 


IHA 


GLY 


A 


104 


ATOM 


1511 


2HA 


GLY 


A 


104 


TER 


1512 




GLY 


A 


104 



ENDMDL 
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ATOM 1 


N 


GLY 


A 


1 


ATOM 2 


CA 


GLY 


A 


1 


ATOM 3 


C 


GLY 


A 


1 


ATOM 4 


0 


GLY 


A 


1 


ATOM 5 


1H 


GLY 


A 


1 


ATOM 6 


2H 


GLY 


A 


1 


ATOM 7 


3H 


GLY 


A 


1 


ATOM 8 


IHA 


GLY 


A 


1 


ATOM 9 


2HA 


GLY 


A 


1 


ATOM 10 


N 


SER 


A 


2 



114.760 9.256 

116.965 5.936 

114.751 6.848 

116.631 8.559 

115.513 8.589 

114.880 10.154 

114.838 6.248 

114.030 5.770 

114.428 4.377 

113.527 3.529 

115.639 4.137 

115.786 6.453 

112.994 5.756 

114.141 6.450 



12.872 1.00 0.00 
11.659 1.00 0.00 
13.371 1.00 0.00 
12.459 1.00 0.00 
11.096 1.00 0.00 
12.553 1.00 0.00 
10.122 1.00 0.00 
9.015 1.00 0.00 
8.566 1.00 0.00 
8.397 1.00 0.00 
8.382 1.00 0.00 
9.982 1.00 0.00 
9.319 1.00 0.00 
8.183 1.00 0.00 



114.316 12.945 

115.335 13.468 

116.588 12.617 

117.700 13.130 

114.365 13.468 

114.488 11.937 

113.363 13.054 

114.905 13.496 

115.603 14.472 

116.410 11.312 



11.802 1.00 0.00 
10.850 1.00 0.00 
10.816 1.00 0.00 
10.948 1.00 0.00 
12.701 1.00 0.00 
11.991 1.00 0.00 
11.401 1.00 0.00 
9.860 1.00 0.00 
11.144 1.00 0.00 
10.639 1.00 0.00 
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ATOM 36 
ATOM 37 
ATOM 38 
ATOM 39 
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117.536 10.386 

118.226 10.442 

117.567 10.471 

117.064 8.960 

116.474 8.866 

115.500 10.962 

118.243 10.682 

116.334 8.668 

117.910 8.289 

116.087 7.995 

119.554 10.458 

120.332 10.510 

120.013 11.775 

118.997 12.427 

120.053 9.274 

121.235 8.811 

120.022 10.433 

121.378 10.522 

119.660 8.486 

119.328 9.524 

121.720 9.557 

120.889 12.115 

120.684 13.301 

120.052 12.984 

119.110 13.655 

121.683 11.557 

120. 041 13. 983 

121.637 13.778 

120.569 11.960 



10.588 1.00 0.00 
9.227 1.00 0.00 
8.188 1.00 0.00 
10.874 1.00 0.00 
12.159 1.00 0.00 
10.539 1.00 0.00 
11.348 1.00 0.00 
10.134 1.00 0.00 
10.830 1.00 0.00 
12.271 1.00 0.00 
9.243 1.00 0.00 
8.011 1.00 0.00 
7.220 1.00 0.00 
7.457 1.00 0.00 
7.154 1.00 0.00 
6.525 1.00 0.00 
10.103 1.00 0.00 

8.280 1.00 0.00 
7.779 1.00 0.00 
6.392 1.00 0.00 
6.164 1.00 0.00 

6.281 1.00 0.00 
5.469 1.00 0.00 
4.129 1.00 0.00 
3.705 1.00 0.00 
6.137 1.00 0.00 
6.006 1.00 0.00 
5.301 1.00 0.00 
3.460 1.00 0.00 
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ATOM 41 
ATOM 42 
ATOM 43 
ATOM 44 
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ATOM 46 
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ATOM 53 
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ATOM 55 
ATOM 56 
ATOM 57 
ATOM 58 
ATOM 59 
ATOM 60 
ATOM 61 
ATOM 62 
ATOM 63 
ATOM 64 
ATOM 65 
ATOM 66 
ATOM 67 
ATOM 68 
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120.050 11.555 

120.184 12.684 

119.259 13.471 

118. 584 11. 134 

118.066 10.720 

121.319 11.463 

120. 630 10. 710 

118. 503 10. 314 

118.001 11.970 

118.141 9.766 

121.344 12.757 

121.600 13.791 

122.490 13.259 

122. 136 13. 333 

122.256 15.008 

123.481 14.656 

122. 043 12. 101 

120.651 14.088 

122.451 15.757 

121.592 15.414 

123.749 15.356 

123.647 12.724 

124. 570 12. 187 

124.390 10.697 

124.507 9.911 

123.876 12.693 

124.412 12.695 

125.580 12.374 

124.104 10.307 



2. 158 1. 00 0. 00 
1.144 1.00 0.00 
0. 949 1. 00 0. 00 
2.280 1.00 0.00 
1.027 1.00 0.00 
3.849 1.00 0.00 
1.819 1.00 0.00 
2.977 1.00 0.00 
2.639 1.00 0.00 
0.950 1.00 0.00 
0.497 1.00 0.00 
-0.499 1.00 0.00 
-1.618 1.00 0.00 
-2.794 1.00 0.00 
0.156 1.00 0.00 
0.775 1.00 0.00 
0.695 1.00 0.00 
-0.920 1.00 0.00 
-0.597 1.00 0.00 
0.903 1.00 0.00 
1.375 1.00 0.00 
-1.242 1.00 0.00 
-2.226 1.00 0.00 
-2.437 1.00 0.00 
-1.497 1.00 0.00 
-0.291 1.00 0.00 
-3.166 1.00 0.00 
-1.894 1.00 0.00 
-3.675 1.00 0.00 
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ATOM 70 
ATOM 71 
ATOM 72 
ATOM 73 
ATOM 74 
ATOM 75 
ATOM 76 
ATOM 77 
ATOM 78 
ATOM 79 
ATOM 80 
ATOM 81 
ATOM 82 
ATOM 83 
ATOM 84 
ATOM 85 
ATOM 86 
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ATOM 89 
ATOM 90 
ATOM 91 
ATOM 92 
ATOM 93 
ATOM 94 
ATOM 95 
ATOM 96 
ATOM 97 
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123.908 8.901 

125. 039 8. 389 

124.817 7.581 

122.563 8.706 

121.376 9.401 

120.361 9.844 

120.727 8.480 

124.024 10.981 

123. 906 8. 339 

122. 652 9. 080 

122.354 7.647 

121.727 10.282 

120.435 9.206 

120. 560 10. 866 

119.366 9.773 

120. 372 9. 063 

121.452 7.758 

119. 895 7. 964 

126. 252 8. 865 

127.418 8.456 

128. 707 8. 716 

129. 394 9. 710 

127.446 9.182 

126.364 9.507 

127.334 7.396 

128.471 9.348 

126.940 10.132 

126. 947 8. 582 

129.030 7.815 



-4.008 1.00 0.00 
-4.894 1.00 0.00 
-5.796 1.00 0.00 
-4.712 1.00 0.00 
-4.044 1.00 0.00 
-5.086 1.00 0.00 
-3.022 1.00 0.00 
-4.382 1.00 0.00 
-3.086 1.00 0.00 
-5.721 1.00 0.00 
-4.755 1.00 0.00 
-3.526 1.00 0.00 
-5.954 1.00 0.00 
-5.372 1.00 0.00 
-4.672 1.00 0.00 
-2.185 1.00 0.00 
-2.676 1.00 0.00 
-3.479 1.00 0.00 
-4.630 1.00 0.00 
-5.403 1.00 0.00 
-4.631 1.00 0.00 
-4.866 1.00 0.00 
-6.740 1.00 0.00 
-3.899 1.00 0.00 
-5.598 1.00 0.00 
-7.038 1.00 0.00 
-6.644 1.00 0.00 
-7.486 1.00 0.00 
-3.707 1.00 0.00 
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-2.899 1.00 0.00 
-2.106 1.00 0.00 
-2.449 1.00 0.00 
-3.790 1.00 0.00 
-4.829 1.00 0.00 
-6.458 1.00 0.00 
-7.491 1.00 0.00 
-3.566 1.00 0.00 
-2.207 1.00 0.00 
-4.305 1.00 0.00 
-3.166 1.00 0.00 
-4.907 1.00 0.00 
-4. 504 1. 00 0. 00 
-7. 762 1. 00 0. 00 
-8.385 1.00 0.00 
-6.948 1.00 0.00 
-1.030 1.00 0.00 
-0.189 1.00 0.00 

0.403 1.00 0.00 

0.349 1.00 0.00 

0.923 1.00 0.00 

0.393 1.00 0.00 
-0.552 1.00 0.00 
-0. 742 1. 00 0. 00 

1.817 1.00 0.00 

1.127 1.00 0.00 

1.205 1.00 0.00 
-0.132 1.00 0.00 
-0.030 1.00 0.00 
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128.004 7.781 

131.421 9.964 

132.731 10.252 

133. 680 10. 909 

134.645 11.568 

133. 259 8. 873 

132.046 8.020 

131.069 8.536 

132. 641 10. 878 

133.925 8.500 

133. 788 8. 949 

132. 296 6. 989 

131.635 8.112 

131.204 8.030 

130.058 8.413 

133. 399 10. 723 

134.237 11.303 
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135. 166 10. 506 
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133.634 11.955 
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-1.371 1.00 0.00 
0.975 1.00 0.00 
1.568 1.00 0.00 
0.572 1.00 0.00 
0.959 1.00 0.00 
1.974 1.00 0.00 
2.103 1.00 0.00 
1.086 1.00 0.00 
2.443 1.00 0.00 
1.210 1.00 0.00 
2.912 1.00 0.00 
1.894 1.00 0.00 
3.098 1.00 0.00 
0.141 1.00 0.00 
1.440 1.00 0.00 
-0.715 1.00 0.00 
-1.749 1.00 0.00 
-2.634 1.00 0.00 
-3.802 1.00 0.00 
-0.965 1.00 0.00 
-2.362 1.00 0.00 
-1.281 1.00 0.00 
-2.076 1.00 0.00 
-2.821 1.00 0.00 
-2.940 1.00 0.00 
-4.033 1.00 0.00 
-2.142 1.00 0.00 
-2.429 1.00 0.00 
-3.586 1.00 0.00 



ffilE# 2003-3083148 



&IB 2002-236129 



^-v: 625/ 



ATOM 156 
ATOM 157 
ATOM 158 
ATOM 159 
ATOM 160 
ATOM 161 
ATOM 162 
ATOM 163 
ATOM 164 
ATOM 165 
ATOM 166 
ATOM 167 
ATOM 168 
ATOM 169 
ATOM 170 
ATOM 171 
ATOM 172 
ATOM 173 
ATOM 174 
ATOM 175 
ATOM 176 
ATOM 177 
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ATOM 182 
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138. 789 8. 947 

134.839 8.921 
135. 933 8. 328 

136.840 7.483 
137. 254 6. 528 
138.476 8.690 
139.542 9.554 
134.190 6.364 
133. 254 5. 248 
132.700 5.032 
131.490 5.082 
133. 937 3. 971 
133.013 2.899 
134.422 6.812 
132.436 5.487 
134.358 4.145 
134. 723 3. 698 
133.116 2.455 
133.596 4.791 
133. 197 4. 567 
134.022 5.432 
133.481 6.066 
133.358 3.091 
132.209 2.238 
131.498 1.433 
131.644 2.066 
130.548 0.802 
130.615 1.169 
134.547 4.763 



-1.375 1.00 0.00 
-1.140 1.00 0.00 
-3.812 1.00 0.00 
-1.073 1.00 0.00 
-2.494 1.00 0.00 
-0.482 1.00 0.00 
-1.532 1.00 0.00 
-1.805 1.00 0.00 
-1.782 1.00 0.00 
-0.376 1.00 0.00 
-0.160 1.00 0.00 
-2.275 1.00 0.00 
-2.362 1.00 0.00 
-0.966 1.00 0.00 
-2.445 1.00 0.00 
-3.254 1.00 0.00 
-1.588 1.00 0.00 
-3.207 1.00 0.00 
0.576 1.00 0.00 
1.960 1.00 0.00 
2.909 1.00 0.00 
3.815 1.00 0.00 
2.327 1.00 0.00 
1.892 1.00 0.00 
2.757 1.00 0.00 
0.673 1.00 0.00 
2.089 1.00 0.00 
0.824 1.00 0.00 
0.342 1.00 0.00 
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132. 158 4. 842 

134. 253 2. 706 

133.452 3.002 

131.666 1.337 

131.948 2.544 

129.836 0.106 

129.972 0.918 

135. 334 5. 452 

136.211 6.241 

137. 638 5. 732 

138.205 5.426 

135. 708 4. 926 

136. 202 7. 263 

135.839 6.211 

138.222 5.640 

139. 592 5. 164 

140. 589 6. 244 

140. 918 7. 129 

139.853 4.729 

138. 917 3. 640 

139.110 3.449 

139. 152 2. 333 

137. 719 5. 899 

139. 719 4. 312 

139. 759 5. 596 

140. 867 4. 364 

137. 894 3. 943 

139. 533 4. 346 

138. 156 3. 245 



2.055 1.00 0.00 
1.861 1.00 0.00 
3.400 1.00 0.00 
3.718 1.00 0.00 

-0.247 1.00 0.00 
2.509 1.00 0.00 
0.128 1.00 0.00 
2.696 1.00 0.00 
3.540 1.00 0.00 
3.528 1.00 0.00 
4.577 1.00 0.00 
1.958 1.00 0.00 
3.194 1.00 0.00 
4.553 1.00 0.00 
2.337 1.00 0.00 
2.192 1.00 0.00 
2.598 1.00 0.00 
1.808 1.00 0.00 
0.748 1.00 0,00 
0.221 1.00 0.00 

-1.275 1.00 0.00 
0.963 1.00 0.00 
1.537 1.00 0.00 
2.843 1.00 0.00 
0.111 1.00 0.00 
0.682 1.00 0.00 
0.389 1.00 0.00 

-1.702 1.00 0.00 

-1.738 1.00 0.00 
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ATOM 214 
ATOM 215 
ATOM 216 
ATOM 217 
ATOM 218 
ATOM 219 
ATOM 220 
ATOM 221 
ATOM 222 
ATOM 223 
ATOM 224 
ATOM 225 
ATOM -226 
ATOM 227 
ATOM 228 
ATOM 229 
ATOM 230 
ATOM 231 
ATOM 232 
ATOM 233 
ATOM 234 
ATOM 235 
ATOM 236 
ATOM 237 
ATOM 238 
ATOM 239 
ATOM 240 
ATOM 241 
ATOM 242 
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139.780 2.619 

139. 819 1. 708 

138.209 1.823 

139.593 2.540 

141.068 6.165 

142.029 7.136 

143.037 6.466 

142.923 5.278 

141.303 8.260 

140.301 7.762 

140.305 8.594 

140. 932 8. 163 

139.680 9.675 

140.769 5.436 

142. 557 7. 556 

142.034 8.870 

140. 776 8. 869 

139. 313 7. 798 

140. 544 6. 741 

144.023 7.236 

145.050 6.716 

144.436 6.165 

143.738 6.876 

146.080 7.803 

147.238 7.202 

146.580 8.506 

144. 060 8. 176 

145.567 5.918 

145.593 8.535 



-1.448 1.00 0.00 
0.388 1.00 0.00 
1.100 1.00 0.00 
1.926 1.00 0.00 
3.835 1.00 0.00 
4.347 1.00 0.00 
5.275 1.00 0.00 
5.577 1.00 0.00 
5.089 1.00 0.00 
6.117 1.00 0.00 
7.385 1.00 0.00 
8.375 1.00 0.00 
7.387 1.00 0.00 
4.418 1.00 0.00 
3.504 1.00 0.00 
5.597 1.00 0.00 
4.369 1.00 0.00 
5.684 1.00 0.00 
6.373 1.00 0.00 
5. 725 1. 00 0. 00 
6.619 1.00 0.00 
7.900 1.00 0.00 
8.623 1.00 0.00 
6.983 1.00 0.00 
7.764 1.00 0.00 
5.730 1.00 0.00 
5.449 1.00 0.00 
6.106 1.00 0.00 
7.611 1.00 0.00 
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ATOM 244 
ATOM 245 
ATOM 246 
ATOM 247 
ATOM 248 
ATOM 249 
ATOM 250 
ATOM 251 
ATOM 252 
ATOM 253 
ATOM 254 
ATOM 255 
ATOM 256 
ATOM 257 
ATOM 258 
ATOM 259 
ATOM 260 
ATOM 261 
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ATOM 264 
ATOM 265 
ATOM 266 
ATOM 267 
ATOM 268 
ATOM 269 
ATOM 270 
ATOM 271 
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147.403 6.185 

147.005 7.210 

148.132 7.784 

146.840 7.770 

147. 451 9. 097 

145. 804 9. 151 

144.699 4.891 

144. 164 4. 265 

143.115 3.216 

142.936 2.260 

145. 261 4. 373 

144. 973 3. 798 

143.719 5.026 

142.420 3.395 

141.382 2.457 

141.973 1.329 

143.052 1.470 

140. 295 3. 184 

139.823 4.320 

142. 608 4. 177 

140.944 2.034 

140. 698 3. 506 

139.467 2.512 

139. 523 4. 982 

141.257 0.211 

141.709 -0.941 

141.254 -0.838 

140.219 -0.239 

141.184 -2.235 



7.440 1.00 0.00 
8.819 1.00 0.00 
7.589 1.00 0.00 
4.984 1.00 0.00 
5.972 1.00 0.00 
5.346 1.00 0.00 
8.176 1.00 0.00 
9.371 1.00 0.00 
9.056 1.00 0.00 
9.811 1.00 0.00 
7.564 1.00 0.00 
9.913 1.00 0.00 
9.995 1.00 0.00 
7.938 1.00 0.00 
7.523 1.00 0.00 
6.683 1.00 0.00 
6.109 1.00 0.00 
6.731 1.00 0.00 
7.435 1.00 0.00 
7.377 1.00 0.00 
8.414 1.00 0.00 
5.783 1.00 0.00 
6.560 1.00 0.00 
6.809 1.00 0.00 
6.615 1.00 0.00 
5.845 1.00 0.00 
4.392 1.00 0.00 
4.097 1.00 0.00 
6.466 1.00 0.00 
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ATOM 273 
ATOM 274 
ATOM 275 
ATOM 276 
ATOM 277 
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ATOM 281 
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ATOM 286 
ATOM 287 
ATOM 288 
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ATOM 299 
ATOM 300 
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141.434 -2.381 

140.439 -3.352 

142.860 -2.841 

140.404 0.160 

142.789 -0.952 

140.119 -2.286 

141.653 -3.068 

141.299 -1.420 

139.559 -3.411 

140. 160 -3. 006 

140. 891 -4. 330 

143.222 -3.393 

142.881 -3.476 

143.491 -1.979 

142.031 -1.428 

141.706 -1.404 

142.159 -2.687 

142.913 -3.476 

142. 341 -0. 192 

142.842 -1.891 

140.634 -1.316 

143.242 0.079 

141.648 0.635 

142.587 -0.432 

141.693 -2.889 

142.049 -4.075 

142.445 -3.702 

141.940 -2.729 

140. 880 -5. 062 



7.968 1.00 0.00 
8.583 1.00 0.00 
8.227 1.00 0.00 
7.094 1.00 0.00 
5.869 1.00 0.00 
6.292 1.00 0.00 
5.964 1.00 0.00 
8.443 1.00 0.00 
7.959 1.00 0.00 
9.568 1.00 0.00 
8.660 1.00 0.00 
7.372 1.00 0.00 
9.100 1.00 0.00 
8.394 1.00 0.00 
3.490 1.00 0.00 
2.069 1.00 0.00 
1.380 1.00 0.00 
1.950 1.00 0.00 
1.404 1.00 0.00 
3.787 1.00 0.00 
1.975 1.00 0.00 
1.935 1.00 0.00 
1.424 1.00 0.00 
0.380 1.00 0.00 
0.152 1.00 0.00 
-0.616 1.00 0.00 
-2.042 1.00 0.00 
-2.600 1.00 0.00 
-0.640 1.00 0.00 
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25 141.279 -6.470 

25 140.213 -7.159 

25 139.017 -7.009 

25 140.572 -7.849 

25 141.095 -2.223 

25 142.894 -4.543 

25 140.443 -5.109 

25 140.136 -4.703 

25 142.186 -6.417 

25 141.457 -7.054 

26 143.350 -4.483 
26 143.813 -4.233 
26 143.423 -5.375 
26 143.204 -6.502 
26 145.341 -4.044 
26 145.778 -3.585 
26 145.791 -3.057 
26 143.716 -5.244 
26 143.347 -3.321 
26 145.807 -4.997 
26 145.945 -4.447 
26 146.694 -3.018 
26 145.009 -2.965 
26 145.624 -3.482 
26 145.227 -2.141 

26 146.843 -2.847 

27 143.338 -5.075 
27 142.973 -6.078 
27 144.218 -6.678 



-1.053 1.00 0.00 
-1.880 1.00 0.00 
-1.552 1.00 0.00 
-2.857 1.00 0.00 
-0.247 1.00 0.00 
-0.131 1.00 0.00 
0.346 1.00 0.00 
-1.337 1.00 0.00 
-1.635 1.00 0.00 
-0.162 1.00 0.00 
-2.623 1.00 0.00 
-3.984 1.00 0.00 
-4.915 1.00 0.00 
-4.472 1.00 0.00 
-4.032 1.00 0.00 
-5.414 1.00 0.00 
-2.966 1.00 0.00 
-2.127 1.00 0.00 
-4.332 1.00 0.00 
-3.830 1.00 0.00 
-6.044 1.00 0.00 
-5.331 1.00 0.00 
-5.849 1.00 0.00 
-1.988 1.00 0.00 
-3.062 1.00 0.00 
-3.092 1.00 0.00 
-6.206 1.00 0.00 
-7.201 1.00 0.00 
-7.851 1.00 0.00 
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02-236129 

425 -6.549 -9.057 1.00 0.00 

069 -5.461 -8.270 1.00 0.00 

112 -6.456 -8.904 1.00 0.00 

187 -5.780 -9.903 1.00 0.00 
844 -6.486 -9.986 1.00 0.00 
778 -7.421 -11.143 1.00 0.00 
523 -4.159 -6.499 1.00 0.00 
433 -6.864 -6.695 1.00 0.00 
488 -4.670 -7.8211.00 0.00 
688 -5.042 -9.050 1.00 0.00 

683 -7.215 -9.417 1.00 0.00 
516 -6.913 -8.128 1.00 0.00 
026 -4.758 -9.594 1.00 0.00 
652 -5.794 -10.877 1.00 0.00 
688 -7.045 -9.074 1.00 0.00 
066 -5.744 -10.089 1.00 0.00 
310 -7.031 -11.948 1.00 0.00 
790 -7.564 -11.432 1.00 0.00 

188 -8.341 -10.883 1.00 0.00 
043 -7.334 -7.041 1.00 0.00 
266 -7.954 -7.535 1.00 0.00 
086 -9.461 -7.691 1.00 0.00 
982 -9.982 -7.537 1.00 0.00 
431 -7.661 -6.586 1.00 0.00 

684 -7.174 -7.294 1.00 0.00 

788 -6.792 -6.326 1.00 0.00 

789 -5.637 -5.852 1.00 0.00 
652 -7.648 -6.044 1.00 0.00 
823 -7.402 -6.088 1.00 0.00 
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-13.040 


-6.648 


-« /"V ^\ ^X /X XX 

1.00 0.00 


ATOM 


368 


/"VT\ 

CB 


ASN 


A 


29 


148.429 


-12. 092 


-8. 830 


M XX /-\ XX XX /X 

1.00 0.00 


ATOM 


369 


CG 


ASN 


A 


29 


148. 271 


-12. 304 


-10.322 


1.00 0.00 


ATOM 


370 


0D1 


ASN 


A 


29 


148. 150 


-13.436 


-10.791 


1.00 0.00 


ATOM 


371 


ND2 


ASN 


A 


29 


148. 269 


-11.212 


-11.078 


1.00 0.00 


A rrVM f 

ATOM 


372 


TT 

H 


a hit 

ASN 


A 


29 


148. 029 


-9. 682 


-8. 105 


i yv yx /-\ xx xx 

1.00 0.00 


ATOM 


373 


TT A 

HA 


ASN 


A 


29 


146. 304 


-11.833 


-8. 816 


yx yx yx /\ xx 

1.00 0.00 


ATOM 


374 


1HB 


ASN 


A 


29 


A XX XX XX /*\ 

149. 208 


-11.362 


-8. 669 


1.00 0.00 


ATOM 


375 


2HB 


ASN 


A 


29 


*m A XX mm XX x"X 

148. 722 


-13.030 


-8. 380 


1.00 0.00 


ATOM 


376 


1HD2 


A OX 7 

ASN 


A 


29 


-* A /-\ AHA 

148. 370 


-10. 343 


-10.636 


1.00 0.00 


ATOM 


377 


2HD2 


ASN 


A 


29 


148. 169 


-11.319 


-12. 047 


1.00 0.00 


ATOM 


Ann 

378 


N 


PRO 


A 


30 


147. 846 


-12. 079 


-5. 868 


«• XX XX XX XX XX 

1.00 0.00 


A /TV\1JT 

ATOM 


379 


CA 


PRO 


A 


30 


147. 762 


-12.691 


-4. 541 


1.00 0.00 


ATOM 


380 


C 


PRO 


A 


30 


146. 760 


-11.975 


-3. 636 


^ /X /X XX XX yx 

1.00 0.00 


a rn/M i 

ATOM 


381 


0 


PRO 


A 


30 


1 J /"» AAA 

146.982 


-10. 833 


-3. 235 


-< XX XX XX XV #x 

1.00 0.00 


A *TV\1 t 

ATOM 


382 


OT% 

CB 


PRO 


A 


30 


149. 180 


-12. 526 


-3.999 


1.00 0.00 


a/tvyw 

ATOM 


383 


CG 


PRO 


A 


30 


149.681 


-11.277 


-4.640 


1.00 0.00 


ATOM 


384 


CD 


PRO 


A 


30 


149.034 


-11.211 


-6.000 


1.00 0.00 


ATOM 


385 


HA 


PRO 


A 


30 


147. 515 


-13. 740 


-4.601 


1.00 0.00 


ATOM 


386 


1HB 


PRO 


A 


30 


149. 149 


-12.435 


-2.922 


1.00 0.00 


ATOM 


387 


2HB 


PRO 


A 


30 


149. 778 


-13.380 


-4.279 


1.00 0.00 



ffiSE#2 003-3083148 



S&m 2002-236129 



633/ 



ATOM 388 1HG PRO A 30 149.394 -10.421 -4.046 1.00 0.00 

ATOM 389 2HG PRO A 30 150.755 -11.323 -4.738 1.00 0.00 

ATOM 390 1HD PRO A 30 148.744 -10.196 -6.228 1.00 0.00 

ATOM 391 2HD PRO A 30 149.705 -11.590 -6.754 1.00 0.00 

ATOM 392 N PRO A 31 145.636 -12.636 -3.300 1.00 0.00 

ATOM 393 CA PRO A 31 144.604 -12.048 -2.439 1.00 0.00 

ATOM 394 C PRO A 31 145.149 -11.661 -1.068 1.00 0.00 

ATOM 395 0 PRO A 31 145.121 -12.457 -0.130 1.00 0.00 

ATOM 396 CB PROA 31 143.561 -13.163 -2.302 1.00 0.00 

ATOM 397 CG PRO A 31 143.805 -14.066 -3.462 1.00 0.00 

ATOM 398 CD PRO A 31 145.281 -14.000 -3.729 1.00 0.00 

ATOM 399 HA PRO A 31 144.152 -11.181 -2.900 1.00 0.00 

ATOM 400 1HB PRO A 31 143.703 -13.679 -1.364 1.00 0.00 

ATOM 401 2HB PRO A 31 142.569 -12.737 -2.337 1.00 0.00 

ATOM 402 1HG PRO A 31 143.514 -15.075 -3.210 1.00 0.00 

ATOM 403 2HG PROA 31 143.253 -13.718 -4.321 1.00 0.00 

ATOM 404 1HD PROA 31 145.806 -14.740 -3.141 1.00 0.00 

ATOM 405 2HD PRO A 31 145.482 -14.138 -4.780 1.00 0.00 

ATOM 406 N PHE A 32 145.645 -10.432 -0.960 1.00 0.00 

ATOM 407 CA PHE A 32 146.196 -9.939 0.298 1.00 0.00 

ATOM 408 C PHE A 32 145.290 -8.877 0.910 1.00 0.00 

ATOM 409 0 PHE A 32 144.361 -8.391 0.263 1.00 0.00 

ATOM 410 CB PHE A 32 147.596 -9.363 0.074 1.00 0.00 

ATOM 411 CG PHE A 32 147.655 -8.335 -1.019 1.00 0.00 

ATOM 412 CD1 PHE A 32 147.052 -7.098 -0.857 1.00 0.00 

ATOM 413 CD2 PHE A 32 148.313 -8.606 -2.208 1.00 0.00 

ATOM 414 CE1 PHE A 32 147.105 -6.150 -1.8611.00 0.00 

ATOM 415 CE2 PHE A 32 148.368 -7.662 -3.216 1.00 0.00 

ATOM 416 CZ PHE A 32 147.764 -6.432 -3.043 1.00 0.00 



thfl# 2003-3083148 



#gg 2002-236129 



^-v: 634/ 



ATOM 417 


H 


PHE A 


ATOM 418 


HA 


PHE A 


ATOM 419 


IHB 


PHE A 


ATOM 420 


2HB 


PHE A 


ATOM 421 


HD1 


PHE A 


ATOM 422 


HD2 


PHE A 


ATOM 423 


HE1 


PHE A 


ATOM 424 


HE2 


PHE A 


ATOM 425 


HZ 


PHE A 


ATOM 426 


N 


TYR A 


ATOM 427 


CA 


TYR A 


ATOM 428 


C 


TYR A 


ATOM 429 


0 


TYR A 


ATOM 430 


CB 


TYR A 


ATOM 431 


CG 


TYR A 


ATOM 432 


CDl 


TYR A 


ATOM 433 


CD2 


TYR A 


ATOM 434 


CE1 


TYR A 


ATOM 435 


CE2 


TYR A 


ATOM 436 


CZ 


TYR A 


ATOM 437 


OH 


TYR A 


ATOM 438 


H 


TYR A 


ATOM 439 


HA 


TYR A 


ATOM 440 


IHB 


TYR A 


ATOM 441 


2HB 


TYR A 


ATOM 442 


HD1 


TYR A 


ATOM 443 


HD2 


TYR A 


ATOM 444 


HE1 


TYR A 


ATOM 445 


HE2 


TYR A 



32 145.640 -9.844 
32 146.265 -10.773 
32 147.936 -8.897 
32 148.271 -10.166 
32 146.537 -6.876 
32 148.786 -9.568 
32 146.631 -5.190 
32 148.884 -7.885 

32 147.806 -5.692 

33 145.564 -8.520 
33 144.772 -7.516 
33 145.668 -6.578 
33 146.300 -6.990 
33 143.758 -8.189 
33 142.506 -8.653 
33 141.622 -7.739 
33 142.207 -10.006 
33 140.476 -8.159 
33 141.063 -10.434 
33 140.202 -9.507 
33 139.063 -9.929 
33 146.317 -8.943 
33 144.240 -6.938 
33 144.218 -9.051 
33 143.466 -7.490 
33 141.840 -6.684 
33 142.884 -10.729 
33 139.802 -7.434 
33 140.850 -11.490 



1.742 1.00 0.00 
0.979 1.00 0.00 
0.986 1.00 0.00 
•0.187 1.00 0.00 
0.065 1.00 0.00 
•2.345 1.00 0.00 
-1.723 1.00 0.00 
-4.138 1.00 0.00 
-3.828 1.00 0.00 

2.160 1.00 0.00 

2.860 1.00 0.00 

3.662 1.00 0.00 

4.636 1.00 0.00 

3.787 1.00 0.00 

3.078 1.00 0.00 

2.518 1.00 0.00 

2.968 1.00 0.00 

1.869 1.00 0.00 

2.321 1.00 0.00 

1.774 1.00 0.00 

1.128 1.00 0.00 

2.624 1.00 0.00 

2.119 1.00 0.00 

4.246 1.00 0.00 
4.556 1.00 0.00 
2.594 1.00 0.00 
3.399 1.00 0.00 
1.440 1.00 0.00 

2.247 1.00 0.00 

HJSE# 2003-3083148 



#J£g 2002-236129 



^-y: 635/ 



ATOM 446 


HH 


TYR A 


ATOM 447 


N 


GLY A 


ATOM 448 


CA 


GLY A 


ATOM 449 


C 


GLY A 


ATOM 450 


0 


GLY A 


ATOM 451 


H 


GLY A 


ATOM 452 


1HA 


GLY A 


ATOM 453 


2HA 


GLY A 


ATOM 454 


N 


VAL A 


ATOM 455 


CA 


VAL A 


ATOM 456 


C 


VAL A 


ATOM 457 


0 


VAL A 


ATOM 458 


CB 


VAL A 


ATOM 459 


CGI 


VAL A 


ATOM 460 


CG2 


VAL A 


ATOM 461 


H 


VAL A 


ATOM 462 


HA 


VAL A 


ATOM 463 


HB 


VAL A 


ATOM 464 


1HG1 VAL A 


ATOM 465 


2HG1 VAL A 


ATOM 466 


3HG1 VAL A 


ATOM 467 


1HG2 VAL A 


ATOM 468 


2HG2 VAL A 


ATOM 469 


3HG2 VAL A 


ATOM 470 


N 


ILE A 


ATOM 471 


CA 


ILE A 


ATOM 472 


C 


ILE A 


ATOM 473 


0 


ILE A 


ATOM 474 


CB 


ILE A 



33 138.936 -9.413 

34 145.718 -5.317 
34 146.539 -4.340 
34 145.736 -3.149 
34 144.535 -3.056 
34 145.192 -5.046 
34 147.008 -4.815 

34 147.307 -3.990 

35 146.402 -2.237 
35 145.745 -1.046 
35 146.403 0.224 
35 147.618 0.274 
35 145.772 -1.023 
35 147.205 -0.993 
35 144.983 0.162 
35 147.359 -2.366 
35 144.713 -1.066 
35 145.307 -1.929 
35 147.873 -1.340 
35 147.293 -1.635 
35 147.468 0.018 
35 145.274 1.057 
35 145.186 0.285 

35 143.927 -0.015 

36 145.591 1.248 
36 146.096 2.517 
36 147.061 3.159 
36 146.812 3.173 
36 144.948 3.503 



0.329 1.00 0.00 
3.249 1.00 0.00 
3.940 1.00 0.00 
4.428 1.00 0.00 
4.177 1.00 0.00 
2.467 1.00 0.00 
4.789 1.00 0.00 
3.266 1.00 0.00 
5.128 1.00 0.00 
5.652 1.00 0.00 
5.120 1.00 0.00 
4.935 1.00 0.00 

7.194 1.00 0.00 

7.705 1.00 0.00 

7.727 1.00 0.00 

5.294 1.00 0.00 

5.332 1.00 0.00 

7.554 1.00 0.00 

6.930 1.00 0.00 

8.570 1.00 0.00 

7.980 1.00 0.00 

7.198 1.00 0.00 

8.781 1.00 0.00 

7.584 1.00 0.00 

4.876 1.00 0.00 

4.365 1.00 0.00 

5.356 1.00 0.00 

6.562 1.00 0.00 

4.069 1.00 0.00 

WSE# 2003-3083148 



#12002-236129 



^-v: 636/ 



ATOM 475 


CGI 


ILE A 


ATOM 476 


CG2 


ILE A 


ATOM 477 


CD1 


ILE A 


ATOM 478 


H 


ILE A 


ATOM 479 


HA 


ILE A 


ATOM 480 


HB 


ILE A 


ATOM 481 


1HG1 


ILE A 


ATOM 482 


2HG1 


ILE A 


ATOM 483 


1HG2 


ILE A 


ATOM 484 


2HG2 


ILE A 


ATOM 485 


3HG2 


ILE A 


ATOM 486 


1HD1 


ILE A 


ATOM 487 


2HD1 


ILE A 


ATOM 488 


3HD1 


ILE A 


ATOM 489 


N 


ARG A 


ATOM 490 


CA 


ARG A 


ATOM 491 


C 


ARG A 


ATOM 492 


0 


ARG A 


ATOM 493 


CB 


ARG A 


ATOM 494 


CG 


ARG A 


ATOM 495 


CD 


ARG A 


ATOM 496 


NE 


ARG A 


ATOM 497 


CZ 


ARG A 


ATOM 498 


NH1 


ARG A 


ATOM 499 


NH2 


ARG A 


ATOM 500 


H 


ARG A 


ATOM 501 


HA 


ARG A 


ATOM 502 


1HB 


ARG A 


ATOM 503 


2HB 


ARG A 



36 143.892 2.840 

36 145.488 4.763 

36 142.739 3.756 

36 144.631 1.147 

36 146.621 2.319 

36 144.495 3.785 

36 144.354 2.517 

36 143.486 1.981 

36 145.324 4.707 

36 146.545 4.850 

36 144.975 5.626 

36 142.049 3.805 

36 142.230 3.370 

36 143.118 4.744 

37 148.167 3.687 
37 149.172 4.328 
37 149.440 5.757 
37 149.255 6.711 
37 150.471 3.521 
37 150.268 2.038 
37 149.643 1.795 
37 150.560 2.125 
37 150.200 2.184 
37 148.945 1.938 
37 151.097 2.492 
37 148.310 3.644 
37 148.791 4.358 
37 150.938 3.632 
37 151.134 3.912 



3.183 1.00 0.00 
3.406 1.00 0.00 
2.826 1.00 0.00 
5.044 1.00 0.00 
3.442 1.00 0.00 
5.007 1.00 0.00 
2.262 1.00 0.00 
3.697 1.00 0.00 
2.341 1.00 0.00 
3.604 1.00 0.00 
3.805 1.00 0.00 
3.654 1.00 0.00 
1.955 1.00 0.00 
2.613 1.00 0.00 
4.840 1.00 0.00 
5.679 1.00 0.00 
5.214 1.00 0.00 
5.969 1.00 0.00 
5.662 1.00 0.00 
5.926 1.00 0.00 
7.290 1.00 0.00 
8.379 1.00 0.00 
9.659 1.00 0.00 
10.015 1.00 0.00 
10.585 1.00 0.00 
3.871 1.00 0.00 
6.689 1.00 0.00 
4.694 1.00 0.00 
6.420 1.00 0.00 



ffifE# 2003-3083148 



#M 2002-236129 



^-V: 637/ 



ATOM 504 


1HG 


ARG A 


ATOM 505 


2HG 


ARG A 


ATOM 506 


1HD 


ARG A 


ATOM 507 


2HD 


ARG A 


ATOM 508 


HE 


ARG A 


ATOM 509 


1HH1 


ARG A 


ATOM 510 


2HH1 ARG A 


ATOM 511 


1HH2 ARG A 


ATOM 512 


2HH2 ARG A 


ATOM 513 


IN 


TPP A 
1J\T A 


ATOM 514 


PA 
UA 


TPP A 
li\r A 


ATOM 515 


r 


TPP A 
IXvT A 


ATOM 516 


A 

U 


TPP A 
li\r A 


ATOM 517 


rp 


TPP A 


ATOM 518 




TPP A 
iKx A 


ATOM 519 




TPP A 
IKx A 


ATOM 520 


CD2 


TRP A 


ATOM 521 


NE1 


TRP A 


ATOM 522 


CE2 


TRP A 


ATOM 523 


CE3 


TRP A 


ATOM 524 


CZ2 


TRP A 


ATOM 525 


CZ3 


TRP A 


ATOM 526 


CH2 


TRP A 


ATOM 527 


H 


TRP A 


ATOM 528 


HA 


TRP A 


ATOM 529 


1HB 


TRP A 


ATOM 530 


2HB 


TRP A 


ATOM 531 


HD1 


TRP A 


ATOM 532 


HE1 


TRP A 



37 149.617 1.633 

37 151.226 1.541 

37 148.758 2.408 

37 149.369 0.754 

37 151.493 2.313 

37 148.264 1.706 

37 148.681 1.984 

37 152.044 2.678 

37 150.827 2.536 

38 149.880 5.895 
38 150.174 7.208 
38 149.462 7.403 
38 149.486 6.526 
38 151.686 7.384 
38 152.057 8.601 
38 152.293 9.857 
38 152.228 8.678 
38 152.601 10.709 
38 152.568 10.008 
38 152.128 7.749 
38 152.807 10.431 
38 152.366 8.170 
38 152.702 9.500 
38 150.009 5.098 
38 149.817 7.954 
38 152.150 7.468 
38 152.083 6.518 
38 152.241 10.128 
38 152.810 11.662 



5.165 1.00 0.00 
5.885 1.00 0.00 
7.381 1.00 0.00 
7.366 1.00 0.00 
8.144 1.00 0.00 
9.321 1.00 0.00 
10.979 1.00 0.00 
10.322 1.00 0.00 
11.548 1.00 0.00 
3.966 1.00 0.00 
3.403 1.00 0.00 
2.068 1.00 0.00 

1.205 1.00 0.00 

3.223 1.00 0.00 

2.427 1.00 0.00 

2.909 1.00 0.00 

1.007 1.00 0.00 

1.874 1.00 0.00 

0.698 1.00 0.00 
-0.033 1.00 0.00 
-0.608 1.00 0.00 
-1.328 1.00 0.00 
-1.606 1.00 0.00 

3.413 1.00 0.00 

4.099 1.00 0.00 

4.194 1.00 0.00 

2.714 1.00 0.00 

3.953 1.00 0.00 

1.966 1.00 0.00 

aJ!E# 2003-3083148 



#M 2002-236129 



^-v ! 638/ 



ATOM 533 


HE3 


TRP A 


ATOM 534 


HZ2 


TRP A 


ATOM 535 


HZ3 


TRP A 


ATOM 536 


HH2 


TRP A 


ATOM 537 


N 


ILE A 


ATOM 538 


CA 


ILE A 


ATOM 539 


C 


ILE A 


ATOM 540 


0 


ILE A 


ATOM 541 


CB 


ILE A 


ATOM 542 


CGI 


ILE A 


ATOM 543 


CG2 


ILE A 


ATOM 544 


CD1 


ILE A 


ATOM 545 


H 


ILE A 


ATOM 546 


HA 


ILE A 


ATOM 547 


HB 


ILE A 


ATOM 548 


1HG1 


ILE A 


ATOM 549 


2HG1 ILE A 


ATOM 550 


1HG2 ILE A 


ATOM 551 


2HG2 ILE A 


ATOM 552 


3HG2 ILE A 


ATOM 553 


1HD1 ILE A 


ATOM 554 


2HD1 ILE A 


ATOM 555 


3HD1 


ILE A 


ATOM 556 


N 


GLY A 


ATOM 557 


CA 


GLY A 


ATOM 558 


C 


GLY A 


ATOM 559 


0 


GLY A 


ATOM 560 


H 


GLY A 


ATOM 561 


1HA 


GLY A 



38 151.871 6.719 

38 153.064 11.453 

38 152.293 7.466 

38 152.880 9.785 

39 148.840 8.565 
39 148.129 8.888 
39 148.644 10.196 
39 148.356 11.276 
39 146.612 9.006 
39 146.098 7.788 
39 145.876 9.153 
39 144.744 8.003 
39 148.864 9.226 
39 148.302 8.090 
39 146.429 9.895 
39 146.014 6.951 
39 146.800 7.541 
39 146.353 9.919 
39 144.849 9.430 
39 145.904 8.214 
39 144.547 9.062 
39 144.737 7.561 

39 143.980 7.540 

40 149.411 10.094 
40 149.957 11.280 
40 150.521 11.002 
40 150.356 9.909 
40 149.611 9.207 
40 149.177 12.019 



0.162 1.00 0.00 
-0.839 1.00 0.00 
-2.144 1.00 0.00 
-2.633 1.00 0.00 

1.903 1.00 0.00 
0.673 1.00 0.00 

0.083 1.00 0.00 

0.600 1.00 0.00 

0.912 1.00 0.00 

1.681 1.00 0.00 
-0.412 1.00 0.00 

2.321 1.00 0.00 

2.627 1.00 0.00 
-0.034 1.00 0.00 

1.497 1.00 0.00 

1.004 1.00 0.00 

2.464 1.00 0.00 
-1.005 1.00 0.00 
-0.224 1.00 0.00 
-0.945 1.00 0.00 

2.400 1.00 0.00 

3.306 1.00 0.00 

1.713 1.00 0.00 
-0.997 1.00 0.00 
-1.629 1.00 0.00 
-3.007 1.00 0.00 
-3.548 1.00 0.00 
-1.365 1.00 0.00 
-1.714 1.00 0.00 

miE# 2003-3083148 
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^-v : 639/ 



ATOM 562 


2HA 


GLY A 


40 150.743 


11.674 


ATOM 563 


N 


GLN A 


41 


151. 189 


12.000 


ATOM 564 


CA 


GLN A 


41 


151.781 


11.871 


ATOM 565 


C 


GLN A 


41 


153. 254 


12. 277 


ATOM 566 


0 


GLN A 


41 


153. 579 


13.436 


ATOM 567 


CB 


GLN A 


41 


151.014 


12. 736 


ATOM 568 


CG 


GLN A 


41 


149. 507 


12. 549 


ATOM 569 


CD 


GLN A 


41 


148. 751 


13. 854 


ATOM 570 


0E1 


GLN A 


41 


148. 708 


14. 671 


ATOM 571 


NE2 


GLN A 


41 


148. 150 


14. 054 


ATOM 572 


H 


GLN A 


41 


151.283 


12.847 


ATOM 573 


HA 


GLN A 


41 


151.705 


10. 837 


ATOM 574 


1KB 


GLN A 


41 


151.234 


13.774 


ATOM 575 


2HB 


GLN A 


41 


151.343 


12.491 


ATOM 576 


1HG 


GLN A 


41 


149. 204 


11.882 


ATOM 577 


2HG 


GLN A 


41 


149. 253 


12.112 


ATOM 578 


1HE2 


GLN A 


41 


148. 228 


13. 358 


ATOM 579 


2HE2 GLN A 


41 


147. 654 


14. 890 


ATOM 580 


N 


PRO A 


42 


154. 170 


11.328 


ATOM 581 


CA 


PRO A 


42 


155.611 


11.603 


ATOM 582 


C 


PRO A 


42 


155. 990 


12.708 


ATOM 583 


0 


PRO A 


42 


155. 242 


13.007 


ATOM 584 


CB 


PRO A 


42 


156. 234 


10.270 


ATOM 585 


CG 


PRO A 


42 


155. 205 


9.245 


ATOM 586 


CD 


PRO A 


42 


153. 880 


9.918 


ATOM 587 


HA 


PRO A 


42 


155. 964 


11.863 


ATOM 588 


1HB 


PRO A 


42 


156. 445 


10.297 


ATOM 589 


2HB 


PRO A 


42 


157. 147 


10. 100 


ATOM 590 


1HG 


PRO A 


42 


155.304 


8.398 



-1.004 1.00 0.00 
-3.577 1.00 0.00 
-4.901 1.00 0.00 
-4.876 1.00 0.00 
-4.618 1.00 0.00 
-5.900 1.00 0.00 
-5.832 1.00 0.00 
-5.985 1.00 0.00 
-5.065 1.00 0.00 
-7.151 1.00 0.00 
-3.095 1.00 0.00 
-5.201 1.00 0.00 
-5.703 1.00 0.00 
-6.897 1.00 0.00 
-6.625 1.00 0.00 
-4.878 1.00 0.00 
-7.836 1.00 0.00 
-7.279 1.00 0.00 
-5.143 1.00 0.00 
-5.144 1.00 0.00 
-6.124 1.00 0.00 
-7.055 1.00 0.00 
-5.576 1.00 0.00 
-5.250 1.00 0.00 
-5.459 1.00 0.00 
-4.157 1.00 0.00 
-6.636 1.00 0.00 
-5.025 1.00 0.00 
-5.913 1.00 0.00 



miE# 2003-3083148 



#M 2002-236129 



^- v I 640/ 



ATOM 


591 


2HG 


PRO 


A 


42 


155. 308 


8. 933 


-4.221 


1.00 


0. 00 


ATOM 


592 


1HD 


PRO 


A 


42 


153. 560 


9.812 


-6.486 


1.00 


0.00 


ATOM 


593 


2HD 


PRO 


A 


42 


153. 139 


9.516 


-4.785 


1.00 


0.00 


ATOM 


594 


N 


PRO 


A 


43 


157. 164 


13. 333 


-5. 927 


1.00 


0.00 


ATOM 


595 


CA 


PRO 


A 


43 


157. 639 


14.410 


-6. 798 


1.00 


0.00 


ATOM 


596 


C 


PRO 


A 


43 


158. 084 


13. 898 


-8. 162 


1.00 


0.00 


ATOM 


597 


0 


PRO 


A 


43 


159. 259 


13. 598 


-8. 370 


1.00 


0.00 


A rnAl M 

ATOM 


598 


CB 


PRO 


A 


43 


158.831 


14. 985 


-6. 032 


1.00 


0.00 


ATOM 


599 


CG 


PRO 


A 


43 


159. 327 


13.854 


-5. 201 


1.00 


0.00 


ATOM 


600 


CD 


PRO 


A 


43 


158.115 


13. 037 


-4. 839 


1.00 


0.00 


ATOM 


601 


HA 


PRO 


A 


43 


156. 888 


15. 175 


-6. 929 


1.00 


0.00 


ATOM 


602 


1HB 


PRO 


A 


43 


159. 580 


15.320 


-6. 733 


1.00 


0.00 


ATOM 


603 


2HB 


PRO 


A 


43 


158. 505 


15.812 


-5.420 


1.00 


0.00 


ATOM 


604 


IHG 


PRO 


A 


43 


160. 024 


13. 257 


-5.770 


1.00 


0.00 


ATOM 


605 


2HG 


PRO 


A 


43 


159.801 


14.235 


-4. 308 


1.00 


0.00 


ATOM 


606 


1HD 


PRO 


A 


43 


158. 363 


11.985 


-4. 819 


1.00 


0.00 


ATOM 


607 


2HD 


PRO 


A 


43 


157. 720 


13. 350 


-3. 885 


1.00 


0.00 


ATOM 


608 


N 


GLY 


A 


44 


157. 137 


13. 799 


-9. 088 


1.00 


0.00 


a m/M i 

ATOM 


609 


CA 


GLY 


A 


44 


157.455 


13. 321 


-10. 420 


1.00 


0.00 


ATOM 


610 


C 


GLY 


A 


44 


156. 242 


12. 780 


-11. 148 


1.00 


0.00 


ATOM 


611 


0 


GLY 


A 


44 


155.976 


13. 154 


-12.290 


1.00 


0.00 


ATOM 


612 


H 


GLY 


A 


44 


156.217 


14. 052 


-8. 866 


1.00 


0.00 


ATOM 


613 


1HA 


GLY 


A 


44 


157. 870 


14. 136 


-10. 993 


1.00 


0.00 


ATOM 


614 


2HA 


GLY 


A 


44 


158. 193 


12. 538 


-10. 344 


1.00 


0.00 


ATOM 


615 


N 


LEU 


A 


45 


155. 501 


11. 897 


-10.485 


1.00 


0.00 


ATOM 


616 


CA 


LEU 


A 


45 


154.309 


11.306 


-11. 079 


1.00 


0.00 


ATOM 


617 


C 


LEU 


A 


45 


153.078 


11.600 


-10.230 


1.00 


0.00 


ATOM 


618 


0 


LEU 


A 


45 


152. 951 


11.097 


-9. 114 


1.00 


0.00 


ATOM 


619 


CB 


LEU 


A 


45 


154.485 


9.794 


-11.233 


1.00 


0.00 



ttiSE# 2003-30831 48 



#02 0 



ATOM 


620 


CG 


LEU A 


45 155. 


ATOM 


621 


CD1 


LEU A 


45 154. 


ATOM 


622 


CD2 


LEU A 


45 156. 


ATOM 


623 


H 


LEU A 


45 155. 


ATOM 


624 


HA 


LEU A 


45 154. 


ATOM 


625 


1HB 


LEU A 


45 153. 


ATOM 


626 


2HB 


LEU A 


45 155. 


ATOM 


627 


HG 


LEU A 


45 154. 


ATOM 


628 


1HD1 


LEU A 


45 153. 


ATOM 


629 


2HD1 


LEU A 


45 155. 


ATOM 


630 


3HD1 


LEU A 


45 154. 


ATOM 


631 


1HD2 


LEU A 


45 156. 


ATOM 


632 


2HD2 


LEU A 


45 156. 


ATOM 


633 


3HD2 


LEU A 


45 156. 


ATOM 


634 


N 


ASN A 


46 152. 


ATOM 


635 


CA 


ASN A 


46 150. 


ATOM 


636 


C 


ASN A 


46 149. 


ATOM 


637 


0 


ASN A 


46 149. 


ATOM 


638 


CB 


ASN A 


46 150. 


ATOM 


639 


CG 


ASN A 


46 149. 


ATOM 


640 


0D1 


ASN A 


46 149. 


ATOM 


641 


ND2 


ASN A 


46 147. 


ATOM 


642 


H 


ASN A 


46 152. 


ATOM 


643 


HA 


ASN A 


46 151. 


ATOM 


644 


1HB 


ASN A 


46 151. 


ATOM 


645 


2HB 


ASN A 


46 149. 


ATOM 


646 


1HD2 


ASN A 


46 147. 


ATOM 


647 


2HD2 


ASN A 


46 147. 


ATOM 


648 


N 


GLU A 


47 149. 



02-236129 ^-v : 641/ 

017 9.076 -9.993 1.00 0.00 

677 7.593 -10.044 1.00 0.00 

521 9.282 -9.864 1.00 0.00 

762 11.639 -9.575 1.00 0.00 

171 11.745 -12.056 1.00 0.00 

527 9.365 -11.490 1.00 0.00 

170 9.614 -12.048 1.00 0.00 
546 9.495 -9.114 1.00 0.00 
921 7.371 -9.306 1.00 0.00 
564 7.011 -9.837 1.00 0.00 
305 7.341 -11.027 1.00 0.00 
910 9.685 -10.787 1.00 0.00 
998 8.336 -9.654 1.00 0.00 
721 9.971 -9.058 1.00 0.00 

171 12.413 -10.762 1.00 0.00 
957 12.758 -10.038 1.00 0.00 
995 11.576 -10.017 1.00 0.00 
389 11.234 -11.033 1.00 0.00 
283 13.971 -10.685 1.00 0.00 
129 14.503 -9.860 1.00 0.00 
303 15.398 -9.032 1.00 0.00 
939 13.956 -10.083 1.00 0.00 
322 12.784 -11.656 1.00 0.00 
230 13.006 -9.024 1.00 0.00 
012 14.760 -10.801 1.00 0.00 
907 13.689 -11.658 1.00 0.00 
875 13.248 -10.758 1.00 0.00 
175 14.280 -9.563 1.00 0.00 
861 10.955 -8.851 1.00 0.00 

tiiiE# 2003-3083148 



2002-236129 



^- v I 642/ 



ATOM 649 


CA 


ATOM 650 


C 


ATOM 651 


0 


ATOM 652 


CB 


ATOM 653 


CG 


ATOM 654 


CD 


ATOM 655 


0E1 


ATOM 656 


0E2 


ATOM 657 


H 


ATOM 658 


HA 


ATOM 659 


1HB 


ATOM 660 


2HB 


ATOM 661 


1HG 


ATOM 662 


2HG 


ATOM 663 


N 


ATOM 664 


CA 


ATOM 665 


C 


ATOM 666 


0 


ATOM 667 


CB 


ATOM 668 


CGI 


ATOM 669 


CG2 


ATOM 670 


H 


ATOM 671 


HA 


ATOM 672 


HB 


ATOM 673 


1HG1 


ATOM 674 


2HG1 


ATOM 675 


3HG1 


ATOM 676 


1HG2 


ATOM 677 


2HG2 



GLU A 47 148. 975 
GLU A 47 148. 762 
GLU A 47 149.716 
GLU A 47 149. 547 
GLU A 47 151.060 
GLU A 47 151.638 
GLU A 47 151.922 
GLU A 47 151.808 
GLU A 47 150.372 
GLU A 47 148.023 
GLU A 47 149. 103 
GLU A 47 149.288 
GLU A 47 151.501 
GLU A 47 151.309 
VAL A 48 147. 509 
VAL A 48 147. 186 
VAL A 48 147.515 
VAL A 48 146. 778 
VAL A 48 145.699 
VAL A 48 145.426 
VAL A 48 145.284 
VAL A 48 146.787 
VAL A 48 147. 782 
VAL A 48 145. Ill 
VAL A 48 144.434 
VAL A 48 146. 154 
VAL A 48 145.495 
VAL A 48 144.342 
VAL A 48 145. 178 



9.809 -8.688 1.00 0.00 
9.496 -7.211 1.00 0.00 
9.219 -6.485 1.00 0.00 
8.583 -9.406 1.00 0.00 
8.458 -9.295 1.00 0.00 
7.490 -10.309 1.00 0.00 
6.334 -9.932 1.00 0.00 
7.889 -11.480 1.00 0.00 
11.276 -8.079 1.00 0.00 
10.062 -9.131 1.00 0.00 
7.694 -8.983 1.00 0.00 
8.642 -10.453 1.00 0.00 
9.430 -9.457 1.00 0.00 
8.110 -8.304 1.00 0.00 
9.531 -6.773 1.00 0.00 
9.241 -5.382 1.00 0.00 
7.792 -5.045 1.00 0.00 
6.877 -5.410 1.00 0.00 
9.505 -5.081 1.00 0.00 
9.387 -3.590 1.00 0.00 
10.873 -5.601 1.00 0.00 
9.752 -7.398 1.00 0.00 
9.891 -4.757 1.00 0.00 
8.756 -5.592 1.00 0.00 
9.758 -3.376 1.00 0.00 
9.968 -3.043 1.00 0.00 
8.351 -3.292 1.00 0.00 
11.156 -5.156 1.00 0.00 
10.833 -6.675 1.00 0.00 



ttifE# 2003-3083148 



mm 2002-236129 



643/ 



ATOM 678 
ATOM 679 
ATOM 680 
ATOM 681 
ATOM 682 
ATOM 683 
ATOM 684 
ATOM 685 
ATOM 686 
ATOM 687 
• ATOM 688 
ATOM 689 
ATOM 690 
ATOM 691 
ATOM 692 
ATOM 693 
ATOM 694 
ATOM 695 
ATOM 696 
ATOM 697 
ATOM 698 
ATOM 699 
ATOM 700 
ATOM 701 
ATOM 702 
ATOM 703 
ATOM 704 
ATOM 705 
ATOM 706 



3HG2 


VAL 


A 


48 


N 


LEU 


A 


49 


CA 


LEU 


A 


49 


C 


LEU 


A 


49 


0 


LEU 


A 


49 


CB 


LEU 


A 


49 


CG 


LEU 


A 


49 


CD1 


LEU 


A 


49 


CD2 


LEU 


A 


49 


H 


LEU 


A 


49 


HA 


LEU 


A 


49 


1HB 


LEU 


A 


49 


2HB 


LEU 


A 


49 


HG 


LEU 


A 


49 


1HD1 


LEU 


A 


49 


2HD1 


LEU 


A 


49 


3HD1 


LEU 


A 


49 


1HD2 


LEU 


A 


49 


2HD2 


LEU 


A 


49 


3HD2 


LEU 


A 


49 


N 


ALA 


A 


50 


CA 


ALA 


A 


50 


C 


ALA 


A 


50 


0 


ALA 


A 


50 


CB 


ALA 


A 


50 


H 


ALA 


A 


50 


HA 


ALA 


A 


50 


1HB 


ALA 


A 


50 


2HB 


ALA 


A 


50 



146.038 11.600 

148. 629 7. 589 

149. 057 6. 249 

148. 869 6. 026 

149. 509 6. 684 

150.523 6.031 

150. 819 6. 092 

152.276 6.456 

150.482 4.765 

149. 177 8. 359 

148.446 5.541 

151.117 6.786 

150.827 5.062 

150. 205 6. 858 

152. 360 7. 015 

152. 865 5. 554 

152.637 7.058 

150.448 4.896 

149.520 4.421 

151.238 4.035 

147.987 5.096 

147. 717 4. 789 

148.598 3.644 

148.479 2.512 

146.247 4.448 

147. 508 4. 605 

147. 937 5. 673 

145.886 4.911 

146.132 3.376 



-5.341 1.00 0.00 
-4.349 1.00 0.00 
-3.967 1.00 0.00 
-2.472 1.00 0.00 
-1.651 1.00 0.00 
-4.347 1.00 0.00 
-5.846 1.00 0.00 
-6.088 1.00 0.00 
-6.509 1.00 0.00 
-4.087 1.00 0.00 
-4.504 1.00 0.00 
-3.852 1.00 0.00 
-3.982 1.00 0.00 
-6.297 1.00 0.00 
-7.007 1.00 0.00 
-6.159 1.00 0.00 
-5.267 1.00 0.00 
-7.581 1.00 0.00 
-6.158 1.00 0.00 
-6.260 1.00 0.00 
-2.125 1.00 0.00 
-0.728 1.00 0.00 
-0.237 1.00 0.00 
-0.706 1.00 0.00 
-0.537 1.00 0.00 
-2.825 1.00 0.00 
-0.148 1.00 0.00 
0.370 1.00 0.00 
-0.464 1.00 0.00 



thSE# 2003-3083148 



mm. 2002-236129 



^-v : 644/ 



ATOM 707 


3HB 


ALA A 


ATOM 708 


N 


GLY A 


ATOM 709 


CA 


GLY A 


ATOM 710 


C 


GLY A 


ATOM 711 


0 


GLY A 


ATOM 712 


H 


GLY A 


ATOM 713 


1HA 


GLY A 


ATOM 714 


2HA 


GLY A 


ATOM 715 


N 


LEU A 


ATOM 716 


CA 


LEU A 


ATOM 717 


C 


LEU A 


ATOM 718 


0 


LE U A 


ATOM 719 


CB 


LEU A 


ATOM 720 


CG 


LEU A 


ATOM 721 


CD1 


LEU A 


ATOM 722 


CD2 


LEU A 


ATOM 723 


H 


LEU A 


ATOM 724 


HA 


LEU A 


ATOM 725 


1HB 


LEU A 


ATOM 726 


2HB 


LEU A 


ATOM 727 


HG 


LEU A 


ATOM 728 


1HD1 LEU A 


ATOM 729 


2HD1 LEU A 


ATOM 730 


3HD1 LEU A 


ATOM 731 


1HD2 LEU A 


ATOM 732 


2HD2 LEU A 


ATOM 733 


3HD2 LEU A 


ATOM 734 


N 


GLU A 


ATOM 735 


CA 


GLU . A 



50 145.680 4.814 

51 149.481 3.945 
51 150.367 2.930 
51 149.616 1.834 
51 148.873 2.103 
51 149.530 4.865 
51 150.925 2.489 

51 151.057 3.397 

52 149.809 0.594 
52 149.144 -0.547 
52 150.156 -1.473 
52 151.152 -1.862 
52 148.334 -1.320 
52 147.158 -0.552 
52 146.691 -1.219 
52 146.015 -0.455 
52 150.414 0.442 
52 148.472 -0.168 
52 149.000 -1.608 
52 147.948 -2.214 
52 147.479 0.452 
52 146.196 -0.491 
52 146.003 -2.017 
52 147.543 -1.625 
52 145.635 -1.444 
52 145.226 0.155 

52 146.373 -0.006 

53 149.896 -1.824 
53 150.785 -2.704 



1.379 1.00 0.00 
0.709 1.00 0.00 
1.246 1.00 0.00 
1.976 1.00 0.00 
2.919 1.00 0.00 
1.045 1.00 0.00 
0.434 1.00 0.00 
1.933 1.00 0.00 
1.540 1.00 0.00 
2.159 1.00 0.00 
2.823 1. 00 0.00 
2.211 1.00 0.00 
1.116 1.00 0.00 
0.509 1.00 0.00 
-0.775 1.00 0.00 
1.508 1.00 0.00 
0.783 1.00 0.00 
2.914 1.00 0.00 
0.316 1.00 0.00 
1.581 1.00 0.00 
0.266 1.00 0.00 
-1.400 1.00 0.00 
-0.536 1.00 0.00 
-1.300 1.00 0.00 
1.717 1.00 0.00 
1.093 1.00 0.00 
2.423 1.00 0.00 
4.078 1.00 0.00 
4.826 1.00 0.00 

fclifiE# 2003-3083148 



mm 2002 



ATOM 


736 


C 


GLU 


A 


53 


150.228 


ATOM 


737 


0 


GLU 


A 


53 


149.272 


ATOM 


738 


CB 


GLU 


A 


53 


150.991 


ATOM 


739 


CG 


GLU 


A 


53 


151.929 


ATOM 


740 


CD 


GLU 


A 


53 


151.460 


ATOM 


741 


0E1 


GLU 


A 


53 


150.529 


ATOM 


742 


0E2 


GLU 


A 


53 


152.022 


ATOM 


743 


H 


GLU 


A 


53 


149.087 


ATOM 


744 


HA 


GLU 


A 


53 


151.738 


ATOM 


745 


1HB 


GLU 


A 


53 


151.400 


ATOM 


746 


2HB 


GLU 


A 


53 


150.034 


ATOM 


747 


IHG 


GLU 


A 


53 


151.992 


ATOM 


748 


2HG 


GLU 


A 


53 


152.908 


.ATOM 


749 


N 


LEU 


A 


54 


150. 831 


ATOM 


750 


CA 


LEU 


A 


54 


150. 395 


ATOM 


751 


C 


LEU 


A 


54 


150. 670 


ATOM 


752 


0 


LEU 


A 


54 


151.717 


ATOM 


753 


CB 


LEU 


A 


54 


151.101 


ATOM 


754 


CG 


LEU 


A 


54 


151.009 


ATOM 


755 


CD1 


LEU 


A 


54 


152. 142 


ATOM 


756 


CD2 


LEU 


A 


54 


149. 661 


ATOM 


757 


H 


LEU 


A 


54 


151.588 


ATOM 


758 


HA 


LEU 


A 


54 


149.331 


ATOM 


759 


1HB 


LEU 


A 


54 


152. 144 


ATOM 


760 


2HB 


LEU 


A 


54 


150. 668 


ATOM 


761 


HG 


LEU 


A 


54 


151.103 


ATOM 


762 


1HD1 LEU 


A 


54 


152.417 


ATOM 


763 


2HD1 LEU 


A 


54 


152.995 


ATOM 


764 


3HD1 LEU 


A 


54 


151.818 



-2 3 6 1 2 9 ^-i? : 645/ 

-4.123 4.878 1.00 0.00 

-4.398 5.604 1.00 0.00 

-2.171 6.245 1.00 0.00 

-3.022 7.085 1.00 0.00 

-3.163 8.521 1.00 0.00 

-3.960 8.765 1.00 0.00 

-2.475 9.399 1.00 0.00 

-1.481 4.512 1.00 0.00 

-2.724 4.317 1.00 0.00 

-1.173 6.186 1.00 0.00 

-2.128 6. 743 1.00 0.00 

-4.006 6.646 1.00 0.00 

-2.565 7.085 1.00 0.00 

-5.020 4.106 1.00 0.00 

-6.411 4.066 1.00 0.00 

-7.106 5.395 1.00 0.00 

-6.900 6.009 1.00 0.00 

-7.155 2.930 1.00 0.00 

-6.482 1.560 1.00 0.00 

-6.950 0.659 1.00 0.00 

-6.766 0.916 1.00 0.00 

-4.741 3.550 1.00 0.00 

-6.419 3.882 1.00 0.00 

-7.259 3.190 1.00 0.00 

-8.141 2.850 1.00 0.00 

-5.412 1.685 1.00 0.00 

-7.961 0.921 1.00 0.00 

-6.300 0.787 1.00 0.00 

-6.920 -0.371 1.00 0.00 

ttt§E# 2003-3083148 



mm 2002-236129 



646/ 



ATOM 765 


1HD2 LEU A 


ATOM 766 


2HD2 LEU A 


ATOM 767 


3HD2 LEU A 


ATOM 768 


N 


GLU A 


ATOM 769 


CA 


GLU A 


ATOM 770 


C 


GLU A 


ATOM 771 


0 


GLU A 


ATOM 772 


CB 


GLU A 


ATOM 773 


CG 


GLU A 


ATOM 774 


CD 


GLU A 


ATOM 775 


OEl 


GLU A 


ATOM 776 


0E2 


GLU A 


ATOM 777 


H 


GLU A 


ATOM 778 


HA 


GLU A 


ATOM 779 


1HB 


GLU A 


ATOM 780 


2HB 


GLU A 


ATOM 781 


1HG 


GLU A 


ATOM 782 


2HG 


GLU A 


ATOM 783 


N 


ASP A 


ATOM 784 


CA 


ASP A 


ATOM 785 


C 


ASP A 


ATOM 786 


0 


ASP A 


ATOM 787 


CB 


ASP A 


ATOM 788 


CG 


ASP A 


ATOM 789 


0D1 


ASP A 


ATOM 790 


0D2 


ASP A 


ATOM 791 


H 


ASP A 


ATOM 792 


HA 


ASP A 


ATOM 793 


1HB 


ASP A 



54 149.379 -5.934 
54 148.916 -6.904 

54 149.729 -7.662 

55 149.724 -7.930 
55 149.864 -8.657 
55 150.994 -9.678 
55 151.789 -9.818 
55 148.553 -9.359 
55 147.334 -8.455 
55 146.084 -9.100 
55 145.229 -8.364 
55 145.960 -10.339 
55 148.912 -8.054 
55 150.100 -7.940 
55 148.411 -10.194 
55 148.619 -9.728 
55 147.531 -7.545 

55 147.160 -8.221 

56 151.058 -10.392 
56 152.090 -11.401 
56 153.367 -10.771 
56 153.327 -10.001 
56 151.590 -12.485 
56 150.920 -13.634 
56 151.503 -14.134 
56 149.812 -14.033 
56 150.396 -10.235 
56 152.308 -11.851 
56 150.875 -12.051 



0.288 1.00 0.00 
1.686 1.00 0.00 
0.316 1.00 0.00 
5.832 1.00 0.00 
7.089 1.00 0.00 
7.005 1.00 0.00 
7.934 1.00 0.00 
7.446 1.00 0.00 
7.347 1.00 0.00 
7.915 1.00 0.00 
8.452 1.00 0.00 
7.820 1.00 0.00 
5.297 1.00 0.00 
7.861 1.00 0.00 
6.777 1.00 0.00 
8.459 1.00 0.00 
7.893 1.00 0.00 
6.307 1.00 0.00 
5.886 1.00 0.00 
5.680 1.00 0.00 
5.130 1.00 0.00 
4.171 1.00 0.00 
4.723 1.00 0.00 
5.451 1.00 0.00 
6.435 1.00 0.00 
5.037 1.00 0.00 
5.180 1.00 0.00 
6.636 1.00 0.00 
4.039 1.00 0.00 

ffilE# 2003-3083148 



!&m 2002-236129 



647/ 



ATOM 794 
ATOM 795 
ATOM 796 
ATOM 797 
ATOM 798 
ATOM 799 
ATOM 800 
ATOM 801 
ATOM 802 
ATOM 803 
ATOM 804 
ATOM 805 
ATOM 806 
ATOM 807 
ATOM 808 
ATOM 809 
ATOM 810 
ATOM 811 
ATOM 812 
ATOM 813 
ATOM 814 
ATOM 815 
ATOM 816 
ATOM 817 
ATOM 818 
ATOM 819 
ATOM 820 
ATOM 821 
ATOM 822 



2HB 


ASP 


A 


56 


N 


GLU 


A 


57 


CA 


GLU 


A 


57 


C 


GLU 


A 


57 


0 


GLU 


A 


57 


CB 


GLU 


A 


57 


CG 


GLU 


A 


57 


CD 


GLU 


A 


57 


0E1 


GLU 


A 


57 


0E2 


GLU 


A 


57 


H 


GLU 


A 


57 


HA 


GLU 


A 


57 


1HB 


GLU 


A 


57 


2HB 


GLU 


A 


57 


1HG 


GLU 


A 


57 


2HG 


GLU 


A 


57 


N 


CYS 


A 


58 


CA 


CYS 


A 


58 


C 


CYS 


A 


58 


0 


CYS 


A 


58 


CB 


CYS 


A 


58 


SG 


CYS 


A 


58 


H 


CYS 


A 


58 


HA 


CYS 


A 


58 


1HB 


CYS 


A 


58 


2HB 


CYS 


A 


58 


HG 


CYS 


A 


58 


N 


ALA 


A 


59 


CA 


ALA 


A 


59 



152.426 -12.876 
154.497 -11.105 
155.785 -10.572 
156.231 -11.213 
156.596 -12.388 
156.843 -10.807 
156.548 -10.088 
157.377 -10.615 
158.607 -10.399 
156.796 -11.244 
154.464 -11.724 
155. 670 -9. 510 
156.905 -11.866 
157.798 -10.463 
156.762 -9.037 
155.503 -10.216 
156.196 -10.433 
156.596 -10.925 
158.001 -10.450 
158. 351 -9. 292 
155.603 -10.459 
154.230 -11.601 
155.895 -9.505 
156.592 -12.004 
155.184 -9.509 
156.125 -10.335 
153.489 -11.095 
158.801 -11.350 
160.167 -11.022 



4.163 1.00 0.00 
5.745 1.00 0.00 
5.317 1.00 0.00 
4.006 1.00 0.00 
3.971 1.00 0.00 
6.398 1.00 0.00 
7.703 1.00 0.00 
8.859 1.00 0.00 
8.853 1.00 0.00 
9.768 1.00 0.00 
6.504 1.00 0.00 
5.163 1.00 0.00 
6.600 1.00 0.00 
6.029 1.00 0.00 
7.578 1.00 0.00 
7.942 1.00 0.00 
2.931 1.00 0.00 
1.617 1.00 0.00 
1.263 1.00 0.00 
1.492 1.00 0.00 
0.552 1.00 0.00 
0.272 1.00 0.00 
3.023 1.00 0.00 
1.652 1.00 0.00 
0.851 1.00 0.00 
-0.387 1.00 0.00 
-0.071 1.00 0.00 
0.702 1.00 0.00 
0.315 1.00 0.00 



HJiiE#2 003-3083148 
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ATOM 823 
ATOM 824 
ATOM 825 
ATOM 826 
ATOM 827 
ATOM 828 
ATOM 829 
ATOM 830 
ATOM 831 
ATOM 832 
ATOM 833 
ATOM 834 
ATOM 835 
ATOM 836 
ATOM 837 
ATOM 838 
ATOM 839 
ATOM 840 
ATOM 841 
ATOM 842 
ATOM 843 
ATOM 844 
ATOM 845 
ATOM 846 
ATOM 847 
ATOM 848 
ATOM 849 
ATOM 850 
ATOM 851 



c 


ALA 


A 


59 


0 


ALA 


A 


59 


CB 


ALA 


A 


59 


H 


ALA 


A 


59 


HA 


ALA 


A 


59 


1HB 


ALA 


A 


59 


2HB 


ALA 


A 


59 


3HB 


ALA 


A 


59 


N 


GLY 


A 


60 


CA 


GLY 


A 


60 


C 


GLY 


A 


60 


0 


GLY 


A 


60 


H 


GLY 


A 


60 


1HA 


GLY 


A 


60 


2HA 


GLY 


A 


60 


N 


CYS 


A 


61 


CA 


CYS 


A 


61 


C 


CYS 


A 


61 


0 


CYS 


A 


61 


CB 


CYS 


A 


61 


SG 


CYS 


A 


61 


H 


CYS 


A 


61 


HA 


CYS 


A 


61 


1HB 


CYS 


A 


61 


2HB 


CYS 


A 


61 


HG 


CYS 


A 


61 


N 


THR 


A 


62 


CA 


THR 


A 


62 


C 


THR 


A 


62 



160.187 -10.082 
159.903 -10.491 
160.947 -12.292 
158.463 -12.256 
160.643 -10.532 
161.958 -12.193 
160.965 -12.452 
160.471 -13.132 
160.524 -8.821 
160.574 -7.842 
159.929 -6.525 
160.307 -5.469 
160. 739 . -8. 552 
161.607 -7.662 
160.061 -8.241 
158.954 -6.589 
158.255 -5.393 
159.192 -4.483 
160.303 -4.876 
157.052 -5.777 
155.952 -6.992 
158.697 -7.461 
157. 905 -4. 861 
157.405 -6.194 
156.470 -4.890 
156.418 -7.831 
158.734 -3.265 
159.531 -2.299 
159.054 -2.201 



-0.886 1.00 0.00 
-2.012 1.00 0.00 
0.005 1.00 0.00 
0.544 1.00 0.00 
1.152 1.00 0.00 
0.372 1.00 0.00 
-1.062 1.00 0.00 
0.488 1.00 0.00 
-0.637 1.00 0.00 
-1.708 1.00 0.00 
-1.320 1.00 0.00 
-1.827 1.00 0.00 
0.281 1.00 0.00 
-1.967 1.00 0.00 
-2.570 1.00 0.00 
-0.420 1.00 0.00 
0.035 1.00 0.00 
0. 823 1. 00 0. 00 
1.177 1.00 0.00 
0.899 1.00 0.00 
0.134 1.00 0.00 
-0.053 1.00 0.00 
-0.838 1.00 0.00 
1.830 1.00 0.00 
1.106 1.00 0.00 
0.095 1.00 0.00 
1.096 1.00 0.00 
1.842 1.00 0.00 
3.287 1.00 0.00 



ttJIE# 2003-3083148 
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^-v: 649/ 



ATOM 852 
ATOM 853 
ATOM 854 
ATOM 855 
ATOM 856 
ATOM 857 
ATOM 858 
ATOM 859 
ATOM 860 
ATOM 861 
ATOM 862 
ATOM 863 
ATOM 864 
ATOM 865 
ATOM 866 
ATOM 867 
ATOM 868 
ATOM 869 
ATOM 870 
ATOM 871 
ATOM 872 
ATOM 873 
ATOM 874 
ATOM 875 
ATOM 876 
ATOM 877 
ATOM 878 
ATOM 879 
ATOM 880 



0 


THR 


A 


62 


CB 


THR 


A 


62 


0G1 


THR 


A 


62 


CG2 


THR 


A 


62 


H 


THR 


A 


62 


HA 


THR 


A 


62 


HB 


THR 


A 


62 


HG1 


THR 


A 


62 


1HG2 


THR 


A 


62 


2HG2 


THR 


A 


62 


3HG2 


THR 


A 


62 


N 


ASP 


A • 


63 


CA 


ASP 


A 


63 


C 


ASP 


A 


63 


0 


ASP 


A 


63 


CB 


ASP 


A 


63 


CG 


ASP 


A 


63 


0D1 


ASP 


A 


63 


0D2 


ASP 


A 


63 


H 


ASP 


A 


63 


HA 


ASP 


A 


63 


1HB 


ASP 


A 


63 


2HB 


ASP 


A 


63 


N 


GLY 


A 


64 


CA 


GLY 


A 


64 


C 


GLY 


A 


64 


0 


GLY 


A 


64 


H 


GLY 


A 


64 


1HA 


GLY 


A 


64 



158.129 -2.903 

159.461 -0.924 

158.186 -0.714 

160.497 -0.732 

157. 840 -3. 010 

160.556 -2.640 

159. 622 -0. 163 

157. 729 -0. 016 

161.485 -0.763 

160.344 0.224 

160.402 -1.520 

159. 692 -1. 326 

159.332 -1.135 

158.683 0.228 

158.810 0.827 

160.569 -1.269 

161.735 -0.442 

162.877 -0.947 

161.506 0.712 

160.421 -0.794 

158.622 -1.904 

160.325 -0.942 
160.873 -2.306 
157.987 0.715 
157.329 2.004 
158.059 3.087 
158.181 4.218 
157.919 0.194 

156.326 1.914 



3.695 1.00 0.00 
1.175 1.00 0.00 
0.595 1.00 0.00 
0.089 1.00 0.00 
0.786 1.00 0.00 
1.836 1.00 0.00 
1.925 1.00 0.00 
1.070 1.00 0.00 
0.525 1.00 0.00 
-0.389 1.00 0.00 
-0.643 1.00 0.00 
4.058 1.00 0.00 
5.458 1.00 0.00 
5.672 1.00 0.00 
6.741 1.00 0.00 
6.347 1.00 0.00 
5.843 1.00 0.00 
5.871 1.00 0.00 
5.422 1.00 0.00 
3.675 1.00 0.00 
5.725 1.00 0.00 
7.346 1.00 0.00 
6.376 1.00 0.00 
4.650 1.00 0.00 
4.747 1.00 0.00 
3.979 1.00 0.00 
4.451 1.00 0.00 
3.823 1.00 0.00 
4.357 1.00 0.00 



ttHE# 2003-3083148 



mm 2002-236129 
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ATOM 881 


2HA 


GLY A 


64 


157. 274 


2.291 


5.788 1.00 0.00 


ATOM 882 


N 


THR A 


65 


158. 544 


2.743 


2.791 1.00 0.00 


ATOM 883 


CA 


THR A 


65 


159. 266 


3.694 


1.954 1.00 0.00 


ATOM 884 


C 


THR A 


65 


158. 921 


3.495 


0.482 1.00 0.00 


ATOM 885 


0 


THR A 


65 158.995 


2.381 


-0.038 1.00 0.00 


ATOM 886 


CB 


THR A 


65 160.775 


3.546 


2.161 1.00 0.00 


ATOM 887 


0G1 


THR A 


65 


161.186 


2.213 


1.916 1.00 0.00 


ATOM 888 


CG2 


THR A 


65 


161. 226 


3.917 


3.557 1.00 0.00 


ATOM 889 


H 


THR A 


65 158.415 


1.826 


2.469 1.00 0.00 


ATOM 890 


HA 


THR A 


65 158.967 


4.689 


2.250 1.00 0.00 


ATOM 891 


HB 


THR A 


.65 


161.288 


4.194 


1.466 1.00 0.00 


ATOM 892 


HG1 


THR A 


65 


160. 799 


1.905 


1.093 1.00 0.00 


ATOM 893 


1HG2 THR A 


65 


160.492 


4.565 


4.014 1.00 0.00 


ATOM 894 


2HG2 THR A 


65 


162. 175 


4.430 


3.505 1,00 0.00 


ATOM 895 


3HG2 THR A 


65 


161.333 


3.021 


4.151 1.00 0.00 


ATOM 896 


N 


PHE A 


66 


158. 545 


4.581 


-0.185 1.00 0.00 


ATOM 897 


CA 


PHE A 


66 


158. 189 


4.526 


-1.598 1.00 0.00 


ATOM 898 


C 


PHE A 


66 


159. 244 


5.221 


-2.452 1.00 0.00 


ATOM 899 


0 


PHE A 


66 


159. 348 


6.447 


-2.453 1.00 0.00 


ATOM 900 


CB 


PHE A 


66 


156. 822 


5.175 


-1.826 1.00 0.00 


ATOM 901 


CG 


PHE A 


66 


156. 219 


4.847 


-3.162 1.00 0.00 


ATOM 902 


CD1 


PHE A 


66 156.098 


3.531 


-3.579 1.00 0.00 


ATOM 903 


CD2 


PHE A 


66 


155. 771 


5.856 


-4.001 1.00 0.00 


ATOM 904 


CE1 


PHE A 


66 


155. 543 


3.227 


-4.808 1.00 0.00 


ATOM 905 


CE2 


PHE A 


66 


155.215 


5.557 


-5.231 1.00 0.00 


ATOM 906 


CZ 


PHE A 


66 


155. 101 


4.241 


-5.635 1.00 0.00 


ATOM 907 


H 


PHE A 


66 


158. 506 


5.440 


0.285 1.00 0.00 


ATOM 908 


HA 


PHE A 


66 


158. 136 


3.486 


-1.886 1.00 0.00 


ATOM 909 


1HB 


PHE A 


66 156.139 


4.837 


-1.062 1.00 0.00 
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#M 2002-236129 
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ATOM 


910 


2HB 


PHE 


A 


66 


156. 926 


6.248 


-1.761 


1.00 


0.00 


ATOM 


911 


HD1 


PHE 


A 


66 


156.443 


2.737 


-2. 934 


1.00 


0.00 


ATOM 


912 


HD2 


PHE 


A 


66 


155. 860 


6.885 


-3. 686 


1.00 


0.00 


ATOM 


913 


HE1 


PHE 


A 


66 


155.456 


2. 198 


-5. 121 


1.00 


0.00 


ATOM 


914 


HE2 


PHE 


A 


66 


154. 871 


6.352 


-5. 875 


1.00 


0.00 


ATOM 


915 


HZ 


PHE 


A 


66 


154. 666 


4.007 


-6. 595 


1.00 


0.00 


ATOM 


916 


N 


ARG 


A 


67 


160.023 


4.428 


-3. 181 


1.00 


0.00 


ATOM 


917 


CA 


ARG 


A 


67 


161.070 


4.967 


-4. 042 


1.00 


0.00 


ATOM 


918 


C 


ARG 


A 


67 


162. 093 


5.754 


-3.228 


1.00 


0.00 


ATOM 


919 


0 


ARG 


A 


67 


162. 571 


6.803 


-3. 660 


1.00 


0.00 


ATOM 


920 


CB 


ARG 


A 


67 


160.460 


5.864 


-5. 121 


1.00 


0.00 


ATOM 


921 


CG 


ARG 


A 


67 


159. 253 


5. 250 


-5. 812 


1.00 


0.00 


ATOM 


922 


CD 


ARG 


A 


67 


158. 944 


5.953 


-7.123 


1.00 


0.00 


ATOM 


923 


NE 


ARG 


A 


67 


157. 578 


5.696 


-7. 573 


1.00 


0.00 


ATOM 


924 


CZ 


ARG 


A 


67 


157. 193 


4. 569. 


-8. 167 


1.00 


0.00 


ATOM 


925 


NH1 


ARG 


A 


67 


158.066 


3.594 


-8. 385 


1.00 


0.00 


ATOM 


926 


NH2 


ARG 


A 


67 


155.931 


4.416 


-8. 545 


1.00 


0.00 


ATOM 


927 


H 


ARG 


A 


67 


159.891 


3.458 


-3. 140 


1.00 


0.00 


ATOM 


928 


HA 


ARG 


A 


67 


161.568 


4.136 


-4. 517 


1.00 


0.00 


ATOM 


929 


1HB 


ARG 


A 


67 


160. 153 


6.796 


-4. 668 


1.00 


0.00 


ATOM 


930 


2HB 


ARG 


A 


67 


161.210 


6.068 


-5. 869 


1.00 


0.00 


ATOM 


931 


1HG 


ARG 


A 


67 


159.457 


4.208 


-6. 013 


1.00 


0.00 


ATOM 


932 


2HG 


ARG 


A 


67 


158. 397 


5.331 


-5. 158 


1.00 


0.00 


ATOM 


933 


1HD 


ARG 


A 


67 


159. 073 


7.017 


-6. 985 


1.00 


0.00 


ATOM 


934 


2HD 


ARG 


A 


67 


159. 634 


5.603 


-7. 876 


1.00 


0.00 


ATOM 


935 


HE 


ARG 


A 


67 


156.913 


6.401 


-7.425 


1.00 


0.00 


ATOM 


936 


1HH1 


ARG 


A 


67 


159.019 


3.702 


-8. 102 


1.00 


0.00 


ATOM 


937 


2HH1 


ARG 


A 


67 


157.771 


2.749 


-8. 832 


1.00 


0.00 


ATOM 


938 


1HH2 ARG 


A 


67 


155. 268 


5.148 


-8. 383 


1.00 


0.00 
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ATOM 939 


2HH2 ARG A 


ATOM 940 


IN 


PT V A 
uLY A 


ATOM 941 


PA 


PT V A 
VjLfl A 


ATOM 942 


L 


PT V A 


ATOM 943 


A 

U 


PT V A 
IrLl A 


ATOM 944 


U 
n 


PT V A 
KjLi A 


ATOM 945 


JLnA 


PT V A 
bLl A 


ATOM 946 


ZriA 


PT V A 
VxLi A 


ATOM 947 


M 

IN 


TUP A 
InK A 


ATOM 948 


PA 

LA 


TUD A 
InK A 


ATOM 949 


L 


TUP A 

InK A 


ATOM 950 


A 
V 


TOD A 

InK A 


ATOM 951 


pd 


TOD A 

InK A 


ATOM 952 


API 


TOD A 

InK A 


ATOM 953 


PPO 


TOD A 

InK A 


ATOM 954 


H 


THR A 


ATOM 955 


HA 


THR A 


ATOM 956 


HB 


THR A 


ATOM 957 


HG1 


THR A 


ATOM 958 


1HG2 THR A 


ATOM 959 


2HG2 THR A 


ATOM 960 


3HG2 THR A 


ATOM 961 


N 


ARG A 


ATOM 962 


CA 


ARG A 


ATOM 963 


C 


ARG A 


ATOM 964 


0 


ARG A 


ATOM 965 


CB 


ARG A 


ATOM 966 


CG 


ARG A 


ATOM 967 


CD 


ARG A 



67 155.642 3.570 

68 162.423 5.240 
68 163.387 5.909 
68 162.806 7.129 
68 163.530 8.071 
68 162.009 4.402 
68 163.726 5.212 

68 164.232 6.214 

69 161.497 7.111 
69 160.818 8.224 
69 159.927 7.727 
69 158.778 7.344 
69 159.985 9.007 
69 160.757 9.328 
69 159.427 10.300 
69 160.974 6.330 
69 161.575 8.876 
69 159.152 8.396 
69 161.481 9.905 
69 160.229 11.013 
69 158.958 10.110 

69 158.696 10.701 

70 160.463 7.737 
70 159.714 7.288 
70 158.456 8.127 
70 158.505 9.357 
70 160.591 7.360 
70 159.921 6.798 
70 160.262 7.616 



8.992 1.00 0.00 
2.048 1.00 0.00 
1.192 1.00 0.00 
•0.505 1.00 0.00 
•0.184 1.00 0.00 
•1.755 1.00 0.00 
-0.440 1.00 0.00 
-1.791 1.00 0.00 
-0.279 1.00 0.00 
0.375 1.00 0.00 

1.509 1.00 0.00 

1.285 1.00 0.00 
-0.640 1.00 0.00 
-1.783 1.00 0.00 
-0.085 1.00 0.00 
-0.558 1.00 0.00 

0.786 1.00 0.00 
-0.954 1.00 0.00 
-1.529 1.00 0.00 

0.043 1.00 0.00 

0.869 1.00 0.00 
-0.772 1.00 0.00 

2.725 1.00 0.00 

3.893 1.00 0.00 

4.089 1.00 0.00 

4.042 1.00 0.00 

5.145 1.00 0.00 

6.388 1.00 0.00 

7.624 1.00 0.00 

ffiliE#2 003-3083148 



#H 2002-236129 
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ATOM 968 


NE 


ARG A 


70 


161.583 


7.285 


8.153 1.00 0.00 


ATOM 969 


CZ 


ARG A 


70 


161.985 


7.587 


9.384 1.00 0.00 


ATOM 970 


NH1 


ARG A 


70 


161.174 


8.226 


10.218 1.00 0.00 


ATOM 971 


NH2 


ARG A 


70 


163. 204 


7.249 


9.785 1.00 0.00 


ATOM 972 


H 


ARG A 


70 


161.383 


8.055 


2.839 1.00 0.00 


ATOM 973 


HA 


ARG A 


70 


159.425 


6.262 


3.725 1.00 0.00 


ATOM 974 


1HB 


ARG A 


70 


161.498 


6.802 


4.968 1.00 0.00 


ATOM 975 


2HB 


ARG A 


70 


160. 844 


8.393 


5.333 1.00 0.00 


ATOM 976 


1HG 


ARG A 


70 


158. 851 


6.810 


6.246 1.00 0.00 


ATOM 977 


2HG 


ARG A 


70 


160. 254 


5.782 


6.537 1.00 0.00 


ATOM 978 


1HD 


ARG A 


70 


160. 242 


8.664 


7.362 1.00 0.00 


ATOM 979 


2HD 


ARG A 


70 


159. 520 


7.421 


8.385 1.00 0.00 


ATOM 980 


HE 


ARG A 


70 


162. 202 


6.813 


7.558 1.00 0.00 


ATOM 981 


1HH1 


ARG A 


70 


160. 255 


8.484 


9.923 1.00 0.00 


ATOM 982 


2HH1 ARG A 


70 


161.483 


8.450 


11.143 1.00 0.00 


ATOM 983 


1HH2 ARG A 


70 


163.819 


6.766 


9.161 1.00 0.00 


ATOM 984 


2HH2 ARG A 


70 


163. 506 


7.476 


10.710 1.00 0.00 


ATOM 985 


N 


TYR A 


71 


157. 331 


7.456 


4.312 1.00 0.00 


ATOM 986 


CA 


TYR A 


71 


156. 060 


8. 139 


4.517 1.00 0.00 


ATOM 987 


C 


TYR A 


71 


155.495 


7.835 


5.900 1.00 0.00 


ATOM 988 


0 


TYR A 


71 


154.967 


8.719 


6.574 1.00 0.00 


ATOM 989 


CB 


TYR A 


71 


155.055 


7.724 


3.441 1.00 0.00 


ATOM 990 


CG 


TYR A 


71 


155.279 


8.403 


2.108 1.00 0.00 


ATOM 991 


CD1 


TYR A 


71 


155. 301 


7.670 


0.928 1.00 0.00 


ATOM 992 


CD2 


TYR A 


71 


155.468 


9.777 


2.029 1.00 0.00 


ATOM 993 


CE1 


TYR A 


71 


155. 505 


8.285 


-0.292 1.00 0.00 


ATOM 994 


CE2 


TYR A 


71 


155.673 


10.400 


0.813 1.00 0.00 


ATOM 995 


CZ 


TYR A 


71 


155.691 


9.650 


-0.344 1.00 0.00 


ATOM 996 


OH 


TYR A 


71 


155.894 


10.268 


-1.557 1.00 0.00 



foU^fe 2003-3083148 



mm 2002-236129 



5> : 654/ 



ATOM 997 


H 


TYR A 


71 


157. 357 


6.477 


4.339 1.00 0.00 


ATOM 998 


HA 


TYR A 


71 


156.238 


9.202 


4.440 1.00 0.00 


ATOM 999 


1HB 


TYR A 


71 


155. 124 


6.659 


3.285 1.00 0.00 


ATOM 1000 


2HB 


TYR A 


71 


154. 058 


7.970 


3.776 1.00 0.00 


ATOM 1001 


HD1 


TYR A 


71 


155. 154 


6.600 


0.972 1.00 0.00 


ATOM 1002 


HD2 


TYR A 


71 


155.455 


10.361 


2.938 1.00 0.00 


ATOM 1003 


HE1 


TYR A 


71 


155.518 


7.697 


-1.198 1.00 0.00 


ATOM 1004 


HE2 


TYR A 


71 


155. 819 


11.470 


0.773 1.00 0.00 


ATOM 1005 


HH 


TYR A 


71 


155. 302 


9.892 


-2.211 1.00 0.00 


ATOM 1006 


N 


PHE A 


72 


155.611 


6.579 


6.318 1.00 0.00 


ATOM 1007 


CA 


PHE A 


72 


155. 112 


6.157 


7.621 1.00 0.00 


ATOM 1008 


C 


PHE A 


72 


156. 066 


5.160 


8.272 1.00 0.00 


ATOM 1009 


0 


PHE A 


72 


157. 112 


4.833 


7.714 1.00 0.00 


ATOM 1010 


CB 


PHE A 


72 


153. 722 


5. 534 


7.482 1.00 0.00 


ATOM 1011 


CG 


PHE A 


72 


153. 649 


4.455 


6.439 1.00 0.00 


ATOM 1012 


CD1 


PHE A 


72 


153. 791 


3.123 


6.790 1.00 0.00 


ATOM 1013 


CD2 


PHE A 


72 


153. 438 


4.775 


5.107 1.00 0.00 


ATOM 1014 


CE1 


PHE A 


72 


153.725 


2.128 


5.833 1.00 0.00 


ATOM 1015 


CE2 


PHE A 


72 


153. 372 


3.785 


4.145 1.00 0.00 


ATOM 1016 


CZ 


PHE A 


72 


153. 514 


2.459 


4.509 1.00 0.00 


ATOM 1017 


H 


PHE A 


72 


156.042 


5.919 


5.734 1.00 0.00 


ATOM 1018 


HA 


PHE A 


72 


155. 043 


7.033 


8.248 1.00 0.00 


ATOM 1019 


1HB 


PHE A 


72 


153.433 


5.101 


8.427 1.00 0.00 


ATOM 1020 


2HB 


PHE A 


72 


153.015 


6.305 


7.214 1.00 0.00 


ATOM 1021 


HD1 


PHE A 


72 


153. 956 


2.862 


7.826 1.00 0.00 


ATOM 1022 


HD2 


PHE A 


72 


153.327 


5.810 


4.822 1.00 0.00 


ATOM 1023 


HE1 


PHE A 


72 


153. 837 


1.093 


6.120 1.00 0.00 


ATOM 1024 


HE2 


PHE A 


72 


153. 206 


4.046 


3.111 1.00 0.00 


ATOM 1025 


HZ 


PHE A 


72 


153.462 


1.684 


3.759 1.00 0.00 



£BSE# 2003-3083148 



#02 0 0 2- 



2 3 6 12 9 



655/ 



ATOM 1026 
ATOM 1027 
ATOM 1028 
ATOM 1029 
ATOM 1030 
ATOM 1031 
ATOM 1032 
ATOM 1033 
ATOM 1034 
ATOM 1035 
ATOM 1036 
ATOM 1037 
ATOM 1038 
ATOM 1039 
ATOM 1040 
ATOM 1041 
ATOM 1042 
ATOM 1043 
ATOM 1044 
ATOM 1045 
ATOM 1046 
ATOM 1047 
ATOM 1048 
ATOM 1049 
ATOM 1050 
ATOM 1051 
ATOM 1052 
ATOM 1053 
ATOM 1054 



N 


THR A 


CA 


THR A 


C 


THR A 


0 


THR A 


CB 


THR A 


0G1 


THR A 


CG2 


THR A 


H 


THR A 


HA 


THR A 


HB 


THR A 


HG1 


THR A 


1HG2 


THR A 


2HG2 THR A 


3HG2 THR A 


N 


CYS A 


CA 


CYS A 


C 


CYS A 


0 


CYS A 


CB 


CYS A 


SG 


CYS A 


H 


CYS A 


HA 


CYS A 


1HB 


CYS A 


2HB 


CYS A 


HG 


CYS A 


N 


ALA A 


CA 


ALA A 


C 


ALA A 


0 


ALA A 



73 155.696 
73 156.517 
73 155.799 
73 154.786 
73 156.871 
73 157.291 
73 157.970 
73 154.849 
73 157.428 
73 155.992 
73 157.505 
73 157.585 
73 158.323 

73 158.786 

74 156.329 
74 155.737 
74 156.817 
74 158.004 
74 154.907 
74 153.174 
74 157.138 
74 155.091 
74 155.336 
74 154.931 

74 152.822 

75 156.395 
75 157.325 
75 158.145 
75 158.032 



4.680 9.455 1.00 0.00 
3.720 10.183 1.00 0.00 
2.383 10.319 1.00 0.00 
2.279 11.012 1.00 0.00 
4.267 11.568 1.00 0.00 
5.617 11.483 1.00 0.00 
3.486 12.256 1.00 0.00 
4.980 9.849 1.00 0.00 
3.571 9.622 1.00 0.00 
4.223 12.195 1.00 0.00 
5.942 12.360 1.00 0.00 
2.531 12.580 1.00 0.00 
4.041 13.112 1.00 0.00 
3.330 11.567 1.00 0.00 
1.361 9.655 1.00 0.00 
0.029 9.702 1.00 0.00 
-1.040 9.840 1.00 0.00 
-0.730 9.941 1.00 0.00 
-0.228 8.444 1.00 0.00 
0.266 8.590 1.00 0.00 
1.507 9.120 1.00 0.00 
-0.015 10.565 1.00 0.00 
0.323 7.619 1.00 0.00 
-1.283 8.216 1.00 0.00 
0.378 7.704 1.00 0.00 
-2.300 9.846 1.00 0.00 
-3.416 9.972 1.00 0.00 
-3.594 8.699 1.00 0.00 
-2.806 7.760 1.00 0.00 



ffiSE# 2003-3083148 



#M 2002-236129 



^-v: 656/ 



ATOM 1055 
ATOM 1056 
ATOM 1057 
ATOM 1058 
ATOM 1059 
ATOM 1060 
ATOM 1061 
ATOM 1062 
ATOM 1063 
ATOM 1064 
ATOM 1065 
ATOM 1066 
ATOM 1067 
ATOM 1068 
ATOM 1069 
ATOM 1070 
ATOM 1071 
ATOM 1072 
ATOM 1073 
ATOM 1074 
ATOM 1075 
ATOM 1076 
ATOM 1077 
ATOM 1078 
ATOM 1079 
ATOM 1080 
ATOM 1081 
ATOM 1082 
ATOM 1083 



C 
0 

CB 



CB ALA A 
H ALA A 
HA ALA A 
1HB ALA A 
2HB ALA A 
3HB ALA A 
N LEU A 
CA LEU A 
LEU A 
LEU A 
LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N LYS A 
CA LYS A 
C LYS A 
0 LYS A 



75 156.570 
75 155.436 
75 157.993 
75 157.083 
75 155.569 

75 156.524 

76 158.971 
76 159.811 
76 159.123 
76 158.480 
76 161.160 
76 162.133 
76 162.958 
76 163.038 
76 159.017 
76 159.978 
76 160.975 
76 161.631 
76 161.571 
76 163.035 
76 162.480 
76 163.947 
76 164.015 
76 162.614 

76 163.128 

77 159.263 
77 158.655 
77 157.137 
77 156.502 



-4.697 

-2.485 

-3.201 

-5.539 

-4.637 

-4.823 

-4.635 

-4.917 

-5.895 

-6.849 

-5.485 

-4.460 

-5.082 

-3. 905 

-5.228 

-3.986 

-6.244 

-5.950 

-3.638 

-6. 147 

-4.894 

-4.647 

-3.701 

-2.992 

-4.628 

-5.652 

-6.512 

-6. 531 

-7.576 



10. 298 
9.762 

10. 792 
9. 858 
9.898 

11.370 
8.674 
7. 515 
6.570 
7. 006 
7.963 
8.547 
9.663 
7.458 
9.452 
6.994 
8.710 
7.111 
8.968 
9. 503 

10. 612 
9. 665 
7.871 
7.068 
6.661 
5.270 
4.261 
4.405 
4.257 



1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 



tBIE# 2003-3083148 



#H 2002-236129 



^-v I 657/ 



ATOM 1084 
ATOM 1085 
ATOM 1086 
ATOM 1087 
ATOM 1088 
ATOM 1089 
ATOM 1090 
ATOM 1091 
ATOM 1092 
ATOM 1093 
ATOM 1094 
ATOM 1095 
ATOM 1096 
ATOM 1097 
ATOM 1098 
ATOM 1099 
ATOM 1100 
ATOM 1101 
ATOM 1102 
ATOM 1103 
ATOM 1104 
ATOM 1105 
ATOM 1106 
ATOM 1107 
ATOM 1108 
ATOM 1109 
ATOM 1110 
ATOM 1111 
ATOM 1112 



CB 


LYS A 


77 


CG 


LYS A 


77 


CD 


LYS A 


77 


CE 


LYS A 


77 


NZ 


LYS A 


77 


H 


LYS A 


77 


HA 


LYS A 


77 


1HB 


LYS A 


77 


2HB 


LYS A 


77 


1HG 


LYS A 


77 


2HG 


LYS A 


77 


1HD 


LYS A 


77 


2HD 


LYS A 


77 


1HE 


LYS A 


77 


2HE 


LYS A 


77 


1HZ 


LYS A 


77 


2HZ 


LYS A 


77 


3HZ 


LYS A 


77 


N 


LYS A 


78 


CA 


LYS A 


78 


C 


LYS A 


78 


0 


LYS A 


78 


CB 


LYS A 


78 


CG 


LYS A 


78 


CD 


LYS A 


78 


CE 


LYS A 


78 


NZ 


LYS A 


78 


H 


LYS A 


78 


HA 


LYS A 


78 



159.210 -7.934 
160.709 -8.021 
161.055 -7.890 
162. 333 -7. 091 
162.972 -7.390 
159.788 -4.875 
158.908 -6.113 
158.996 -8.315 
158.718 -8.558 
161.195 -7.226 
161.064 -8.976 
161.189 -8.876 
160.243 -7.389 
162.095 -6.038 
163.024 -7.335 
162.327 -7.144 
163.202 -8.403 
163.849 -6.841 
156.560 -5.370 
155.116 -5.253 
154.630 -3.873 
153.775 -3.271 
154.723 -5.509 
155.187 -6.857 
154.862 -7.020 
153.595 -7.837 
152.784 -7.328 
157.120 -4.572 
154.650 -5.999 



4.373 1.00 0.00 
4.143 1.00 0.00 
2.668 1.00 0.00 
2.465 1.00 0.00 
1.154 1.00 0.00 
4.983 1.00 0.00 
3.291 1.00 0.00 
5.361 1.00 0.00 
3.642 1.00 0.00 
4.688 1.00 0.00 
4.502 1.00 0.00 
2.250 1.00 0.00 
2.161 1.00 0.00 
2.507 1.00 0.00 
3.258 1.00 0.00 
0.376 1.00 0.00 
1.090 1.00 0.00 
1.050 1.00 0.00 
4.693 1.00 0.00 
4.857 1.00 0.00 
4.421 1.00 0.00 
5.071 1.00 0.00 
6.313 1.00 0.00 
6.841 1.00 0.00 
8.316 1.00 0.00 
8.520 1.00 0.00 
9.660 1.00 0.00 
4.799 1.00 0.00 
4.230 1.00 0.00 



{±lfE#2 003-3083148 



mm. 2002-236129 



^-5? : 658/ 



ATOM 1113 


1HB 


LYS A 


78 


155. 154 


ATOM 1114 


2HB 


LYS A 


78 


153. 648 


ATOM 1115 


1HG 


LYS A 


78 154.694 


ATOM 1116 


2HG 


LYS A 


78 


156. 256 


ATOM 1117 


1HD 


LYS A 


78 


155.684 


ATOM 1118 


2HD 


LYS A 


78 


154. 723 


ATOM 1119 


1HE 


LYS A 


78 


153.003 


ATOM 1120 


2HE 


LYS A 


78 


153.872 


ATOM 1121 


1HZ 


LYS A 


78 


152.943 


ATOM 1122 


2HZ 


LYS A 


no 

78 


153.051 


ATOM 1123 


3HZ 


LYS A 


78 


151.773 


ATOM 1124 


N 


ALA A 


79 


Iff ^ o t 

155. 181 


ATOM 1125 


CA 


ALA A 


79 


154. 803 


ATOM 1126 


C 


ALA A 


79 


154. 667 


ATOM 1127 


0 


ALA A 


79 


155. 662 


ATOM 1128 


CB 


ALA A 


79 


i pp r> f\ a 

155. 824 


ATOM 1129 


H 


ALA A 


79 


Iff r> f P7 

155. 857 


ATOM 1130 


HA 


ALA A 


79 


i po nr a 

153. 850 


ATOM 1131 


1HB 


ALA A 


79 


155. 952 


ATOM 1132 


2HB 


ALA A 


79 


Iff A ff f 

155. 475 


ATOM 1133 


3HB 


ALA A 


79 


•iff* n f* rt 

156. 768 


ATOM 1134. 


N 


LEU A 


80 


153.429 


ATOM 1135 


CA 


LEU A 


80 


153. 162 


ATOM 1136 


C 


LEU A 


80 


152. 294 


ATOM 1137 


0 


LEU A 


80 


151.115 


ATOM 1138 


CB 


LEU A 


80 


152.475 


ATOM 1139 


CG 


LEU A 


80 


152. 077 


ATOM 1140 


CD1 


LEU A 


80 153.312 


ATOM 1141 


CD2 


LEU A 


80 151.216 



-4.737 6.932 1.00 0.00 

-5.465 6.397 1.00 0.00 

-7.640 6.284 1.00 0.00 

-6.937 6.706 1.00 0.00 

-7.521 8.803 1.00 0.00 

-6.042 8.754 1.00 0.00 

-7.789 7.619 1.00 0.00 

-8.862 8.715 1.00 0.00 

-6.307 9.784 1.00 0.00 

-7.818 10.537 1.00 0.00 

-7.491 9.480 1.00 0.00 

-3.379 3.318 1.00 0.00 

-2.071 2.796 1.00 0.00 

-2.103 1.279 1.00 0.00 

-2.180 0.557 1.00 0.00 

-1.022 3.215 1.00 0.00 

-3.906 2.844 1.00 0.00 

-1.803 3.228 1.00 0.00 

-1.053 4.287 1.00 0.00 

-0.043 2.921 1.00 0.00 

-1.228 2.733 1.00 0.00 

-2.045 0.799 1.00 0.00 

-2.068 -0.635 1.00 0.00 

-0.883 -1.044 1.00 0.00 

-0.813 -0.696 1.00 0.00 

-3.378 -1.024 1.00 0.00 

-3.487 -2.498 1.00 0.00 

-3.525 -3.383 1.00 0.00 

-4.721 -2.725 1.00 0.00 



£BiE# 2003-3083148 



!$m 2002-236129 



i-V: 659/ 



ATOM 1142 
ATOM 1143 
ATOM 1144 
ATOM 1145 
ATOM 1146 
ATOM 1147 
ATOM 1148 
ATOM 1149 
ATOM 1150 
ATOM 1151 
ATOM 1152 
ATOM 1153 
ATOM 1154 
ATOM 1155 
ATOM 1156 
ATOM 1157 
ATOM 1158 
ATOM 1159 
ATOM 1160 
ATOM 1161 
ATOM 1162 
ATOM 1163 
ATOM 1164 
ATOM 1165 
ATOM 1166 
ATOM 1167 
ATOM 1168 
ATOM 1169 
ATOM 1170 



H 


LEU 


A 


80 


HA 


LEU 


A 


80 


1HB 


LEU 


A 


80 


2HB 


LEU 


A 


80 


HG 


LEU 


A 


80 


1HD1 


LEU 


A 


80 


2HD1 


LEU 


A 


80 


3HD1 


LEU 


A 


80 


1HD2 


LEU 


A 


80 


2HD2 


LEU 


A 


80 


3HD2 


LEU 


A 


80 


N 


PHE 


A 


81 


CA 


PHE 


A 


81 


C 


PHE 


A 


81 


0 


PHE 


A 


81 


CB 


PHE 


A 


81 


CG 


PHE 


A 


81 


CD1 


PHE 


A 


81 


CD2 


PHE 


A 


81 


CE1 


PHE 


A 


81 


CE2 


PHE 


A 


81 


CZ 


PHE 


A 


81 


H 


PHE 


A 


81 


HA 


PHE 


A 


81 


1HB 


PHE 


A 


81 


2HB 


PHE 


A 


81 


HD1 


PHE 


A 


81 


HD2 


PHE 


A 


81 


HE1 


PHE 


A 


81 



152.678 -1.984 

154.108 -2.001 

153.144 -4.194 

151.583 -3.485 

151.496 -2.618 

154. 114 -2. 982 

153.086 -3.068 

153. 613 -4. 550 

151.834 -5.604 

150. 752 -4. 660 

150.452 -4.773 

152.886 0.049 

152.167 1.232 

151.408 0.942 

151.925 0.285 

153.139 2.393 

153.718 2.937 

154.880 2.404 

153. 100 3. 984 

155.415 2.903 

153.630 4.488 

154.790 3.946 

153. 828 -0. 063 

151.458 1.506 

153.957 2.058 

152.621 3.198 

155.371 1.588 

152.193 4.409 

156.321 2.477 



1.424 1.00 0.00 

-1.149 1.00 0.00 

-0.792 1.00 0.00 

-0.425 1.00 0.00 

-2.771 1.00 0.00 

-2.904 1.00 0.00 

-4.335 1.00 0.00 

-3.536 1.00 0.00 

-2.676 1.00 0.00 

-3.698 1.00 0.00 

-1.964 1.00 0.00 

-1.786 1.00 0.00 

-2. 243 -1.00 0.00 

-3.534 1,00 0.00 

-4.437 1.00 0.00 

-2.461 1.00 0.00 

-1.186 1.00 0.00 

-0.654 1.00 0.00 

-0.521 1.00 0.00 

0.518 1.00 0.00 

0.653 1.00 0.00 

1.172 1.00 0.00 

-2.032 1.00 0.00 

-1.477 1.00 0.00 

-3.080 1.00 0.00 

-2.962 1.00 0.00 

-1.165 1.00 0.00 

-0.926 1.00 0.00 

0.923 1.00 0.00 



tbSE# 2003-3083148 



#0 2002-236129 



^-v: 660/ 



ATOM 1171 


HE2 


PHE A 


81 


153. 139 


5.304 


ATOM 1172 


HZ 


PHE A 


81 


155. 206 


4.337 


ATOM 1173 


N 


VAL A 


82 


150. 176 


1.437 


ATOM 1174 


CA 


VAL A 


82 


149. 347 


1.232 


ATOM 1175 


C 


VAL A 


82 148.458 


2.442 


ATOM 1176 


0 


VAL A 


82 


148. 317 


3.319 


ATOM 1177 


CB 


VAL A 


82 


148.459 


-0.019 


ATOM 1178 


CGI 


VAL A 


82 


149. 301 


-1.283 


ATOM 1179 


CG2 


VAL A 


82 147.677 


0.030 


ATOM 1180 


H 


VAL A 


82 


149. 818 


1.954 


ATOM 1181 


HA 


VAL A 


82 150.001 


1.086 


ATOM 1182 


HB 


VAL A 


82 


147. 754 


-0.032 


ATOM 1183 


1HG1 VAL A 


82 


149. 619 


-1.442 


ATOM 1184 


2HG1 VAL A 


82 


148. 713 


-2. 128 


ATOM 1185 


3HG1 VAL A 


82 


150. 168 


-1.179 


ATOM 1186 


1HG2 VAL A 


82 


148. 342 


-0. 166 


ATOM 1187 


2HG2 VAL A 


82 146.896 


-0.717 


ATOM 1188 


3HG2 VAL A 


82 


147. 235 


1.008 


ATOM 1189 


N 


LYS A 


83 


147. 860 


2.481 


ATOM 1190 


CA 


LYS A 


83 


146.984 


3.584 


ATOM 1191 


C 


LYS A 


83 


145.701 


3.570 


ATOM 1192 


0 


LYS A 


83 


144. 952 


2.594 


ATOM 1193 


CB 


LYS A 


83 


146. 650 


3.507 


ATOM 1194 


CG 


LYS A 


83 


147. 877 


3.518 


ATOM 1195 


CD 


LYS A 


83 


147. 699 


2.598 


ATOM 1196 


CE 


LYS A 


83 


148. 182 


3.252 


ATOM 1197 


NZ 


LYS A 


83 


149. 098 


2.362 


ATOM 1198 


H 


LYS A 


83 


148.011 


1.751 


ATOM 1199 


HA 


LYS A 


83 


147. 509 


4.506 



1.161 1.00 0.00 
2.088 1.00 0.00 
-3.615 1.00 0.00 
-4.795 1.00 0.00 
-5.060 1.00 0.00 
-4.209 1.00 0.00 
-4.649 1.00 0.00 
-4.728 1.00 0.00 
-3.346 1.00 0.00 
-2.863 1.00 0.00 
-5.642 1.00 0.00 
-5.468 1.00 0.00 
-5.747 1.00 0.00 
-4.398 1.00 0.00 
-4.092 1.00 0.00 
-2.518 1.00 0.00 
-3.366 1.00 0.00 
-3.228 1.00 0.00 
-6.246 1.00 0.00 
-6.625 1.00 0.00 
-5.803 1.00 0.00 
-5.815 1.00 0.00 
-8.115 1.00 0.00 
-9.012 1.00 0.00 
-10.210 1.00 0.00 
-11.495 1.00 0.00 
-12.260 1.00 0.00 
-6.882 1.00 0.00 
-6.432 1.00 0.00 
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ATOM 1200 


1HB 


LYS A 


83 


146. 101 


2.596 


ATOM 1201 


2HB 


LYS A 


83 


146. 031 


4.351 


ATOM 1202 


1HG 


LYS A 


83 


148. 044 


4.525 


ATOM 1203 


2HG 


LYS A 


83 


148. 733 


3.188 


ATOM 1204 


1HD 


LYS A 


83 


148. 264 


1.694 


ATOM 1205 


2HD 


LYS A 


83 


146.651 


2.357 


ATOM 1206 


1HE 


LYS A 


83 


147. 325 


3.484 


ATOM 1207 


2HE 


LYS A 


83 


148. 704 


4.165 


ATOM 1208 


1HZ 


LYS A 


83 


148. 594 


1.502 


ATOM 1209 


2HZ 


LYS A 


83 


149. 906 


2.086 


ATOM 1210 


3HZ 


LYS A 


83 


149.455 


2.855 


ATOM 1211 


N 


LEU A 


84 


145.454 


4.663 


ATOM 1212 


CA 


LEU A 


84 


144. 263 


4.786 


ATOM 1213 


C 


LEU A 


84 


142. 997 


4.654 


ATOM 1214 


0 


LEU A 


84 


141.964 


4. 191 


ATOM 1215 


CB 


LEU A 


84 


144. 267 


6. 130 


ATOM 1216 


CG 


LEU A 


84 


143. 022 


6.415 


ATOM 1217 


CD1 


LEU A 


84 


143. 083 


5.655 


ATOM 1218 


CD2 


LEU A 


84 


142. 881 


7.909 


ATOM 1219 


H 


LEU A 


84 


146. 091 


5.408 


ATOM 1220 


HA 


LEU A 


84 


144. 283 


3.990 


ATOM 1221 


1HB 


LEU A 


84 


145. 131 


6. 159 


ATOM 1222 


2HB 


LEU A 


84 


144. 364 


6.913 


ATOM 1223 


HG 


LEU A 


84 


142. 147 


6.081 


ATOM 1224 


1HD1 


LEU A 


84 


142. 280 


5.984 


ATOM 1225 


2HD1 LEU A 


84 


144. 030 


5.843 


ATOM 1226 


3HD1 LEU A 


84 


142. 980 


4.597 


ATOM 1227 


1HD2 LEU A 


84 


141.983 


8.094 


ATOM 1228 


2HD2 LEU A 


84 142.822 


8.429 



-8.302 1.00 0.00 
-8.378 1.00 0.00 
-9.365 1.00 0.00 
-8.440 1.00 0.00 
10.044 1.00 0.00 
10.311 1.00 0.00 
12.111 1.00 0.00 
11.247 1.00 0.00 
12.560 1.00 0.00 
11.667 1.00 0.00 
•13.104 1.00 0.00 
-5.090 1.00 0.00 
-4.260 1.00 0.00 
-5.102 1.00 0.00 
-4.618 1.00 0.00 
-3.530 1.00 0.00 
-2.687 1.00 0.00 
-1.372 1.00 0.00 
-2.436 1.00 0.00 
-5.124 1.00 0.00 
-3.531 1.00 0.00 
-2.881 1.00 0.00 
-4.265 1.00 0.00 
-3.226 1.00 0.00 
-0.729 1.00 0.00 
-0.889 1.00 0.00 
-1.562 1.00 0.00 
-1.866 1.00 0.00 
-3.380 1.00 0.00 
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ATOM 1229 


3HD2 


LEU A 


ATOM 1230 


N 


LYS A 


ATOM 1231 


CA 


LYS A 


ATOM 1232 


C 


LYS A 


ATOM 1233 


0 


LYS A 


ATOM 1234 


CB 


LYS A 


ATOM 1235 


CG 


LYS A 


ATOM 1236 


CD 


LYS A 


ATOM 1237 


CE 


LYS A 


ATOM 1238 


NZ 


LYS A 


ATOM 1239 


H 


LYS A 


ATOM 1240 


HA 


LYS A 


ATOM 1241 


1HB 


LYS A 


ATOM 1242 


2HB 


LYS A 


ATOM 1243 


1HG 


LYS A 


ATOM 1244 


2HG 


LYS A 


ATOM 1245 


1HD 


LYS A 


ATOM 1246 


2HD 


LYS A 


ATOM 1247 


1HE 


LYS A 


ATOM 1248 


2HE 


LYS A 


ATOM 1249 


1HZ 


LYS A 


ATOM 1250 


2HZ 


LYS A 


ATOM 1251 


3HZ 


LYS A 


ATOM 1252 


N 


SER A 


ATOM 1253 


CA. 


SER A 


ATOM 1254 


C 


SER A 


ATOM 1255 


0 


SER A 


ATOM 1256 


CB 


SER A 


ATOM 1257 


OG 


SER A 



84 143.738 8.263 

85 143.085 5.064 
85 141.947 4.991 
85 141.531 3.543 
85 140.366 3.259 
85 142.288 5.663 
85 143. 572 5. 147 
85 143.681 5.556 
85 144.838 4.854 
85 146.048 5.720 
85 143.936 5.424 
85 141.123 5.519 
85 141.479 5.492 
85 142.394 6.725 
85 144.414 5.552 
85 143.585 4.069 
85 142.763 5.298 
85 143.834 6.625 
85 145.082 3.960 
85 144.534 4.587 
85 145.772 6.705 
85 146.673 5.395 

85 146.569 5.684 

86 142.491 2.629 
86 142.223 1.211 
86 142.207 0.464 
86 142.569 -0.710 
86 143.274 0.600 
86 143.390 1.346 



-1.883 1.00 0.00 
-6.363 1.00 0.00 
-7.271 1.00 0.00 
-7.511 1.00 0.00 
-7.790 1.00 0.00 
-8.603 1.00 0.00 
-9.232 1.00 0.00 
10.693 1.00 0.00 
11.383 1.00 0.00 
11.459 1.00 0.00 
-6.691 1.00 0.00 
-6.814 1.00 0.00 
-9.298 1.00 0.00 
-8.441 1.00 0.00 
-8.692 1.00 0.00 
-9.168 1.00 0.00 
•11.199 1.00 0.00 
•10.746 1.00 0.00 
■10.830 1.00 0.00 
•12.385 1.00 0.00 
-11.648 1.00 0.00 
-12.222 1.00 0.00 
-10.560 1.00 0.00 
-7.401 1.00 0.00 
-7.606 1.00 0.00 
-6.276 1.00 0.00 
-6.208 1.00 0.00 
-8.535 1.00 0.00 
-9.734 1.00 0.00 
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ATOM 


1258 


H 


SER A 


86 


143.402 


2.916 


-7. 178 


1.00 0.00 


ATOM 


1259 


HA 


SER A 


86 


141.251 


1.121 


-8. 067 


1.00 0.00 


ATOM 


1260 


1HB 


SER A 


86 


144. 232 


0.594 


-8.036 


1.00 0.00 


ATOM 


1261 


2HB 


SER A 


86 


142. 988 


-0. 412 


-8.780 


1.00 0.00 


ATOM 


1262 


HG 


SER A 


86 


143.240 


0.769 


-10.486 


1.00 0.00 


ATOM 


1263 


N 


CYS A 


87 


141.785 


1.153 


-5.221 


1.00 0.00 


ATOM 


1264 


CA 


CYS A 


87 


141.722 


0.555 


-3.893 


1.00 0.00 


ATOM 


1265 


C 


CYS A 


87 


140. 276 


0.316 


-3.471 


1.00 0.00 


ATOM 


1266 


0 


CYS A 


87 


139.400 


1.145 


-3.719 


1.00 0.00 


ATOM 


1267 


CB 


CYS A 


87 


142.421 


1.455 


-2.872 


1.00 0.00 


ATOM 


1268 


SG 


CYS A 


87 


144. 221 


1.289 


-2. 851 


1.00 0.00 


ATOM 


1269 


H 


CYS A 


87 


141.509 


2.086 


-5.339 


1.00 0.00 


ATOM 


1270 


HA 


CYS A 


87 


142. 235 


-0. 395 


-3.932 


1.00 0.00 


ATOM 


1271 


1HB 


CYS A 


87 


142. 190 


2.486 


-3.095 


1.00 0.00 


ATOM 


1272 


2HB 


CYS A 


87 


142.056 


1.217 


-1.884 


1.00 0.00 


ATOM 


1273 


HG 


CYS A 


87 


144.431 


0.366 


-2. 690 


1,00 0.00 


ATOM 


1274 


N 


ARG A 


88 


140.033 


-0. 824 


-2.832 


1.00 0.00 


ATOM 


1275 


CA 


ARG A 


88 


138. 693 


-1.175 


-2. 374 


1.00 0.00 


ATOM 


1276 


C 


ARG A 


88 


138. 606 


-1.111 


-0.850 


1.00 0.00 


ATOM 


1277 


0 


ARG A 


88 


139. 568 


-1.430 


-0. 152 


1.00 0.00 


ATOM 


1278 


CB 


ARG A 


88 


138. 315 


-2. 576 


-2.865 


1.00 0.00 


ATOM 


1279 


CG 


ARG A 


88 


137.224 


-2. 575 


-3.923 


1.00 0.00 


ATOM 


1280 


CD 


ARG A 


88 


136. 190 


-3. 658 


-3. 660 


1.00 0.00 


ATOM 


1281 


NE 


ARG A 


88 


135. 005 


-3.499 


-4.500 


1.00 0.00 


ATOM 


1282 


CZ 


ARG A 


88 


134. 945 


-3. 874 


-5.776 


1.00 0.00 


ATOM 


1283 


NH1 


ARG A 


88 


135. 999 


-4.428 


-6.363 


1.00 0.00 


ATOM 


1284 


NH2 


ARG A 


88 


133.828 


-3. 694 


-6.467 


1.00 0.00 


ATOM 


1285 


H 


ARG A 


88 


140. 773 


-1.445 


-2.663 


1.00 0.00 


ATOM 


1286 


HA 


ARG A 


88 


138.004 


-0.458 


-2.793 


1.00 0.00 
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ATOM 1287 
ATOM 1288 
ATOM 1289 
ATOM 1290 
ATOM 1291 
ATOM 1292 
ATOM 1293 
ATOM 1294 
ATOM 1295 
ATOM 1296 
ATOM 1297 
ATOM 1298 
ATOM 1299 
ATOM 1300 
ATOM 1301 
ATOM 1302 
ATOM 1303 
ATOM 1304 
ATOM 1305 
ATOM 1306 
ATOM 1307 
ATOM 1308 
ATOM 1309 
ATOM 1310 
ATOM 1311 
ATOM 1312 
ATOM 1313 
ATOM 1314 
ATOM 1315 



1HB 


ARG A 


88 


2HB 


ARG A 


88 


1HG 


ARG A 


88 


2HG 


ARG A 


88 


1HD 


ARG A 


88 


2HD 


ARG A 


88 


HE 


ARG A 


88 


1HH1 


ARG A 


88 


2HH1 


ARG A 


88 


1HH2 


ARG A 


88 


2HH2 


ARG A 


88 


N 


PRO A 


89 


CA 


PRO A 


89 


C 


PRO A 


89 


0 


PRO A 


89 


CB 


PRO A 


89 


CG 


PRO A 


89 


CD 


PRO A 


89 


HA 


PRO A 


89 


1HB 


PRO A 


89 


2HB 


PRO A 


89 


1HG 


PRO A 


89 


2HG 


PRO A 


89 


1HD 


PRO A 


89 


2HD 


PRO A 


89 


N 


ASP A 


90 


CA 


ASP A 


90 


C 


ASP A 


90 


0 


ASP A 


90 



139.193 -3.047 

137.972 -3.160 

136.733 -1.614 

137. 675 -2. 747 

136.636 -4.620 

135.894 -3.611 

134.212 -3.092 

136.844 -4.567 

135.947 -4.708 

133.031 -3.277 

133.783 -3.975 

137. 446 -0. 698 

137. 243 -0. 598 
137.003 -1.956 
135. 933 -2. 547 
135.998 0.280 
135.237 0.053 

136.244 -0.301 
138.077 -0.112 
135.427 -0.025 
136.291 1.314 
134.540 -0.760 
134.708 0.955 
135.880 -1.123 
136.449 0.555 
138.005 -2.448 
137.904 -3.738 
136.864 -3.694 
136.879 -2.797 



-3.284 1.00 0.00 
-2.024 1.00 0.00 
-3.919 1.00 0.00 
-4.890 1.00 0.00 
-3.862 1.00 0.00 
-2.622 1.00 0.00 
-4.092 1.00 0.00 
-5.847 1.00 0.00 
-7.321 1.00 0.00 
-6.031 1.00 0.00 
-7.426 1.00 0.00 
-0.311 1.00 0.00 
1.132 1.00 0.00 
1.779 1.00 0.00 
1.629 1.00 0.00 
1.252 1.00 0.00 
-0.007 1.00 0.00 
-1.068 1.00 0.00 
1.616 1.00 0.00 
2.113 1.00 0.00 
1.355 1.00 0.00 
0.131 1.00 0.00 
-0.280 1.00 0.00 
-1.662 1.00 0.00 
-1.694 1.00 0.00 
2.500 1.00 0.00 
3.170 1.00 0.00 
4.284 1.00 0.00 
5.127 1.00 0.00 
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ATOM 


1316 


CB 


ASP A 


90 139.264 


-4.144 


3.744 


1.00 0.00 


ATOM 


1317 


CG 


ASP A 


90 139.447 


-5.649 


3.787 


1.00 0.00 


ATOM 


1318 


0D1 


ASP A 


90 138.703 


-6.359 


3.077 


1.00 0.00 


ATOM 


1319 


0D2 


ASP A 


90 


140. 334 


-6.118 


4.530 


1.00 0.00 


ATOM 


1320 


H 


ASP A 


90 


138. 833 


-1.929 


2.582 


1.00 0.00 


ATOM 


1321 


HA 


ASP A 


90 137.600 


-4.469 


2.438 


1.00 0.00 


ATOM 


1322 


1HB 


ASP A 


90 140.046 


-3. 723 


3.130 


1.00 0.00 


ATOM 


1323 


2HB 


ASP A 


90 


139. 353 


-3. 759 


4.749 


1.00 0.00 


ATOM 


1324 


N 


SER A 


91 


135.959 


-4. 668 


4.280 


1.00 0.00 


ATOM 


1325 


CA 


SER A 


91 


134. 910 


-4. 741 


5.290 


1.00 0.00 


ATOM 


1326 


C 


SER A 


91 


135. 155 


-5.905 


. 6.245 


1.00 0.00 


ATOM 


1327 


0 


SER A 


91 


134.212 


-6.499 


6.769 


1.00 0.00 


ATOM 


1328 


CB 


SER A 


91 


133. 542 


-4. 891 


4.625 


1.00 0.00 


ATOM 


1329 


OG 


SER A 


91 132.523 


-4.303 


5.413 


1.00 0.00 


ATOM 


1330 


H 


SER A 


91 


136. 000 


-5. 354 


3.582 


1.00 0.00 


ATOM 


1331 


HA 


SER A 


91 


134.928 


-3.820 


5.853 


1.00 0.00 


ATOM 


1332 


1HB 


SER A 


91 


133. 558 


-4.407 


3.660 


1.00 0.00 


ATOM 


1333 


2HB 


SER A 


91 


133. 320 


-5.940 


4.497 


1.00 0.00 


ATOM 


1334 


HG 


SER A 


91 


132.485 


-3.359 


5.235 


1.00 0.00 


ATOM 


1335 


N 


ARG A 


92 


136.425 


-6.227 


6.465 


1.00 0.00 


ATOM 


1336 


CA 


ARG A 


92 


136.792 


-7.322 


7.357 


1.00 0.00 


ATOM 


1337 


C 


ARG A 


92 


136.427 


-6.995 


8.800 


1.00 0.00 


ATOM 


1338 


0 


ARG A 


92 


136. 114 


-7.886 


9.589 


1.00 0.00 


ATOM 


1339 


CB 


ARG A 


92 


138. 291 


-7.612 


7.249 


1.00 0.00 


ATOM 


1340 


CG 


ARG A 


92 


138.675 


-8.368 


5.988 


1.00 0.00 


ATOM 


1341 


CD 


ARG A 


92 


139. 939 


-9. 187 


6.192 


1.00 0.00 


ATOM 


1342 


NE 


ARG A 


92 


139. 696 


-10.375 


7.006 


1.00 0.00 


ATOM 


1343 


CZ 


ARG A 


92 


140. 512 


-11.425 


7.047 


1.00 0.00 


ATOM 


1344 


NH1 


ARG A 


92 141.626 


-11.438 


6.323 


1.00 0.00 
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ATOM 1345 
ATOM 1346 
ATOM 1347 
ATOM 1348 
ATOM 1349 
ATOM 1350 
ATOM 1351 
ATOM 1352 
ATOM 1353 
ATOM 1354 
ATOM 1355 
ATOM 1356 
ATOM 1357 
ATOM 1358 
ATOM 1359 
ATOM 1360 
ATOM 1361 
ATOM 1362 
ATOM 1363 
ATOM 1364 
ATOM 1365 
ATOM 1366 
ATOM 1367 
ATOM 1368 
ATOM 1369 
ATOM 1370 
ATOM 1371 
ATOM 1372 
ATOM 1373 



NH2 


ARG 


A 


92 


H 


ARG 


A 


92 


HA 


ARG 


A 


92 


1HB 


ARG 


A 


92 


2HB 


ARG 


A 


92 


1HG 


ARG 


A 


92 


2HG 


ARG 


A 


92 


1HD 


ARG 


A 


92 


2HD 


ARG 


A 


92 


HE 


ARG 


A 


92 


1HH1 


ARG 


A 


92 


2HH1 


ARG 


A 


92 


1HH2 


ARG 


A 


92 


2HH2 


ARG 


A 


92 


N 


PHE 


A 


93 


CA 


PHE 


A 


93 


C 


PHE 


A 


93 


0 


PHE 


A 


93 


CB 


PHE 


A 


93 


CG 


PHE 


A 


93 


CD1 


PHE 


A 


93 


CD2 


PHE 


A 


93 


CE1 


PHE 


A 


93 


CE2 


PHE 


A 


93 


CZ 


PHE 


A 


93 


H 


PHE 


A 


93 


HA 


PHE 


A 


93 


1HB 


PHE 


A 


93 


2HB 


PHE 


A 


93 



140.217 -12.465 
137.132 -5.717 
136.242 -8.197 
138.829 -6.676 
138.593 -8.201 
137.868 -9.032 
138.841 -7.658 
140.314 -9.494 
140.676 -8.569 
138.881 -10.392 
141.854 -10.657 
142.235 -12.231 
139.380 -12.460 
140.831 -13.254 
136. 471 -5. 710 
136.145 -5.267 
135.088 -4.167 
135.035 -3.324 
137.403 -4.764 
138.417 -5.841 
138.403 -6.550 
139.383 -6.145 
139.336 -7.542 
140.317 -7.135 
140.293 -7.834 
136.729 -5.045 
135.752 -6.114 
137.873 -4.006 
137.122 -4.333 



7.815 1.00 0.00 
6.018 1.00 0.00 
7.048 1.00 0.00 
7.260 1.00 0.00 
8.102 1.00 0.00 
5.718 1.00 0.00 
5.191 1.00 0.00 
5.227 1.00 0.00 
6.684 1.00 0.00 
7.551 1.00 0.00 
5.742 1.00 0.00 
6.359 1.00 0.00 
8.362 1.00 0.00 
7.846 1.00 0.00 
9.141 1.00 0.00 
10.491 1.00 0.00 
10.466 1.00 0.00 
11.363 1.00 0.00 
11.203 1.00 0.00 
11.463 1.00 0.00 
12.655 1.00 0.00 
10.518 1.00 0.00 
12.897 1.00 0.00 
10.755 1.00 0.00 
11.947 1.00 0.00 
8.469 1.00 0.00 
11.033 1.00 0.00 
10.594 1.00 0.00 
12.153 1.00 0.00 



HJ1E# 2003-3083148 



ATOM 1374 


HD1 


PHE A 


ATOM 1375 


HD2 


PHE A 


ATOM 1376 


HE1 


PHE A 


ATOM 1377 


HE2 


PHE A 


ATOM 1378 


HZ 


PHE A 


ATOM 1379 


N 


ALA A 


ATOM 1380 


CA 


ALA A 


ATOM 1381 


C 


ALA A 


a rrv\A c 1 

ATOM 1382 


0 


ALA A 


ATOM 1383 


CB 


ALA A 


ATOM 1384 


H 


ALA A 


ATOM 1385 


HA 


ALA A 


ATOM 1386 


1HB 


ALA A 


ATOM 1387 


2HB 


ALA A 


ATOM 1388 


3HB 


ALA A 


ATOM 1389 


N 


SER A 


ATOM 1390 


CA 


SER A 


ATOM 1391 


C 


SER A 


ATOM 1392 


0 


SER A 


ATOM 1393 


CB 


SER A 


ATOM 1394 


OG 


SER A 


ATOM 1395 


H 


SER A 


ATOM 1396 


HA 


SER A 


ATOM 1397 


1HB 


SER A 


ATOM 1398 


2HB 


SER A 


ATOM 1399 


HG 


SER A 


ATOM 1400 


N 


LEU A 


ATOM 1401 


CA 


LEU A 


ATOM 1402 


C 


LEU A 



ijfH 2 0 0 2 -2 3 6 

93 137.654 -6.322 

93 139.403 -5.599 

93 139.315 -8.086 

93 141.066 -7.362 

93 141.023 -8.608 

94 134.248 -4.179 
94 133.194 -3.181 
94 131.841 -3.752 
94 131.381 -4.748 
94 133.139 -2.667 
94 134.339 -4.875 
94 133.436 -2.351 
94 134.082 -2.860 
94 132.950 -J. 603 

94 132.346 -3.169 

95 131.210 -3.113 
95 129.909 -3.557 
95 128.787 -2.722 
95 128.757 -1.500 
95 129.855 -3.471 
95 130.341 -2.221 
95 131.628 -2.324 
95 129.778 -4.587 
95 128.834 -3.588 
95 130.462 -4.257 

95 131.063 -2.362 

96 127.865 -3.390 
96 126.741 -2.709 
96 125.532 -2.677 



12 9 

13.398 1.00 0.00 
9.587 1.00 0.00 
13.830 1.00 0.00 
10.010 1.00 0.00 
12.134 1.00 0.00 
9.436 1.00 0.00 
9.298 1.00 0.00 
9.711 1.00 0.00 
9.154 1.00 0.00 
7.869 1.00 0.00 
8.752 1.00 0.00 
9.946 1.00 0.00 
7.379 1.00 0.00 
7.877 1.00 0.00 
7.335 1.00 0.00 
10.691 1.00 0.00 
11.178 1.00 0.00 
10.569 1.00 0.00 
10.719 1.00 0.00 
12.704 1.00 0.00 
13.162 1.00 0.00 
11.096 1.00 0.00 
10.879 1.00 0.00 
13.033 1.00 0.00 
13.129 1.00 0.00 
13.777 1.00 0.00 
9.882 1.00 0.00 
9.251 1.00 0.00 
10.181 1.00 0.00 



v : 667/ 



ffifE# 2003-3083148 



mm. 2002-236129 



*t— 9 J I 668/ 



ATOM 1403 
ATOM 1404 
ATOM 1405 
ATOM 1406 
ATOM 1407 
ATOM 1408 
ATOM 1409 
ATOM 1410 
ATOM 1411 
ATOM 1412 
ATOM 1413 
ATOM 1414 
ATOM 1415 
ATOM 1416 
ATOM 1417 
ATOM 1418 
ATOM 1419 
ATOM 1420 
ATOM 1421 
ATOM 1422 
ATOM 1423 
ATOM 1424 
ATOM 1425 
ATOM 1426 
ATOM 1427 
ATOM 1428 
ATOM 1429 
ATOM 1430 
ATOM 1431 



0 


LEU 


A 


96 


CB 


LEU 


A 


96 


CG 


LEU 


A 


96 


CDl 


LEU 


A 


96 


CD2 


LEU 


A 


96 


H 


LEU 


A 


96 


HA 


LEU 


A 


96 


1HB 


LEU 


A 


96 


2HB 


LEU 


A 


96 


HG 


LEU 


A 


96 


1HD1 


LEU 


A 


96 


2HD1 


LEU 


A 


96 


3HD1 


LEU 


A 


96 


1HD2 


LEU 


A 


96 


2HD2 


LEU 


A 


96 


3HD2 


LEU 


A 


96 


N 


GLN 


A 


97 


CA 


GLN 


A 


97 


C 


GLN 


A 


97 


0 


GLN 


A 


97 


CB 


GLN 


A 


97 


CG 


GLN 


A 


97 


CD 


GLN 


A 


97 


0E1 


GLN 


A 


97 


NE2 


GLN 


A 


97 


H 


GLN 


A 


97 


HA 


GLN 


A 


97 


1HB 


GLN 


A 


97 


2HB 


GLN 


A 


97 



124.737 -1.737 

126.371 -3.401 

125.417 -2.614 

125.715 -2.891 

123.972 -2.958 

127.944 -4.363 

127.044 -1.695 

127.280 -3.590 

125.908 -4.349 

125.558 -1.557 

125.101 -3.710 

126.757 -3.151 

125.498 -2.009 

123.911 -3.334 

123.617 -3.712 

123. 361 -2. 072 

125.400 -3.710 

124.288 -3.800 

124.353 -2.675 

125.436 -2.211 

124.298 -5.156 

123.726 -6.285 

124.413 -7.612 

123.776 -8.584 

125.719 -7.657 

126.066 -4.429 

123.371 -3.703 

125.316 -5.409 

123.715 -5.082 



10.150 1.00 0.00 
7.938 1.00 0.00 
7.038 1.00 0.00 
5.572 1.00 0.00 
7.364 1.00 0.00 
9.798 1.00 0.00 
9.040 1.00 0.00 
7.387 1.00 0.00 
8.173 1.00 0.00 
7.212 1.00 0.00 
5.230 1.00 0.00 
5.460 1.00 0.00 
4.987 1.00 0.00 
8.374 1.00 0.00 
6.678 1.00 0.00 
7.272 1.00 0.00 
11.007 1.00 0.00 
11.946 1.00 0.00 
12.977 1.00 0.00 
13:334 1.00 0.00 
12.652 1.00 0.00 
11.811 1.00 0.00 
12.070 1.00 0.00 
12.477 1.00 0.00 
11.836 1.00 0.00 
10.985 1.00 0.00 
11.384 1.00 0.00 
12.909 1.00 0.00 
13.559 1.00 0.00 



tBII# 2003-3083148 



#M 2002-236129 



669/ 



ATOM 1432 
ATOM 1433 
ATOM 1434 
ATOM 1435 
ATOM 1436 
ATOM 1437 
ATOM 1438 
ATOM 1439 
ATOM 1440 
ATOM 1441 
ATOM 1442 
ATOM 1443 
ATOM 1444 
ATOM 1445 
ATOM 1446 
ATOM 1447 
ATOM 1448 
ATOM 1449 
ATOM 1450 
ATOM 1451 
ATOM 1452 
ATOM 1453 
ATOM 1454 
ATOM 1455 
ATOM 1456 
ATOM 1457 
ATOM 1458 
ATOM 1459 
ATOM 1460 



1HG 


GLN 


A 


97 


2HG 


GLN 


A 


97 


1HE2 GLN 


A 


97 


2HE2 GLN 


A 


97 


N 

IN 


PRO 


A 


98 


PA 


PPn 


A 


98 


f 


PPn 


A 


98 


0 


ppn 


A 


98 




ppn 


A 


98 




PPD 

rsssj 


A 


98 


rn 


ppn 


A 


98 


WA 

llfi 


ppn 

rsssj 


A 


98 


1WR 


PPO 


A 


98 




ppn 

rissj 


A 


98 


±nvj 


ppn 

rsssj 


A 


98 




ppn 


A 


98 


nun 
inu 


ppn 


A 


98 




ppn 


A 


98 


N 

IN 


^FP 


A 


99 


PA 


^FP 


A 


99 


r 


^FP 


A 


99 


0 


SER 


A 


99 


CB 


SER 


A 


99 


OG 


SER 


A 


99 


H 


SER 


A 


99 


HA 


SER 


A 


99 


1HB 


SER 


A 


99 


2HB 


SER 


A 


99 


HG 


SER 


A 


99 



122.676 -6.391 

123.843 -6.033 

126.160 -6.845 

126.188 -8.503 

123. 189 -2. 221 
123.119 -1.146 
123.998 -1.425 
124.079 -2.557 
121.643 -1.126 
120.923 -1.699 
121.851 -2.719 
123. 392 -0. 193 

121.500 -1.727 
121.334 -0.110 
120. 007 -2. 170 
120.710 -0.921 
121.669 -3.693 
121.736 -2.752 
124. 656 -0. 383 
125. 530 -0. 515 
125.438 0.716 
125.514 1.849 
126.977 -0.729 
127.645 -1.643 
124.551 0.495 
125.205 -1.378 
126.986 -1.125 

127.501 0.214 
127.146 -2.461 



12.039 1.00 0.00 
10.767 1.00 0.00 
11.513 1.00 0.00 
11.995 1.00 0.00 
13.472 1.00 0.00 
14.467 1.00 0.00 
15.682 1.00 0.00 
16.155 1.00 0.00 
14.869 1.00 0.00 
13.698 1.00 0.00 
13.101 1.00 0.00 
14.037 1.00 0.00 
15.755 1.00 0.00 
15.062 1.00 0.00 
14.026 1.00 0.00 
12.981 1.00 0.00 
13.531 1.00 0.00 
12.028 1.00 0.00 
16.181 1.00 0.00 
17.341 1.00 0.00 
18.234 1.00 0.00 
17.757 1.00 0.00 
16.894 1.00 0.00 
17.748 1.00 0.00 
15.760 1.00 0.00 
17.903 1.00 0.00 
15.888 1.00 0.00 
16.914 1.00 0.00 
17.795 1.00 0.00 



ffiftE# 2003-3083148 



mm 2002 



-236129 



^-V: 670/ 



ATOM 1461 


N 


GLY A 


ATOM 1462 


CA 


GLY A 


ATOM 1463 


C 


GLY A 


ATOM 1464 


0 


GLY A 


ATOM 1465 


H 


GLY A 


ATOM 1466 


1HA 


GLY A 


ATOM 1467 


2HA 


GLY A 


ATOM 1468 


N 


PRO A 


ATOM 1469 


CA 


PRO A 


ATOM 1470 


C 


PRO A 


ATOM 1471 


0 


PRO A 


ATOM 1472 


CB 


PRO A 


ATOM 1473 


CG 


PRO A 


ATOM 1474 


CD 


PRO A 


ATOM 1475 


HA 


PRO A 


ATOM 1476 


1HB 


PRO A 


ATOM 1477 


2HB 


PRO A 


ATOM 1478 


1HG 


PRO A 


ATOM 1479 


2HG 


PRO A 


ATOM 1480 


1HD 


PRO A 


ATOM 1481 


2HD 


PRO A 


ATOM 1482 


N 


SER A 


ATOM 1483 


CA 


SER A 


ATOM 1484 


C 


SER A 


ATOM 1485 


0 


SER A 


ATOM 1486 


CB 


SER A 


ATOM 1487 


OG 


SER A 


ATOM 1488 


H 


SER A 


ATOM 1489 


HA 


SER A 



100 125.276 0.488 

100 125.177 1.590 

100 126.449 1.782 

100 127.322 0.915 

100 125.223 -0.435 

100 124.971 2.498 

100 124.359 1.397 

101 126.583 2.919 
101 127.768 3.210 
101 128.098 2.079 
101 129.261 1.853 
101 127.372 4.472 
101 126.339 5.126 
101 125.590 4.010 
101 128.630 3.417 
101 126.974 4.199 
101 128.237 5.107 
101 125.670 5.708 
101 126.814 5.756 
101 124.733 3.720 

101 125.285 4.304 

102 127.066 1.370 
102 127.246 0.261 
102 127.156 -1.077 
102 126.907 -1.127 
102 126.198 0.324 
102 126.340 -0.761 
102 126.162 1.598 
102 128.230 0.353 



19.534 1.00 0.00 
20.473 1.00 0.00 
21.279 1.00 0.00 
21.279 1.00 0.00 
19.857 1.00 0.00 
19.926 1.00 0.00 
21.152 1.00 0.00 
21.983 1.00 0.00 
22.797 1.00 0.00 
23.763 1.00 0.00 
24.098 1.00 0.00 
23.565 1.00 0.00 
22.714 1.00 0.00 
22.041 1.00 0.00 
22.178 1.00 0.00 
24.531 1.00 0.00 
23.691 1.00 0.00 
23.331 1.00 0.00 
21.977 1.00 0.00 
22.631 1.00 0.00 
21.048 1.00 0.00 
24.210 1.00 0.00 
25.141 1.00 0.00 
24.416 1.00 0.00 
23.210 1.00 0.00 
26.252 1.00 0.00 
27.151 1.00 0.00 
23.908 1.00 0.00 
25.579 1.00 0.00 



miE# 2003-3083148 



#11 2002-236129 



^-v : 671/ 



ATOM 


1490 


1HB 


SER A 


ATOM 


1491 


2HB 


SER A 


ATOM 


1492 


HG 


SER A 


ATOM 


1493 


N 


SER A 


ATOM 


1494 


CA 


SER A 


ATOM 


1495 


C 


SER A 


ATOM 


1496 


0 


SER A 


ATOM 


1497 


CB 


SER A 


ATOM 


1498 


OG 


SER A 


ATOM 


1499 


H 


SER A 


ATOM 


1500 


HA 


SER A 


ATOM 


1501 


1HB 


SER A 


ATOM 


1502 


2HB 


SER A 


ATOM 


1503 


HG 


SER A 


ATOM 


1504 


N 


GLY A 


ATOM 


1505 


CA 


GLY A 


ATOM 


1506 


C 


GLY A 


ATOM 


1507 


0 


GLY A 


ATOM 


1508 


OXT 


GLY A 


ATOM 


1509 


H 


GLY A 


ATOM 


1510 


1HA 


GLY A 


ATOM 


1511 


2HA 


GLY A 


TER 


1512 




GLY A 



ENDMDL 



102 126.313 1.247 

102 125.211 0.286 

102 125.972 -0.521 

103 127.358 -2.162 
103 127.298 -3.502 
103 127.003 -4.541 
103 127.271 -4.320 
103 128.615 -3.838 
103 128.608 -5.168 
103 127.552 -2.058 
103 126.499 -3.516 
103 128.758 -3.165 
103 129.431 -3.727 

103 127.773 -5.344 

104 126.448 -5.675 
104 126.126 -6.731 
104 126.008 -8.087 
104 124.930 -8.384 
104 126.994 -8.853 
104 126.257 -5.796 
104 126.901 -6.778 
104 125.188 -6.496 
104 



26.801 1.00 0.00 
25.815 1.00 0.00 
28.004 1.00 0.00 
25.157 1.00 0.00 
24.584 1.00 0.00 
25.661 1.00 0.00 
26.842 1.00 0.00 
23.882 1.00 0.00 
23.394 1.00 0.00 
26.112 1.00 0.00 
23.858 1.00 0.00 
23.050 1.00 0.00 
24.581 1.00 0.00 
22.953 1.00 0.00 
25.246 1.00 0.00 
26.186 1.00 0.00 
25.519 1.00 0.00 
24.963 1.00 0.00 
25.551 1.00 0.00 
24.292 1.00 0.00 
26.937 1.00 0.00 
26.667 1.00 0.00 



[0 110] 

mm&mMm 1 3 

ATOM 1 N GLY A 1 109.776 8.327 -20.550 1.00 0.00 

ATOM 2 CA GLY A 1 110.429 7.092 -20.038 1.00 0.00 



ffifE# 2003-3083148 



mm 2002-236129 



^-V. 672/ 



ATOM 3 


C 


GLY A 


1 110.587 


ATOM 4 


0 


GLY A 


1 110.302 


ATOM 5 


1H 


GLY A 


1 110.222 


ATOM 6 


2H 


GLY A 


1 109.870 


ATOM 7 


3H 


GLY A 


1 108.765 


ATOM 8 


1HA 


GLY A 


1 109.832 


ATOM 9 


2HA 


GLY A 


1 111.406 


ATOM 10 


N 


SER A 


2 111.043 


ATOM 11 


CA 


SER A 


2 111.239 


ATOM 12 


C 


SER A 


2 112.551 


ATOM 13 


0 


SER A 


2 113.614 


ATOM 14 


CB 


SER A 


2 111.225 


ATOM 15 


OG 


SER A 


2 110.002 


ATOM 16 


H 


SER A 


2 111.252 


ATOM 17 


HA 


SER A 


2 110.422 


ATOM 18 


1HB 


SER A 


2 112.035 


ATOM 19 


2HB 


SER A 


2 111.348 


ATOM 20 


HG 


SER A 


2 109.293 


ATOM 21 


N 


SER A 


3 112.470 


ATOM 22 


CA 


SER A 


3 113.651 


ATOM 23 


C 


SER A 


3 114.121 


ATOM 24 


0 


SER A 


3 113.652 


ATOM 25 


CB 


SER A 


3 113.354 


ATOM 26 


OG 


SER A 


3 112.378 


ATOM 27 


H 


SER A 


3 111.595 


ATOM 28 


HA 


SER A 


3 114.435 


ATOM 29 


1HB 


SER A 


3 114.260 


ATOM 30 


2HB 


SER A 


3 112.986 


ATOM 31 


HG 


SER A 


3 111.624 



7.101 -18.531 1.00 0.00 
8.105 -17.876 1.00 0.00 
8.624 -21.442 1.00 0.00 
9.095 -19.856 1.00 0.00 
8.152 -20.722 1.00 0.00 
6.237 -20.321 1.00 0.00 
6.999 -20.491 1.00 0.00 
5.982 -17.978 1.00 0.00 
5.865 -16.538 1.00 0.00 
6.516 -16.111 1.00 0.00 
5.897 -16.184 1.00 0.00 
4.394 -16.117 1.00 0.00 
3.772 -16.475 1.00 0.00 
5.217 -18.552 1.00 0.00 
6.377 -16.050 1.00 0.00 
3.874 -16.606 1.00 0.00 
4.328 -15.046 1.00 0.00 
4.121 -15.929 1.00 0.00 
7.766 -15.669 1.00 0.00 
8.500 -15.231 1.00 0.00 
8.012 -13.865 1.00 0.00 
8.486 -12.831 1.00 0.00 
9.999 -15.175 1.00 0.00 
10.289 -14.190 1.00 0.00 
8.205 -15.635 1.00 0.00 
8.325 -15.952 1.00 0.00 
10.536 -14.934 1.00 0.00 
10.327 -16.137 1.00 0.00 
9.705 -14.304 1.00 0.00 



mf£# 2003-3083148 



mm. 2002-236129 



^-v: 673/ 



ATOM 32 


N 


GLY A 


4 115.050 


ATOM 33 


CA 


GLY A 


4 115.567 


ATOM 34 


C 


GLY A 


4 116.956 


ATOM 35 


0 


GLY A 


4 117.941 


ATOM 36 


H 


GLY A 


4 115.386 


ATOM 37 


1HA 


GLY A 


4 114.899 


ATOM 38 


2HA 


GLY A 


4 115.601 


ATOM 39 


N 


SER A 


5 117.036 


ATOM 40 


CA 


SER A 


5 118.315 


ATOM 41 


C 


SER A 


5 118.862 


ATOM 42 


0 


SER A 


5 118.354 


ATOM 43 


CB 


SER A 


5 118.163 


ATOM 44 


OG 


SER A 


5 118.434 


ATOM 45 


H 


SER A 


5 116.215 


ATOM 46 


HA 


SER A 


5 119.010 


ATOM 47 


1HB 


SER A 


5 117.152 


ATOM 48 


2HB 


SER A 


5 118.852 


ATOM 49 


HG 


SER A 


5 117.844 


ATOM 50 


N 


SER A 


6 119.900 


ATOM 51 


CA 


SER A 


6 120.517 


ATOM 52 


C 


SER A 


6 121.346 


ATOM 53 


0 


SER A 


6 122.263 


ATOM 54 


CB 


SER A 


6 121.398 


ATOM 55 


OG 


SER A 


6 120.613 


ATOM 56 


H 


SER A 


6 120.261 


ATOM 57 


HA 


SER A 


6 119.726 


ATOM 58 


1HB 


SER A 


6 121.972 


ATOM 59 


2HB 


SER A 


6 122.069 


ATOM 60 


HG 


SER A 


6 119.941 



7.061 -13.868 1.00 0.00 
6.524 -12.624 1.00 0.00 
7.039 -12.303 1.00 0.00 
6.312 -12.437 1.00 0.00 
6.721 -14.724 1.00 0.00 
6.799 -11.821 1.00 0.00 
5.447 -12.696 1.00 0.00 
8.296 -11.879 1.00 0.00 
8.907 -11.538 1.00 0.00 
8.335 -10.234 1.00 0.00 
8.631 -9.153 1.00 0.00 
10.425 -11.416 1.00 0.00 
11.066 -12.651 1.00 0.00 
8.824 -11.793 1.00 0.00 
8.687 -12.334 1.00 0.00 
10.660 -11.118 1.00 0.00 
10.796 -10.673 1.00 0.00 
10.722 -13.326 1.00 0.00 
7.513 -10.346 1.00 0.00 
6.898 -9.176 1.00 0.00 
7.916 -8.400 1.00 0.00 
8.530 -8.945 1.00 0.00 
5.721 -9.598 1.00 0.00 
4.582 -9.910 1.00 0.00 
7.315 -11.236 1.00 0.00 
6.534 -8.537 1.00 0.00 
5.997 -10.469 1.00 0.00 
5.468 -8.789 1.00 0.00 
4.824 -10.552 1.00 0.00 



ffiiE# 2 0 0 3 



-3083148 



ATOM 61 


N 


GLY A 


ATOM 62 


CA 


GLY A 


ATOM 63 


C 


GLY A 


ATOM 64 


0 


GLY A 


ATOM 65 


H 


GLY A 


ATOM 66 


1HA 


GLY A 


ATOM 67 


2HA 


GLY A 


ATOM 68 


N 


LEU A 


ATOM 69 


CA 


LEU A 


ATOM 70 


C 


LEU A 


ATOM 71 


0 


LEU A 


ATOM 72 


CB 


LEU A 


ATOM 73 


CG 


LEU A 


ATOM 74 


CD1 


LEU A 


ATOM 75 


CD2 


LEU A 


ATOM 76 


H 


LEU A 


ATOM 77 


HA 


LEU A 


ATOM 78 


1HB 


LEU A 


ATOM 79 


2HB 


LEU A 


ATOM 80 


HG 


LEU A 


ATOM 81 


1HD1 


LEU A 


ATOM 82 


2HD1 LEU A 


ATOM 83 


3HD1 LEU A 


ATOM 84 


1HD2 LEU A 


ATOM 85 


2HD2 LEU A 


ATOM 86 


3HD2 LEU A 


ATOM 87 


N 


ALA A 


ATOM 88 


CA 


ALA A 


ATOM 89 


C 


ALA A 



m 


2 0 0 2 


-236 


7 


121.018 


8.090 


7 


121.741 


9.034 


7 


123. 057 


8.474 


7 


123. 371 


7.306 


7 


120.277 


7. 572 


7 


121.940 


9.925 


7 


121. 126 


9.297 


8 


123. 827 


9.308 


8 


125. 116 


8.891 


8 


125.238 


9.269 


8 


124. 313 


9.831 


8 


126. 256 


9.526 


8 


126. 181 


9.318 


8 


126. 778 


10.510 


8 


126. 893 


8.035 


8 


123. 521 


10. 228 


8 


125. 180 


7.817 


8 


126. 257 


10. 589 


8 


127. 188 


9.111 


8 


125. 145 


9.233 


8 


126. 595 


10.410 


8 


127. 842 


10. 547 


8 


126. 321 


11.420 


8 


127. 032 


8.016 


8 


126. 298 


7. 185 


8 


127. 855 


7.991 


9 


126.386 


8.956 


9 


126. 629 


9.263 


9 


128. 123 


9.319 



12 9 

-7.124 1.00 0.00 
-6.294 1.00 0.00 
-5.789 1.00 0.00 
-6.020 1.00 0.00 
-6.743 1.00 0.00 
-6.871 1.00 0.00 
-5.446 1.00 0.00 
-5.098 1.00 0.00 
-4.559 1.00 0.00 
-3.087 1.00 0.00 
-2.501 1.00 0.00 
-5.357 1.00 0.00 
-6.871 1.00 0.00 
-7.604 1.00 0.00 
-7.268 1.00 0.00 
-4.948 1.00 0.00 
-4.650 1.00 0.00 
-5.160 1.00 0.00 
-5.006 1.00 0.00 
-7.165 1.00 0.00 
-8.663 1.00 0.00 
-7.424 1.00 0.00 
-7.243 1.00 0.00 
-8.338 1. 00 0.00 
-6.968 1.00 0.00 
-6.778 1.00 0.00 
-2.494 1.00 0.00 
-1.089 1.00 0.00 
-0.790 1.00 0.00 



^-v : 674/ 



fcBiE# 2003-3083148 



t&M 2 0 0 2 



-236129 



: 675/ 



ATOM 90 
ATOM 91 
ATOM 92 
ATOM 93 
ATOM 94 
ATOM 95 
ATOM 96 
ATOM 97 
ATOM 98 
ATOM 99 
ATOM 100 
ATOM 101 
ATOM 102 
ATOM 103 
ATOM 104 
ATOM 105 
ATOM 106 
ATOM 107 
ATOM 108 
ATOM 109 
ATOM 110 
ATOM 111 
ATOM 112 
ATOM 113 
ATOM 114 
ATOM 115 
ATOM 116 
ATOM 117 
ATOM 118 



0 


ALA 


A 


9 


CB 


ALA 


A 


9 


H 


ALA 


A 


9 


HA 


ALA 


A 


9 


1HB 


ALA 


A 


9 


2HB 


ALA 


A 


9 


3HB 


ALA 


A 


9 


N 


MET 


A 


10 


CA 


MET 


A 


10 


C 


MET 


A 


10 


0 


MET 


A 


10 


CB 


MET 


A 


10 


CG 


MET 


A 


10 


SD 


MET 


A 


10 


CE 


MET 


A 


10 


H 


MET 


A 


10 


HA 


MET 


A 


10 


1HB 


MET 


A 


10 


2HB 


MET 


A 


10 


1HG 


MET 


A 


10 


2HG 


MET 


A 


10 


1HE 


MET 


A 


10 


2HE 


MET 


A 


10 


3HE 


MET 


A 


10 


N 


PRO 


A 


11 


CA 


PRO 


A 


11 


C 


PRO 


A 


11 


0 


PRO 


A 


11 


CB 


PRO 


A 


11 



128.784 8.286 

125.948 8.234 

127.085 8.509 

126. 193 10. 230 

126.527 8.100 

125.879 7.293 

124.957 8.578 

128.649 10.532 

130.065 10.723 

130.375 12.196 

131.055 12.848 

130.917 10.208 

130.463 10.718 

130.805 9.549 

131.247 10.668 

128.071 11.318 

130. 303 10. 155 

131.940 10.518 

130.875 9.129 

129.399 10.900 

130.978 11.644 

131.070 10.186 

132.292 10.929 

130.646 11.563 

129.875 12.741 

130.099 14.144 

131.584 14.494 

132.022 15.511 

129.422 14.281 



-0.684 1.00 0.00 
-0.200 1.00 0.00 
-3.014 1.00 0.00 
-0. 879 1. 00 0. 00 
0.702 1.00 0.00 
-0.726 1.00 0.00 
0.056 1.00 0.00 
-0.656 1.00 0.00 
-0.368 1.00 0.00 
-0.106 1.00 0.00 
-0.897 1.00 0.00 
-1.531 1.00 0.00 
-2.889 1.00 0.00 
-4.219 1.00 0.00 
-5.547 1.00 0.00 
-0.752 1.00 0.00 
0.519 1.00 0.00 
-1.378 1.00 0.00 
-1.544 1.00 0.00 
-2.854 1.00 0.00 
-3.101 1.00 0.00 
-6.498 1.00 0.00 
-5.464 1.00 0.00 
-5.479 1.00 0.00 
1.016 1.00 0.00 
1.382 1.00 0.00 
1.481 1.00 0.00 
0.943 1.00 0.00 
2.749 1.00 0.00 



miE# 2003-3083148 



#M 2002-236129 



^-v: 676/ 



ATOM 119 
ATOM 120 
ATOM 121 
ATOM 122 
ATOM 123 
ATOM 124 
ATOM 125 
ATOM 126 
ATOM 127 
ATOM 128 
ATOM 129 
ATOM 130 
ATOM 131 
ATOM 132 
ATOM 133 
ATOM 134 
ATOM 135 
ATOM 136 
ATOM 137 
ATOM 138 
ATOM 139 
ATOM 140 
ATOM 141 
ATOM 142 
ATOM 143 
ATOM 144 
ATOM 145 
ATOM 146 
ATOM 147 



CG 


PRO 


A 


11 


CD 


PRO 


A 


11 


HA 


PRO 


A 


11 


1HB 


PRO 


A 


11 


2HB 


PRO 


A 


11 


IHG 


PRO 


A 


11 


2HG 


PRO 


A 


11 


1HD 


PRO 


A 


11 


2HD 


PRO 


A 


11 


N 


PRO 


A 


12 


CA 


PRO 


A 


12 


C 


PRO 


A 


12 


0 


PRO 


A 


12 


CB 


PRO 


A 


12 


CG 


PRO 


A 


12 


CD 


PRO 


A 


12 


HA 


PRO 


A 


12 


1HB 


PRO 


A 


12 


2HB 


PRO 


A 


12 


IHG 


PRO 


A 


12 


2HG 


PRO 


A 


12 


1HD 


PRO 


A 


12 


2HD 


PRO 


A 


12 


N 


GLY 


A 


13 


CA 


GLY 


A 


13 


C 


GLY 


A 


13 


0 


GLY 


A 


13 


H 


GLY 


A 


13 


1HA 


GLY 


A 


13 



128.447 13.156 

129.052 12.036 

129.625 14.812 

130. 163 14. 208 

128. 923 15. 237 

128.307 12.850 

127.506 13.459 

129.664 11.409 

128.279 11.453 

132.385 13.659 

133.818 13.901 

134. 619 13. 477 

135. 603 14. 120 

134.181 13.034 

133.233 11.887 
131.961 12.417 
134.024 14.938 
135. 207 12. 707 
134.051 13.600 
133.647 11.106 
133.041 11.512 
131.563 11.708 

131. 234 12. 629 
134. 188 12. 392 
134.875 11.901 
135.010 10.391 
134. 551 9. 716 
133.397 11.920 
134.324 12.206 



2.814 1.00 0.00 
2.016 1.00 0.00 
0.676 1.00 0.00 

3.530 1.00 0.00 
2.810 1.00 0.00 
3.840 1.00 0.00 
2.380 1.00 0.00 
2.646 1.00 0.00 
1.535 1.00 0.00 
2.172 1.00 0.00 
2.329 1.00 0.00 
1.102 1.00 0.00 
0.738 1.00 0.00 

3.531 1.00 0.00 
3.465 1.00 0.00 
2.853 1.00 0.00 
2.554 1.00 0.00 
3.447 1.00 0.00 
4.442 1.00 0.00 
2.844 1.00 0.00 
4.460 1.00 0.00 
2.144 1.00 0.00 
3.622 1.00 0.00 
0.467 1.00 0.00 

-0.713 1.00 0.00 
-0.720 1.00 0.00 
0.201 1.00 0.00 
0.804 1.00 0.00 
-1.589 1.00 0.00 



ttliE# 2003-3083148 



#H 2 0 0 2 



-236129 



677/ 



ATOM 148 
ATOM 149 
ATOM 150 
ATOM 151 
ATOM 152 
ATOM 153 
ATOM 154 
ATOM 155 
ATOM 156 
ATOM 157 
ATOM 158 
ATOM 159 
ATOM 160 
ATOM 161 
ATOM 162 
ATOM 163 
ATOM 164 
ATOM 165 
ATOM 166 
ATOM 167 
ATOM 168 
ATOM 169 
ATOM 170 
ATOM 171 
ATOM 172 
ATOM 173 
ATOM 174 
ATOM 175 
ATOM 176 



2HA 


GLY A 


13 


N 


ASN A 


14 


CA 


ASN A 


14 


C 


ASN A 


14 


0 


ASN A 


14 


CB 


ASN A 


14 


CG 


ASN A 


14 


ODl 


ASN A 


14 


ND2 


ASN A 


14 


H 


ASN A 


14 


HA 


ASN A 


14 


1HB 


ASN A 


14 


2HB 


ASN A 


14 


1HD2 


ASN A 


14 


2HD2 


ASN A 


14 


N 


SER A 


15 


CA 


SER A 


15 


C 


SER A 


15 


0 


SER A 


15 


CB 


SER A 


15 


OG 


SER A 


15 


H 


SER A 


15 


HA 


SER A 


15 


1HB 


SER A 


15 


2HB 


SER A 


15 


HG 


SER A 


15 


N 


HIS A 


16 


CA 


HIS A 


16 


C 


HIS A 


16 



135.861 12.340 

135. 641 9. 860 
135.837 8.420 
134.497 7.691 
133.438 8.314 
136. 683 7. 898 
138.135 8.322 
138. 617 8. 665 
138.841 8.302 
135.985 10.452 
136.360 8.236 
136.283 8.277 

136. 642 6. 818 
138.392 8.017 
139.782 8.571 
134.553 6.368 
133.345 5.554 
132.712 5.439 
131.601 5.916 
133.664 4.161 
132.515 3.330 

135.428 5.930 
132.644 6.038 
134.015 4.246 
134.432 3.706 
131.798 3.765 

133.429 4.802 
132.938 4.625 
133.755 5.454 



-0.749 1.00 0.00 
-1.761 1.00 0.00 
-1.885 1.00 0.00 
-1.923 1.00 0.00 
-1.851 1.00 0.00 
-0.723 1.00 0.00 
-0.829 1.00 0.00 
-1.908 1.00 0.00 
0.296 1.00 0.00 
-2.464 1.00 0.00 
-2.811 1.00 0.00 
0.205 1.00 0.00 
-0.714 1.00 0.00 
1.119 1.00 0.00 
0.257 1.00 0.00 
-2.035 1.00 0.00 
-2.081 1.00 0.00 
-0.698 1.00 0.00 
-0.471 1.00 0.00 
-2.626 1.00 0.00 
-2.608 1.00 0.00 
-2.088 1.00 0.00 
-2.745 1.00 0.00 
-3.644 1.00 0.00 
-2.017 1.00 0.00 
-3.075 1.00 0.00 
0.223 1.00 0.00 
1.585 1.00 0.00 
2.570 1.00 0.00 



thiE# 2003-3083148 



mm 2002-236129 



•*- 9 J: 678/ 



ATOM 177 
ATOM 178 
ATOM 179 
ATOM 180 
ATOM 181 
ATOM 182 
ATOM 183 
ATOM 184 
ATOM 185 
ATOM 186 
ATOM 187 
ATOM 188 
ATOM 189 
ATOM 190 
ATOM 191 
ATOM 192 
ATOM 193 
ATOM 194 
ATOM 195 
ATOM 196 
ATOM 197 
ATOM 198 
ATOM 199 
ATOM 200 
ATOM 201 
ATOM 202 
ATOM 203 
ATOM 204 
ATOM 205 



0 


HIS 


A 


16 


CB 


HIS 


A 


16 


CG 


HIS 


A 


16 


ND1 


HIS 


A 


16 


CD2 


HIS 


A 


16 


CE1 


HIS 


A 


16 


NE2 


HIS 


A 


16 


H 


HIS 


A 


16 


HA 


HIS 


A 


16 


1HB 


HIS 


A 


16 


2HB 


HIS 


A 


16 


HD1 


HIS 


A 


16 


HD2 


HIS 


A 


16 


HE1 


HIS 


A 


16 


HE2 


HIS 


A 


16 


N 


GLY 


A 


17 


CA 


GLY 


A 


17 


C 


GLY 


A 


17 


0 


GLY 


A 


17 


H 


GLY 


A 


17 


1HA 


GLY 


A 


17 


2HA 


GLY 


A 


17 


N 


LEU 


A 


18 


CA 


LEU 


A 


18 


C 


LEU 


A 


18 


0 


LEU 


A 


18 


CB 


LEU 


A 


18 


CG 


LEU 


A 


18 


CD1 


LEU 


A 


18 



133. 221 6. 328 

132. 989 3. 147 

131.830 2.351 

131.190 1.385 

131.194 2.380 

130. 213 0. 855 

130.193 1.441 

134.308 4.444 

131.912 4.961 

133. 894 2. 708 

132. 996 3. 070 

131.419 1.126 

131.431 3.023 

129.542 0.075 

129.624 1.178 

135.053 5.176 

135.923 5.906 

137. 327 5. 338 

137.793 4.888 

135.423 4.470 

135. 972 6. 937 

135.503 5.868 

138. 003 5. 358 

139. 364 4. 840 

140.375 5.880 

140. 747 6. 783 

139.678 4.425 

138. 592 3. 593 

138. 622 3. 811 



3.255 1.00 0.00 
1.979 1.00 0.00 
1.466 1.00 0.00 
2.214 1.00 0.00 
0.270 1.00 0.00 
1.502 1.00 0.00 
0.320 1.00 0.00 

-0.019 1.00 0.00 
1.614 1.00 0.00 
1.586 1.00 0.00 
3.057 1.00 0.00 
3.131 1.00 0.00 

-0.566 1.00 0.00 
1.831 1.00 0.00 

-0.433 1.00 0.00 
2.637 1.00 0.00 
3.540 1.00 0.00 
3.579 1.00 0.00 
4.626 1.00 0.00 
2.067 1.00 0.00 
3.222 1.00 0.00 
4.535 1.00 0.00 
2.435 1.00 0.00 
2.343 1.00 0.00 
2.816 1.00 0.00 
2.069 1.00 0.00 
0.904 1.00 0.00 
0.219 1.00 0.00 

-1.286 1.00 0.00 



tBSE# 2003-3083148 



mm. 2002-236129 



5>: 679/ 



ATOM 206 
ATOM 207 
ATOM 208 
ATOM 209 
ATOM 210 
ATOM 211 
ATOM 212 
ATOM 213 
ATOM 214 
ATOM 215 
ATOM 216 
ATOM 217 
ATOM 218 
ATOM 219 
ATOM 220 
ATOM 221 
ATOM 222 
ATOM 223 
ATOM 224 
ATOM 225 
ATOM 226 
ATOM 227 
ATOM 228 
ATOM 229 
ATOM 230 
ATOM 231 
ATOM 232 
ATOM 233 
ATOM 234 



CD2 


LEU 


A 


18 


H 


LEU 


A 


18 


HA 


LEU 


A 


18 


1HB 


LEU 


A 


18 


2HB 


LEU 


A 


18 


HG 


LEU 


A 


18 


1HD1 


LEU 


A 


18 


2HD1 


LEU 


A 


18 


3HD1 


LEU 


A 


18 


1HD2 


LEU 


A 


18 


2HD2 


LEU 


A 


18 


3HD2 


LEU 


A 


18 


N 


GLU 


A 


19 


CA 


GLU 


A 


19 


C 


GLU 


A 


19 


0 


GLU 


A 


19 


CB 


GLU 


A 


19 


CG 


GLU 


A 


19 


CD 


GLU 


A 


19 


0E1 


GLU 


A 


19 


0E2 


GLU 


A 


19 


H 


GLU 


A 


19 


HA 


GLU 


A 


19 


1HB 


GLU 


A 


19 


2HB 


GLU 


A 


19 


1HG 


GLU 


A 


19 


2HG 


GLU 


A 


19 


N 


VAL 


A 


20 


CA 


VAL 


A 


20 



138.766 2.118 

137.578 5.730 

139.432 3.971 

139. 838 5. 321 

140. 591 3. 851 

137. 625 3. 907 

138. 823 4. 852 

137. 668 3. 537 

139.399 3.201 

139.807 1.916 

138.441 1.521 

138. 174 1. 872 

140. 815 5. 743 

141. 783 6. 672 

142. 815 5. 929 
142. 747 4. 709 
141.071 7.722 
140. 297 7. 134 
138. 960 7. 814 
138. 947 9. 047 
137. 926 7. 115 
140.481 5.002 
142. 291 7. 167 
141.807 8.409 
140. 379 8. 268 
140. 123 6. 086 
140. 889 7. 241 
143.770 6.673 

144.816 6.085 



0.549 1.00 0.00 

1.635 1.00 0.00 
2.981 1.00 0.00 
0.321 1.00 0.00 
0.909 1.00 0.00 
0.581 1.00 0.00 

-1.494 1.00 0.00 
-1.709 1.00 0.00 
-1.723 1.00 0.00 
0.753 1.00 0.00 
-0.290 1.00 0.00 
1.417 1.00 0.00 
4.063 1.00 0.00 

4.636 1.00 0.00 
5.479 1.00 0.00 
5.629 1.00 0.00 
5.490 1.00 0.00 
6.659 1.00 0.00 
6.874 1.00 0.00 
7.076 1.00 0.00 
6.841 1.00 0.00 
4.610 1.00 0.00 
3.822 1.00 0.00 
5.883 1.00 0.00 
4.866 1.00 0.00 
6.467 1.00 0.00 
7.556 1.00 0.00 
6.027 1.00 0.00 
6.855 1.00 0.00 



ffiliE# 2003-3083148 



#P 2002-236129 



^-v: 680/ 



ATOM 235 
ATOM 236 
ATOM 237 
ATOM 238 
ATOM 239 
ATOM 240 
ATOM 241 
ATOM 242 
ATOM 243 
ATOM 244 
ATOM 245 
ATOM 246 
ATOM 247 
ATOM 248 
ATOM 249 
ATOM 250 
ATOM 251 
ATOM 252 
ATOM 253 
ATOM 254 
ATOM 255 
ATOM 256 
ATOM 257 
ATOM 258 
ATOM 259 
ATOM 260 
ATOM 261 
ATOM 262 
ATOM 263 



c 


VAL A 


20 


0 


VAL A 


20 


CB 


VAL A 


20 


CGI 


VAL A 


20 


CG2 


VAL A 


20 


H 


VAL A 


20 


HA 


VAL A 


20 


HB 


VAL A 


20 


1HG1 


VAL A 


20 


2HG1 


VAL A 


20 


3HG1 


VAL A 


20 


1HG2 


VAL A 


20 


2HG2 


VAL A 


20 


3HG2 


VAL A 


20 


N 


GLY A 


21 


CA 


GLY A 


21 


C 


GLY A 


21 


0 


GLY A 


21 


H 


GLY A 


21 


1HA 


GLY A 


21 


2HA 


GLY A 


21 


N 


SER A 


22 


CA 


SER A 


22 


C 


SER A 


22 


0 


SER A 


22 


CB 


SER A 


22 


OG 


SER A 


22 


H 


SER A 


22 


HA 


SER A 


22 



144.228 5.443 

143.419 6.052 

145. 861 7. 139 

147. 021 6. 481 

146. 357 7. 912 

143. 771 7. 640 

145. 315 5. 326 

145. 387 7. 836 

147. 265 5. 545 

146. 740 6. 297 

147.' 880 7. 134 

145. 663 7. 787 

147. 328 7. 539 

146.434 8.961 

144.638 4.210 

144. 141 3. 506 

143.099 2.461 

142.989 1.435 

145.285 3.774 

144.971 3.019 

143. 704 4. 221 

142.331 2.726 

141.292 1.801 

141.866 0.741 

142.852 0.981 

140. 167 2. 563 

139. 925 3. 810 

142.467 3.562 

140.892 1.313 



8.107 1.00 0.00 
8.808 1.00 0.00 
7.273 1.00 0.00 
8.006 1.00 0.00 
6.061 1.00 0.00 
5.871 1.00 0.00 
6.272 1.00 0.00 
7.950 1.00 0.00 
7.526 1.00 0.00 
9.032 1.00 0.00 
7.980 1.00 0.00 
5.243 1.00 0.00 
5.769 1.00 0.00 
6.310 1.00 0.00 
8.382 1.00 0.00 
9.549 1.00 0.00 
9.198 1.00 0.00 
9.867 1.00 0.00 
7.786 1.00 0.00 
10.042 1.00 0.00 
10.228 1.00 0.00 
8.146 1.00 0.00 
7.707 1.00 0.00 
6.773 1.00 0.00 
6.076 1.00 0.00 
7.004 1.00 0.00 
7.631 1.00 0.00 
7.652 1.00 0.00 
8.583 1.00 0.00 



fflSE# 2003-3083148 



#Eg 2002-236129 



^-v: 681/ 



ATOM 264 
ATOM 265 
ATOM 266 
ATOM 267 
ATOM 268 
ATOM 269 
ATOM 270 
ATOM 271 
ATOM 272 
ATOM 273 
ATOM 274 
ATOM 275 
ATOM 276 
ATOM 277 
ATOM 278 
ATOM 279 
ATOM 280 
ATOM 281 
ATOM 282 
ATOM 283 
ATOM 284 
ATOM 285 
ATOM 286 
ATOM 287 
ATOM 288 
ATOM 289 
ATOM 290 
ATOM 291 
ATOM 292 



1HB 


SER 


A 


22 


2HB 


SER 


A 


22 


HG 


SER 


A 


22 


N 


LEU 


A 


23 


CA 


LEU 


A 


23 


C 


LEU 


A 


23 


0 


LEU 


A 


23 


CB 


LEU 


A 


23 


CG 


LEU 


A 


23 


CD1 


LEU 


A 


23 


CD2 


LEU 


A 


23 


H 


LEU 


A 


23 


HA 


LEU 


A 


23 


1HB 


LEU 


A 


23 


2HB 


LEU 


A 


23 


HG 


LEU 


A 


23 


1HD1 


LEU 


A 


23 


2HD1 


LEU 


A 


23 


3HD1 


LEU 


A 


23 


1HD2 


LEU 


A 


23 


2HD2 


LEU 


A 


23 


3HD2 


LEU 


A 


23 


N 


ALA 


A 


24 


CA 


ALA 


A 


24 


C 


ALA 


A 


24 


0 


ALA 


A 


24 


CB 


ALA 


A 


24 


H 


ALA 


A 


24 


HA 


ALA 


A 


24 



140.443 2.739 

139.262 1.975 

140.662 4.402 

141.242 -0.432 

141.691 -1.530 

141.197 -1.347 

140.145 -0.753 

141.196 -2.867 

141.604 -3.157 

140. 672 -4. 187 

143.046 -3.636 

140. 461 -0. 563 

142.770 -1.528 

140.117 -2.880 

141.582 -3.657 

141.528 -2.248 

139.727 -4.178 

140.512 -3.947 

141.117 -5.168 

143.069 -4.716 

143. 501 -3. 297 

143.593 -3.237 

141.966 -1.861 

141.607 -1.755 

142.207 -2.901 

143.207 -3.497 

142.064 -0.416 

142.794 -2.324 

140.531 -1.800 



5.975 1.00 0.00 
7.038 1.00 0.00 
7.462 1.00 0.00 
6.764 1.00 0.00 
5.915 1.00 0.00 
4.483 1.00 0.00 
4.249 1.00 0.00 
6.470 1.00 0.00 
7.915 1.00 0.00 
8.535 1.00 0.00 
7.975 1.00 0.00 
7.341 1.00 0.00 
5.914 1.00 0.00 
6.412 1.00 0.00 
5.845 1.00 0.00 
8.494 1.00 0.00 
8.014 1.00 0.00 
9.576 1.00 0.00 
8.457 1.00 0.00 
7.938 1.00 0.00 
8.893 1.00 0.00 
7.134 1.00 0.00 
3.528 1.00 0.00 
2.119 1.00 0.00 
1.312 1.00 0.00 
1.710 1.00 0.00 
1.558 1.00 0.00 
3.777 1.00 0.00 
2.045 1.00 0.00 
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mm 2002-236129 
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ATOM 293 


1HB 


ALA A 


ATOM 294 


2HB 


ALA A 


ATOM 295 


3HB 


ALA A 


ATOM 296 


N 


GLU A 


ATOM 297 


CA 


GLU A 


ATOM 298 


C 


GLU A 


ATOM 299 


0 


GLU A 


ATOM 300 


CB 


GLU A 


ATOM 301 


CG 


GLU A 


ATOM 302 


CD 


GLU A 


ATOM 303 


0E1 


GLU A 


ATOM 304 


0E2 


GLU A 


ATOM 305 


H 


GLU A 


ATOM 306 


HA 


GLU A 


ATOM 307 


1HB 


GLU A 


ATOM 308 


2HB 


GLU A 


ATOM 309 


1HG 


GLU A 


ATOM 310 


2HG 


GLU A 


ATOM 311 


N 


VAL A 


ATOM 312 


CA 


VAL A 


ATOM 313 


C 


VAL A 


ATOM 314 


0 


VAL A 


ATOM 315 


CB 


VAL A 


ATOM 316 


CGI 


VAL A 


ATOM 317 


CG2 


VAL A 


ATOM 318 


H 


VAL A 


ATOM 319 


HA 


VAL A 


ATOM 320 


HB 


VAL A 


ATOM 321 


1HG1 


VAL A 



24 142.180 
24 143.010 

24 141.327 

25 141.589 
25 142.062 
25 142.338 
25 141.676 
25 141.033 
25 141.594 
25 140.616 
25 140.094 
25 140.373 
25 140.796 
25 142.981 
25 140.654 
25 140.216 
25 142.490 

25 141.839 

26 143.320 
26 143.685 
26 143.360 
26 143.246 
26 145.182 
26 145.509 
26 145.584 
26 143.812 
26 143.114 
26 145.751 
26 144.679 



-0.496 
-0. 144 
0.340 
-3. 203 
-4.278 
-3. 762 
-2.839 
-5.409 
-6.719 
-7.452 
-8. 503 
-6. 974 
-2. 691 
-4.660 
-5. 582 
-5. 108 
-6. 509 
-7.355 
-4.363 
-3.963 
-5.066 
-6.236 
-3.618 
-3.044 
-2.644 
-5.093 
-3.081 
-4.526 
-2.444 



0.488 
2.004 
1.786 
0.174 
-0. 690 
-2. 098 
-2. 573 
-0. 743 
-1.273 
-2. 170 
-1.745 
-3.298 
-0.090 
-0. 273 
0.254 
-1.382 
-1.838 
-0.435 
-2.762 
-4. 117 
-5.118 
-4.754 
-4.218 
-5. 588 
-3.118 
-2.331 
-4.369 
-4.088 
-5.935 



1. 00 0. 00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1. 00 0. 00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1. 00 0. 00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
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ATOM 322 


2HG1 VAL A 


ATOM 323 


3HG1 VAL A 


ATOM 324 


1HG2 VAL A 


ATOM 325 


2HG2 VAL A 


ATOM 326 


3HG2 VAL A 


ATOM 327 


XT 

IN 


T VC A 

Lib A 


ATOM 328 


n a 

LA 


T \70 A 

LYS A 


ATOM 329 


rs 

c 


T \70 A 

LYS A 


ATOM 330 


0 


T \7D A 

LYS A 


ATOM 331 


CB 


T \70 A 

LYS A 


ATOM 332 


CG 


T \70 A 

LYS A 


ATOM 333 


CD 


T \70 A 

LYS A 


ATOM 334 


CE 


T \70 A 

LYS A 


ATOM 335 


NZ 


T \70 A 

LYS A 


ATOM 336 


TT 

H 


T \TO A 

LYS A 


ATOM 337 


TT A 

HA 


T \7C S A 

LYS A 


ATOM 338 


i T*m 

1HB 


T \70 A 

LYS A 


ATOM 339 


2HB 


T \TO A 

LYS A 


ATOM 340 


1HG 


T \70 A 

LYS A 


ATOM 341 


OTTO 

2HG 


T \70 A 

LYS A 


ATOM 342 


1HD 


LYS A 


ATOM 343 


2HD 


LYS A 


ATOM 344 


1HE 


LYS A 


ATOM 345 


2HE 


LYS A 


ATOM 346 


1HZ 


LYS A 


ATOM 347 


2HZ 


LYS A 


ATOM 348 


3HZ 


LYS A 


ATOM 349 


N 


GLU A 


ATOM 350 


CA 


GLU A 



26 145.684 -3.851 

26 146.394 -2.428 

26 146.536 -2.941 

26 144.835 -2.653 

26 145.664 -1.649 

27 143.212 -4.684 
27 142.900 -5.642 
27 144.165 -6.072 
27 144.162 -6.233 
27 141.902 -5.034 
27 140.894 -6.036 
27 139.575 -5.367 
27 138.895 -6.053 
27 137.541 -5.492 
27 143.314 -3.737 
27 142.453 -6.509 
27 141.360 -4.242 
27 142.446 -4.619 
27 141.299 -6.497 
27 140.716 -6.793 
27 138.921 -5.412 
27 139.764 -4.335 
27 139.507 -5.924 
27 138.802 -7.106 
27 137.043 -5.325 
27 136.985 -6.156 

27 137.623 -4.590 

28 145.246 -6.258 
28 146.518 -6.670 



-6.284 1.00 0.00 
-5.520 1.00 0.00 
-2.704 1.00 0.00 
-2.338 1.00 0.00 
-3.528 1.00 0.00 
-6.384 1.00 0.00 
-7.439 1.00 0.00 
-8.175 1.00 0.00 
-9.396 1.00 0.00 
-8.427 1.00 0.00 
-8.966 1.00 0.00 
-9.315 1.00 0.00 
•10.489 1.00 0.00 
-10.753 1.00 0.00 
-6.612 1.00 0.00 
-6.977 1.00 0.00 
-7.932 1.00 0.00 
-9.261 1.00 0.00 
-9.855 1.00 0.00 
-8.216 1.00 0.00 
-8.457 1.00 0.00 
-9.574 1.00 0.00 
-11.369 1.00 0.00 
-10.268 1.00 0.00 
-9.856 1.00 0.00 
-11.327 1.00 0.00 
-11.266 1.00 0.00 
-7.425 1.00 0.00 
-8.006 1.00 0.00 
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ATOM 351 


C 


GLU A 


28 


146.536 


-8. 173 


-8.267 1.00 0.00 


ATOM 352 


0 


GLU A 


28 


145.548 


-8.866 


-8.026 1.00 0.00 


ATOM 353 


CB 


GLU A 


28 


147. 676 


-6.285 


-7.081 1.00 0.00 


ATOM 354 


CG 


GLU A 


28 


148. 812 


-5.570 


-7.793 1.00 0.00 


ATOM 355 


CD 


GLU A 


28 


149.849 


-5.024 


-6.832 1.00 0.00 


ATOM 356 


0E1 


GLU A 


28 


149. 665 


-3. 890 


-6.341 1.00 0.00 


ATOM 357 


0E2 


GLU A 


28 150.846 


-5. 729 


-6.570 1.00 0.00 


ATOM 358 


H 


GLU A 


28 


1 A C ICQ 

145. loo 


-6. 114 


-6.457 1.00 0.00 


ATOM 359 


HA 


GLU A 


oo 

28 


14b. oo5 


-6. 153 


-8.947 1.00 0.00 


ATOM 360 


1HB 


GLU A 


oo 
28 


i a n onn 

14/. zyy 


-5. 634 


-6.306 1.00 0.00 


ATOM 361 


2HB 


GLU A 


oo 

28 


1 A O ATI 

148. U71 


-7. 181 


-6.624 1.00 0.00 


ATOM 362 


1HG 


GLU A 


oo 

28 


T A A OAC 

149. 295 


-6.267 


-8.462 1.00 0.00 


ATOM 363 


2HG 


GLU A 


oo 

28 


t A O A AO 

148. 402 


-4.750 


-8.363 1.00 0.00 


ATOM 364 


N 


ASN A 


OA 

29 


147. 665 


-8. 670 


-8.759 1.00 0.00 


ATOM 365 


CA 


ASN A 


OA 

29 


i An oio 

147. 812 


-10.091 


-9.051 1.00 0.00 


ATOM 366 


C 


ASN A 


29 


i a n n ao 
147. 742 


-10.920 


-7.771 1.00 0.00 


ATOM 367 


0 


ASN A 


on 

29 


i a r ooo 

146. 888 


-11.796 


-7.635 1.00 0.00 


ATOM 368 


CB 


ASN A 


29 


i a f\ i on 
149. 137 


-10.351 


-9.771 1.00 0.00 


ATOM 369 


CG 


ASN A 


29 


148.975 


-10.405 


-11.278 1.00 0.00 


ATOM 370 


0D1 


ASN A 


29 


148.949 


-11.483 


-11.873 1.00 0.00 


ATOM 371 


ND2 


ASN A 


29 


148.866 


-9.238 


-11.903 1.00 0.00 


ATOM 372 


H 


ASN A 


29 


148.419 


-8.067 


-8.930 1.00 0.00 


ATOM 373 


HA 


ASN A 


29 


146.998 


-10.381 


-9.698 1.00 0.00 


ATOM 374 


1HB 


ASN A 


29 


149.832 


-9. 559 


-9.532 1.00 0.00 


ATOM 375 


2HB 


ASN A 


29 


149. 543 


-11.294 


-9.436 1.00 0.00 


ATOM 376 


1HD2 ASN A 


29 


148.895 


-8.420 


-11.365 1.00 0.00 


ATOM 377 


2HD2 ASN A 


29 


148.759 


-9.244 


-12.877 1.00 0.00 


ATOM. 378 


N 


PRO A 


30 


148.644 


-10. 654 


-6.810 1.00 0.00 


ATOM 379 


CA 


PRO A 


30 148.679 


-11.379 


-5.538 1.00 0.00 
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ATOM 380 
ATOM 381 
ATOM 382 
ATOM 383 
ATOM 384 
ATOM 385 
ATOM 386 
ATOM 387 
ATOM 388 
ATOM 389 
ATOM 390 
ATOM 391 
ATOM 392 
ATOM 393 
ATOM 394 
ATOM 395 
ATOM 396 
ATOM 397 
ATOM 398 
ATOM 399 
ATOM 400 
ATOM 401 
ATOM 402 
ATOM 403 
ATOM 404 
ATOM 405 
ATOM 406 
ATOM 407 
ATOM 408 



c 


PRO 


A 


30 


0 


PRO 


A 


30 


CB 


PRO 


A 


30 


CG 


PRO 


A 


30 


CD 


PRO 


A 


30 


HA 


PRO 


A 


30 


1HB 


PRO 


A 


30 


2HB 


PRO 


A 


30 


1HG 


PRO 


A 


30 


2HG 


PRO 


A 


30 


1HD 


PRO 


A 


30 


2HD 


PRO 


A 


30 


N 


PRO 


A 


31 


CA 


PRO 


A 


31 


C 


PRO 


A 


31 


0 


PRO 


A 


31 


CB 


PRO 


A 


31 


CG 


PRO 


A 


31 


CD 


PRO 


A 


31 


HA 


PRO 


A 


31 


1HB 


PRO 


A 


31 


2HB 


PRO 


A 


31 


1HG 


PRO 


A 


31 


2HG 


PRO 


A 


31 


1HD 


PRO 


A 


31 


2HD 


PRO 


A 


31 


N 


PHE 


A 


32 


CA 


PHE 


A 


32 


C 


PHE 


A 


32 



147.577 -10.926 
147.624 -9.814 
150.055 -11.023 
150.347 -9.672 
149.700 -9.624 
148.614 -12.446 
150.013 -11.010 
150.781 -11.751 
149.925 -8.913 
151.415 -9.536 
149.273 -8.649 
150.418 -9.867 
146.566 -11.781 
145.456 -11.452 
145.899 -11.362 
145.964 -12.370 
144.481 -12.617 
145.328 -13.747 
146.425 -13.129 
144.977 -10.527 
144.002 -12.846 
143.736 -12.350 
145.744 -14.273 
144.739 -14.419 
147.339 -13.694 
146.134 -13.071 
146.203 -10.148 
146.641 -9.923 
145. 724 -8. 933 



-4.581 1.00 0.00 
-4.054 1.00 0.00 
-4.975 1.00 0.00 
-5. 528 1. 00 0. 00 
-6.887 1.00 0.00 
-5.688 1.00 0.00 
-3.896 1.00 0.00 
-5.305 1.00 0.00 
-4.886 1.00 0.00 
-5.618 1.00 0.00 
-7.067 1.00 0.00 
-7.656 1.00 0.00 
-4.340 1.00 0.00 
-3.440 1.00 0.00 
-1.984 1.00 0.00 
-1.281 1.00 0.00 
-3.631 1.00 0.00 
-4. 103 1. 00 0. 00 
-4.923 1.00 0.00 
-3.727 1.00 0.00 
-2.691 1.00 0.00 
-4.366 1.00 0.00 
-3.255 1.00 0.00 
-4.710 1.00 0.00 
-4.817 1.00 0.00 
-5.961 1.00 0.00 
-1.538 1.00 0.00 
-0.166 1.00 0.00 
0.544 1.00 0.00 
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ATOM 409 
ATOM 410 
ATOM 411 
ATOM 412 
ATOM 413 
ATOM 414 
ATOM 415 
ATOM 416 
ATOM 417 
ATOM 418 
ATOM 419 
ATOM 420 
ATOM 421 
ATOM 422 
ATOM 423 
ATOM 424 
ATOM 425 
ATOM 426 
ATOM 427 
ATOM 428 
ATOM 429 
ATOM 430 
ATOM 431 
ATOM 432 
ATOM 433 
ATOM 434 
ATOM 435 
ATOM 436 
ATOM 437 



0 


PHE 


A 


32 


CB 


PHE 


A 


32 


CG 


PHE 


A 


32 


CD1 


PHE 


A 


32 


CD2 


PHE 


A 


32 


CE1 


PHE 


A 


32 


CE2 


PHE 


A 


32 


CZ 


PHE 


A 


32 


H 


PHE 


A 


32 


HA 


PHE 


A 


32 


1HB 


PHE 


A 


32 


2HB 


PHE 


A 


32 


HD1 


PHE 


A 


32 


HD2 


PHE 


A 


32 


HE1 


PHE 


A 


32 


HE2 


PHE 


A 


32 


HZ 


PHE 


A 


32 


N 


TYR 


A 


33 


CA 


TYR 


A 


33 


C 


TYR 


A 


33 


0 


TYR 


A 


33 


CB 


TYR 


A 


33 


CG 


TYR 


A 


33 


CD1 


TYR 


A 


33 


CD2 


TYR 


A 


33 


CE1 


TYR 


A 


33 


CE2 


TYR 


A 


33 


CZ 


TYR 


A 


33 


OH 


TYR 


A 


33 



144.840 -8.338 
148.080 -9.407 
148.292 -8.187 
149.042 -8.259 
147.740 -6.969 
149.238 -7.138 
147.932 -5.845 
148.682 -5.930 
146. 131 -9. 382 
146.601 -10.869 
148. 351 -9. 154 
148. 739 -10. 183 
149.478 -9.203 
147.153 -6.901 
149. 826 -7. 207 
147.496 -4.902 
148.833 -5.053 
145.939 -8.760 
145. 131 -7. 841 
146. 016 -6. 929 
146. 804 -7. 398 
144. 174 -8. 620 
143. 008 -9. 236 
142.205 -8.467 
142.710 -10.586 
141.138 -9.026 
141.645 -11.152 
140.862 -10.369 
139.801 -10.929 



-0.074 1.00 0.00 
-0.145 1.00 0.00 
-0.997 1.00 0.00 
-2.158 1.00 0.00 
-0.633 1.00 0.00 
-2.944 1.00 0.00 
-1.414 1.00 0.00 
-2.571 1.00 0.00 
-2.147 1.00 0.00 
0.354 1.00 0.00 
0.869 1.00 0.00 
-0.506 1.00 0.00 
-2.451 1.00 0.00 
0.271 1.00 0.00 
-3.848 1.00 0.00 
-1.121 1.00 0.00 
-3.183 1.00 0.00 
1.844 1.00 0.00 
2.637 1.00 0.00 
3.481 1.00 0.00 
4.302 1.00 0.00 
3.540 1.00 0.00 
2.800 1.00 0.00 
1.967 1.00 0.00 
2.936 1.00 0.00 
1.290 1.00 0.00 
2.261 1.00 0.00 
1.439 1.00 0.00 
0.767 1.00 0.00 
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ATOM 438 


H 


TYR A 


ATOM 439 


HA 


TYR A 


ATOM 440 


1HB 


TYR A 


ATOM 441 


2HB 


TYR A 


ATOM 442 


HD1 


TYR A 


ATOM 443 


HD2 


TYR A 


ATOM 444 


HE1 


TYR A 


ATOM 445 


HE2 


TYR A 


ATOM 446 


HH 


TYR A 


ATOM 447 


N 


GLY A 


ATOM 448 


CA 


GLY A 


ATOM 449 


C 


GLY A 


ATOM 450 


0 


GLY A 


ATOM 451 


H 


GLY A 


ATOM 452 


1HA 


GLY A 


ATOM 453 


2HA 


GLY A 


ATOM 454 


N 


VAL A 


ATOM 455 


CA 


VAL A 


ATOM 456 


C 


VAL A 


ATOM 457 


0 


VAL A 


ATOM 458 


CB 


VAL A 


ATOM 459 


CGI 


VAL A 


ATOM 460 


CG2 


VAL A 


ATOM 461 


H 


VAL A 


ATOM 462 


HA 


VAL A 


ATOM 463 


HB 


VAL A 


ATOM 464 


1HG1 VAL A 


ATOM 465 


2HG1 VAL A 


ATOM 466 


3HG1 VAL A 



33 146.658 -9.263 

33 144.555 -7.234 

33 144.716 -9.418 

33 143.777 -7.954 

33 142.424 -7.416 

33 143.324 -11.198 

33 140.526 -8.412 

33 141.429 -12.204 

33 139.049 -11.001 

34 145.880 -5.623 
34 146.673 -4.667 
34 145.866 -3.460 
34 144.754 -3.241 
34 145.235 -5.307 
34 147.072 -5.156 

34 147.493 -4.333 

35 146.428 -2.675 
35 145.754 -1.484 
35 146.411 -0.215 
35 147.621 -0.176 
35 145.756 -1.446 
35 147.180 -1.401 
35 144.950 -0.261 
35 147.317 -2.902 
35 144.728 -1.515 
35 145.291 -2.351 
35 147.699 -2.306 
35 147.158 -1.319 
35 147.694 -0.547 



2.280 1.00 0.00 
1.955 1.00 0.00 
4.026 1.00 0.00 
4.292 1.00 0.00 
1.852 1.00 0.00 
3.580 1.00 0.00 
0.646 1.00 0.00 
2.379 1.00 0.00 
1.359 1.00 0.00 
3.273 1.00 0.00 
4.022 1.00 0.00 
4.458 1.00 0.00 
3.978 1.00 0.00 
2.606 1.00 0.00 
4.898 1.00 0.00 
3.403 1.00 0.00 
5.373 1.00 0.00 
5.875 1.00 0.00 
5.340 1.00 0.00 
5.121 1.00 0.00 
7.417 1.00 0.00 
7.951 1.00 0.00 
7.926 1.00 0.00 
5.717 1.00 0.00 
5.539 1.00 0.00 
7.779 1.00 0.00 
7.670 1.00 0.00 
9.028 1.00 0.00 
7.534 1.00 0.00 
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ATOM 467 
ATOM 468 
ATOM 469 
ATOM 470 
ATOM 471 
ATOM 472 
ATOM 473 
ATOM 474 
ATOM 475 
ATOM 476 
ATOM 477 
ATOM 478 
ATOM 479 
ATOM 480 
ATOM 481 
ATOM 482 
ATOM 483 
ATOM 484 
ATOM 485 
ATOM 486 
ATOM 487 
ATOM 488 
ATOM 489 
ATOM 490 
ATOM 491 
ATOM 492 
ATOM 493 
ATOM 494 
ATOM 495 



1HG2 


VAL 


A 


35 


2HG2 


VAL 


A 


35 


3HG2 


VAL 


A 


35 


N 


ILE 


A 


36 


CA 


ILE 


A 


36 


C 


ILE 


A 


36 


0 


ILE 


A 


36 


CB 


ILE 


A 


36 


CGI 


ILE 


A 


36 


CG2 


ILE 


A 


36 


CD1 


ILE 


A 


36 


H 


ILE 


A 


36 


HA 


ILE 


A 


36 


HB 


ILE 


A 


36 


1HG1 


ILE 


A 


36 


2HG1 


ILE 


A 


36 


1HG2 


ILE 


A 


36 


2HG2 


ILE 


A 


36 


3HG2 


ILE 


A 


36 


1HD1 


ILE 


A 


36 


2HD1 


ILE 


A 


36 


3HD1 


ILE 


A 


36 


N 


ARG 


A 


37 


CA 


ARG 


A 


37 


C 


ARG 


A 


37 


0 


ARG 


A 


37 


CB 


ARG 


A 


37 


CG 


ARG 


A 


37 


CD 


ARG 


A 


37 



145. 306 0. 645 

145.064 -0.180 

143.907 -0.405 

145. 604 0. 821 

146.108 2.091 

147.069 2.736 

146.838 2.711 

144.959 3.074 

143.910 2.412 

145.497 4.338 
142.744 3.315 
144. 649 0. 729 
146.636 1.895 

144.498 3.351 
144.376 2.114 
143.520 1.537 
146.117 4.072 
146.084 4.893 
144. 673 4. 949 
143. 048 4. 347 
141.927 3.116 
142.423 3.126 
148.149 3.311 
149.147 3.962 
149.368 5.408 
149. 156 6. 337 
150.470 3.194 
150.333 1.721 
149.761 1.528 



7.457 1.00 0.00 
8.996 1.00 0.00 
7.685 1.00 0.00 
5.134 1.00 0.00 
4.625 1.00 0.00 
5.619 1.00 0.00 
6.827 1.00 0.00 
4.326 1.00 0.00 
3.430 1.00 0.00 
3.673 1.00 0.00 
3.095 1.00 0.00 
5.329 1.00 0.00 
3.704 1.00 0.00 
5.263 1.00 0.00 
2.502 1.00 0.00 
3.929 1.00 0.00 
2.830 1.00 0.00 
4.390 1.00 0.00 
3.335 1.00 0.00 
3.190 1.00 0.00 
3.772 1.00 0.00 
2.080 1.00 0.00 
5.101 1.00 0.00 
5.942 1.00 0.00 
5.509 1.00 0.00 
6.286 1.00 0.00 
5.888 1.00 0.00 
6.234 1.00 0.00 
7.630 1.00 0.00 
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ATOM 496 
ATOM 497 
ATOM 498 
ATOM 499 
ATOM 500 
ATOM 501 
ATOM 502 
ATOM 503 
ATOM 504 
ATOM 505 
ATOM 506 
ATOM 507 
ATOM 508 
ATOM 509 
ATOM 510 
ATOM 511 
ATOM 512 
ATOM 513 
ATOM 514 
ATOM 515 
ATOM 516 
ATOM 517 
ATOM 518 
ATOM 519 
ATOM 520 
ATOM 521 
ATOM 522 
ATOM 523 
ATOM 524 



NE 


ARG A 


37 


CZ 


ARG A 


37 


NH1 


ARG A 


37 


NH2 


ARG A 


37 


H 


ARG A 


37 


HA 


ARG A 


37 


1HB 


ARG A 


37 


2HB 


ARG A 


37 


1HG 


ARG A 


37 


2HG 


ARG A 


37 


1HD 


ARG A 


37 


2HD 


ARG A 


37 


HE 


ARG A 


37 


1HH1 


ARG A 


37 


2HH1 


ARG A 


37 


1HH2 


ARG A 


37 


2HH2 


ARG A 


37 


N 


TRP A 


38 


CA 


TRP A 


38 


C 


TRP A 


38 


0 


TRP A 


38 


CB 


TRP A 


38 


CG 


TRP A 


38 


CD1 


TRP A 


38 


CD2 


TRP A 


38 


NE1 


TRP A 


38 


CE2 


TRP A 


38 


CE3 


TRP A 


38 


CZ2 


TRP A 


38 



150.620 2.110 

150.211 2.390 

148. 959 2. 143 

151.057 2.917 

148. 278 3. 298 

148.779 3.955 

150.876 3.271 

151.162 3.644 

149.674 1.252 

151.308 1.258 

148. 791 2. 000 

149.655 0.470 

151.550 2.303 

148.316 1.745 

148.658 2.355 

152.002 3.105 

150.750 3.127 

149.794 5.590 

150.043 6.924 

149. 298 7. 137 

149.328 6.287 

151.546 7.142 

151.871 8.390 

152.099 9.635 

151.999 8.511 

152.360 10.523 

152.305 9.856 

151.885 7.612 

152.498 10.322 



8.658 1.00 0.00 
9.894 1.00 0.00 
10.258 1.00 0.00 
10.769 1.00 0.00 
4.129 1.00 0.00 
6.958 1.00 0.00 
4.890 1.00 0.00 
6.584 1.00 0.00 
5.519 1.00 0.00 
6.187 1.00 0.00 
7.676 1.00 0.00 
7.818 1.00 0.00 
8.417 1.00 0.00 
9.604 1.00 0.00 
11.188 1.00 0.00 
10.500 1.00 0.00 
11.697 1.00 0.00 

4.263 1.00 0.00 
3.730 1.00 0.00 
2.415 1.00 0.00 
1.526 1.00 0.00 
3.521 1.00 0.00 . 
2.752 1.00 0.00 

3.264 1.00 0.00 
1.330 1.00 0.00 
2.248 1.00 0.00 
1.051 1.00 0.00 
0.266 1.00 0.00 

-0.248 1.00 0.00 
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ATOM 


525 


CZ3 


TRP 


A 


38 


152. 078 


8.075 


-1.022 


1.00 


0.00 


ATOM 


526 


CH2 


TRP 


A 


38 


152. 381 


9.419 


-1.270 


1.00 


0.00 


ATOM 


527 


H 


TRP 


A 


38 


149. 946 


4.810 


3.690 


1.00 


0.00 


ATOM 


528 


HA 


TRP 


A 


38 


149. 683 


7.642 


4.452 


1.00 


0.00 


ATOM 


529 


1HB 


TRP 


A 


38 


152. 030 


7.211 


4.484 


1.00 


0.00 


ATOM 


530 


2HB 


TRP 


A 


38 


151.953 


6.301 


2.979 


1.00 


0.00 


ATOM 


531 


HD1 


TRP 


A 


38 


152. 072 


9.873 


4.317 


1.00 


0.00 


ATOM 


532 


HE1 


TRP 


A 


38 


152. 555 


11.475 


2.361 


1.00 


0.00 


ATOM 


533 


HE3 


TRP 


A 


.38 


151.652 


6.572 


0.437 


1.00 


0.00 


ATOM 


534 


HZ2 


TRP 


A 


38 


152. 730 


11.356 


-0.456 


1.00 


0.00 


ATOM 


535 


HZ3 


TRP 


A 


38 


151.994 


7.394 


-1.856 


1.00 


0.00 


ATOM 


536 


HH2 


TRP 


A 


38 


152. 524 


9.737 


-2. 293 


1.00 


0.00 


ATOM 


537 


N 


ILE 


A 


39 


148. 639 


8.285 


2.299 


1.00 


0.00 


ATOM 


538 


CA 


ILE 


A 


39 


147. 894 


8.625 


1.094 


1.00 


0.00 


ATOM 


539 


C 


ILE 


A 


39 


148. 358 


9.967 


0.540 


1.00 


0.00 


ATOM 


540 


0 


ILE 


A 


39 


148. 049 


11.018 


1.101 


1.00 


0.00 


ATOM 


541 


CB 


ILE 


A 


39 


146. 379 


8.686 


1.364 


1.00 


0.00 


ATOM 


542 


CGI 


ILE 


A 


39 


145. 915 


7.420 


2.087 


1.00 


0.00 


ATOM 


543 


CG2 


ILE 


A 


39 


145. 614 


8.869 


0.061 


1.00 


0.00 


ATOM 


544 


CD1 


ILE 


A 


39 


144. 605 


7.591 


2.824 


1.00 


0.00 


ATOM 


545 


H 


ILE 


A 


39 


148. 663 


8.925 


3.041 


1.00 


0.00 


ATOM 


546 


HA 


ILE 


A 


39 


148. 080 


7.857 


0.357 


1.00 


0.00 


ATOM 


547 


HB 


ILE 


A 


39 


146. 182 


9.543 


1.991 


1.00 


0.00 


ATOM 


548 


1HG1 


ILE 


A 


39 


145. 788 


6.627 


1.366 


1.00 


0.00 


ATOM 


549 


2HG1 


ILE 


A 


39 


146. 666 


7. 128 


2.807 


1.00 


0.00 


ATOM 


550 


1HG2 IDE 


A 


39 


145. 691 


7.968 


-0. 530 


1.00 


0.00 


ATOM 


551 


2HG2 


ILE 


A 


39 


146. 034 


9.697 


-0.489 


1.00 


0.00 


ATOM 


552 


3HG2 ILE 


A 


39 


144. 576 


9.070 


0.279 


1.00 


0.00 


ATOM 


553 


1HD1 


ILE 


A 


39 


144. 518 


8.609 


3.174 


1.00 


0.00 
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ATOM 554 
ATOM 555 
ATOM 556 
ATOM 557 
ATOM 558 
ATOM 559 
ATOM 560 
ATOM 561 
ATOM 562 
ATOM 563 
ATOM 564 
ATOM 565 
ATOM 566 
ATOM 567 
ATOM 568 
ATOM 569 
ATOM 570 
ATOM 571 
ATOM 572 
ATOM 573 
ATOM 574 
ATOM 575 
ATOM 576 
ATOM 577 
ATOM 578 
ATOM 579 
ATOM 580 
ATOM 581 
ATOM 582 



2HD1 


ILE A 


39 


3HD1 


ILE A 


39 


N 


GLY A 


40 


CA 


GLY A 


40 


C 


GLY A 


40 


0 


GLY A 


40 


H 


GLY A 


40 


1HA 


GLY A 


40 


2HA 


GLY A 


40 


N 


GLN A 


41 


CA 


GLN A 


41 


C 


GLN A 


41 


0 


GLN A 


41 


CB 


GLN A 


41 


CG 


GLN A 


41 


CD 


GLN A 


41 


0E1 


GLN A 


41 


NE2 


GLN A 


41 


H 


GLN A 


41 


HA 


GLN A 


41 


1HB 


GLN A 


41 


2HB 


GLN A 


41 


1HG 


GLN A 


41 


2HG 


GLN A 


41 


1HE2 GLN A 


41 


2HE2 GLN A 


41 


N 


PRO A 


42 


CA 


PRO A 


42 


C 


PRO A 


42 



144.577 6.917 

143. 785 7. 369 

149. 108 9. 926 

149.607 11.150 

150. 146 10. 941 

149. 952 9. 882 

149.329 9.060 

148.806 11.871 

150.397 11.541 

150.820 11.958 

151.389 11.894 

152. 862 12. 299 

153.193 13.443 

150. 606 12. 808 

149. 100 12. 628 

148.352 13.944 

148.345 14.710 

147.717 14.213 

150.936 12.775 

151.306 10.876 

150.839 13.835 

150. 912 12. 607 

148.772 12.011 
148.865 12.137 
147. 767 13. 556 
147.226 15.059 

153.773 11.365 
155.214 11.639 
155. 575 12. 795 



3.668 1.00 0.00 
2.158 1.00 0.00 
-0.555 1.00 0.00 
-1.153 1.00 0.00 
-2.554 1.00 0.00 
-3.152 1.00 0.00 
-0.958 1.00 0.00 
-1.192 1.00 0.00 
-0.532 1.00 0.00 
-3.078 1.00 0.00 
-4.417 1.00 0.00 
-4.398 1.00 0.00 
-4.086 1.00 0.00 
-5.358 1.00 0.00 
-5.266 1.00 0.00 
-5.322 1.00 0.00 
-4.359 1.00 0.00 
-6.456 1.00 0.00 
-2.551 1.00 0.00 
-4.766 1.00 0.00 
-5.119 1.00 0.00 
-6.372 1.00 0.00 
-6.089 1.00 0.00 
-4.333 1.00 0.00 
-7.179 1.00 0.00 
-6.523 1.00 0.00 
-4.729 1.00 0.00 
-4.743 1.00 0.00 
-5.670 1.00 0.00 
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ATOM 583 


0 


PRO A 


ATOM 584 


CB 


PRO A 


ATOM 585 


CG 


PRO A 


ATOM 586 


CD 


PRO A 


ATOM 587 


HA 


PRO A 


ATOM 588 


1HB 


PRO A 


ATOM 589 


2HB 


PRO A 


ATOM 590 


IHG 


PRO A 


ATOM 591 


2HG 


PRO A 


ATOM 592 


1HD 


PRO A 


ATOM 593 


2HD 


PRO A 


ATOM 594 


N 


PRO A 


ATOM 595 


CA 


PRO A 


ATOM 596 


C 


PRO A 


ATOM 597 


0 


PRO A 


ATOM 598 


CB 


PRO A 


ATOM 599 


CG 


PRO A 


ATOM 600 


CD 


PRO A 


ATOM 601 


HA 


PRO A 


ATOM 602 


1HB 


PRO A 


ATOM 603 


2HB 


PRO A 


ATOM 604 


IHG 


PRO A 


ATOM 605 


2HG 


PRO A 


ATOM 606 


1HD 


PRO A 


ATOM 607 


2HD 


PRO A 


ATOM 608 


N 


GLY A 


ATOM 609 


CA 


GLY A 


ATOM 610 


C 


GLY A 


ATOM 611 


0 


GLY A 



42 154.809 13.143 

42 155.827 10.332 

42 154.804 9.291 

42 153.476 9.973 

42 155.585 11.847 

42 156.016 10.414 

42 156.751 10.134 

42 154.890 8.479 

42 154.927 8.927 

42 153.137 9.919 

42 152.747 9.536 

43 156.753 13.407 
43 157.213 14.530 
43 157.626 14.090 
43 158.795 13.796 
43 158.423 15.058 
43 158.933 13.883 
43 157.726 13.053 
43 156.462 15.302 
43 159.160 15.428 
43 158.114 15.853 
43 159.615 13.316 
43 159.427 14.216 
43 157.968 12.001 

43 157.350 13.319 

44 156.661 14.046 
44 156.948 13.641 
44 155.719 13.142 
44 155.429 13.581 



-6.569 1.00 0.00 
-5.257 1.00 0.00 
-4.963 1.00 0.00 
-5.113 1.00 0.00 
-3.750 1.00 0.00 
-6.318 1.00 0.00 
-4.734 1.00 0.00 
-5.669 1.00 0.00 
-3.953 1.00 0.00 
-6.137 1.00 0.00 
-4.447 1.00 0.00 
-5.462 1.00 0.00 
-6.284 1.00 0.00 

-7.683 1.00 0.00 

-7.932 1.00 0.00 

-5.515 1.00 0.00 

-4.755 1.00 0.00 

-4.412 1.00 0.00 

-6.357 1.00 0.00 

-6.213 1.00 0.00 

-4.853 1.00 0.00 

-5.371 1.00 0.00 

-3.854 1.00 0.00 

-4.451 1.00 0.00 

-3.435 1.00 0.00 

-8.594 1.00 0.00 

-9.955 1.00 0.00 
-10.686 1.00 0.00 
-11.798 1.00 0.00 
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ATOM 612 


H 


GLY A 


44 155.746 


ATOM 613 


1HA 


GLY A 


A A 

44 


157.353 


ATOM 614 


2HA 


GLY A 


A A 

44 


i P" r-r /*o/"* 

157, 686 


ATOM 615 


N 


LEU A 


A r~ 

45 


154. 993 


ATOM 616 


CA 


LEU A 


A I"" 

45 


153.788 


ATOM 617 


C 


LEU A 


A IT 

45 


152. 574 


ATOM 618 


0 


LEU A 


45 


152.479 


ATOM 619 


CB 


LEU A 


A P" 

45 


153.963 


ATOM 620 


CG 


LEU A 


45 


154. 528 


ATOM 621 


CD1 


LEU A 


A l~ 

45 


154. 196 


ATOM 622 


CD2 


LEU A 


A C 

45 


156.033 


ATOM 623 


H 


LEU A 


A C 

45 


155.274 


ATOM 624 


HA 


LEU A 


A C 

45 


153.631 


ATOM 625 


1HB 


LEU A 


A r 

45 


152.999 


ATOM 626 


2HB 


LEU A 


A f 

45 


154.627 


ATOM 627 


HG 


LEU A 


a r~ 

45 


154. 074 


ATOM 628 


1HD1 


LEU A 


45 


155. 108 


ATOM 629 


2HD1 LEU A 


A C 

45 


153. 559 


ATOM 630 


3HD1 LEU A 


a r* 

45 


153.683 


ATOM 631 


1HD2 LEU A 


A CT 

45 


156. 520 


ATOM 632 


2HD2 LEU A 


a r 

45 


156. 249 


ATOM 633 


3HD2 LEU A 


A I"* 

45 


156. 399 


ATOM 634 


N 


ASN A 


A /* 

46 


151. 645 


ATOM 635 


CA 


ASN A 


46 


1 r- r\ A A t 

150. 441 


ATOM 636 


C 


ASN A 


46 


149.495 


ATOM 637 


0 


ASN A 


46 


148. 874 


ATOM 638 


CB 


ASN A 


46 


149. 739 


ATOM 639 


CG 


ASN A 


46 


148.563 


ATOM 640 


0D1 


ASN A 


46 148.686 



14.291 -8.339 1.00 0.00 
14.485 -10.492 1.00 0.00 
12.852 -9.937 1.00 0.00 
12.221 -10.061 1.00 0.00 
11.663 -10.664 1.00 0.00 
11.905 -9.775 1.00 0.00 
11.353 -8.678 1.00 0.00 
10.164 -10.912 1.00 0.00 
9.373 -9.731 1.00 0.00 
7.893 -9.869 1.00 0.00 
9.581 -9.623 1.00 0.00 
11.910 -9.172 1.00 0.00 
12.160 -11.609 1.00 0.00 
9.749 -11.171 1.00 0.00 
10.036 -11.753 1.00 0.00 
9.733 -8.819 1.00 0.00 
7.328 -9.994 1.00 0.00 
7.745 -10.729 1.00 0.00 
7.556 -8.980 1.00 0.00 
8.626 -9.487 1.00 0.00 
10.218 -8.778 1.00 0.00 
10.046 -10.527 1.00 0.00 
12.727 -10.251 1.00 0.00 
13.026 -9.488 1.00 0.00 
11.831 -9.497 1.00 0.00 
11.524 -10.514 1.00 0.00 
14.255 -10.072 1.00 0.00 
14.706 -9.230 1.00 0.00 
15.612 -8.405 1.00 0.00 
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ATOM 641 
ATOM 642 
ATOM 643 
ATOM 644 
ATOM 645 
ATOM 646 
ATOM 647 
ATOM 648 
ATOM 649 
ATOM 650 
ATOM 651 
ATOM 652 
ATOM 653 
ATOM 654 
ATOM 655 
ATOM 656 
ATOM 657 
ATOM 658 
ATOM 659 
ATOM 660 
ATOM 661 
ATOM 662 
ATOM 663 
ATOM 664 
ATOM 665 
ATOM 666 
ATOM 667 
ATOM 668 
ATOM 669 



ND2 


ASN 


A 


46 


H 


ASN 


A 


46 


HA 


ASN 


A 


46 


1HB 


ASN 


A 


46 


2HB 


ASN 


A 


46 


1HD2 ASN 


A 


46 


2HD2 ASN 


A 


46 


IN 


pt tt 
uLU 


A 


47 


PA 


PT TT 

uLU 


A 


47 




pt tt 

ULU 


A 


47 


A 

u 


pt tt 

bLU 


A 


47 


Ptt 
UD 


PT TT 

IjLU 


A 


47 


pp 


pt tt 

uLU 


A 


47 




pt tt 


A 


47 


UJLl 


•PT TT 

IrLU 


A 


47 


CiVO 


PT IT 
uLU 


A 


47 


n 


PT TT 


A 


47 


UA 


PT TT 
VjLU 


A 


47 


1HB 


GLU 


A 


47 


2HB 


GLU 


A 


47 


1HG 


GLU 


A 


47 


2HG 


GLU 


A 


47 


N 


VAL 


A 


48 


CA 


VAL 


A 


48 


C 


VAL 


A 


48 


0 


VAL 


A 


48 


CB 


VAL 


A 


48 


CGI 


VAL 


A 


48 


CG2 


VAL 


A 


48 



147.412 14.076 

151.772 13.136 

150.733 13.235 

150.446 15.069 

149.380 14.019 

147.388 13.364 

146.634 14.347 

149.392 11.160 

148.524 9.997 

148.343 9.616 

149.314 9.320 

149.102 8.811 

150.614 8.691 

151.193 7.746 

151.247 8.126 

151.593 6.624 

149.915 11.454 

147.562 10.254 

148. 664 7. 899 

148. 839 8. 918 

151.050 9.668 

150. 871 8. 326 

147. 098 9. 615 

146. 805 9. 258 

147.146 7.796 

146.386 6.897 

145. 323 9. 499 

145.083 9.313 

144.890 10.887 



-9.434 1.00 0.00 
-11.132 1.00 0.00 
-8.470 1.00 0.00 
-10.133 1.00 0.00 
-11.063 1.00 0.00 
-10.107 1.00 0.00 
-8.904 1.00 0.00 
-8.355 1.00 0.00 
-8.225 1.00 0.00 
-6.760 1.00 0.00 
-6.062 1.00 0.00 
-9.002 1.00 0.00 
-8.904 1.00 0.00 
-9.937 1.00 0.00 
-11.126 1.00 0.00 
-9.558 1.00 0.00 
-7.580 1.00 0.00 
-8.639 1.00 0.00 
-8.623 1.00 0.00 
-10.045 1.00 0.00 
-9.048 1.00 0.00 
-7.919 1.00 0.00 
-6.297 1.00 0.00 
-4.915 1.00 0.00 
-4.656 1.00 0.00 
-5.018 1.00 0.00 
-4.571 1.00 0.00 
-3.081 1.00 0.00 
-5.018 1.00 0.00 



tbSEijf 2 003-3083148 



#H 2002-236129 



I 695/ 



ATOM 670 
ATOM 671 
ATOM 672 
ATOM 673 
ATOM 674 
ATOM 675 
ATOM 676 
ATOM 677 
ATOM 678 
ATOM 679 
ATOM 680 
ATOM 681 
ATOM 682 
ATOM 683 
ATOM 684 
ATOM 685 
ATOM 686 
ATOM 687 
ATOM 688 
ATOM 689 
ATOM 690 
ATOM 691 
ATOM 692 
ATOM 693 
ATOM 694 
ATOM 695 
ATOM 696 
ATOM 697 
ATOM 698 



TJ 

H 


\T AT 

VAL 


A 


48 


HA 


\T AT 

VAL 


A 

A 


A O 

48 


TJD 

Hd 


\T AT 

VAL 


A 


A O 

48 


1H(j1 


VAL 


A 


A O 

48 


2H(j1 


17AT 

VAL 


A 


48 


our*! 


17AT 

VAL 


A 


A O 

48 




VAL 


A 


A O 

48 




TT4T 

VAL 


A 


A O 

48 


onbZ 


17" A T 

VAL 


A 


A O 

48 


JN 


T T?TT 

LEU 


A 


A f\ 

49 


r* a 
LA 


LEU 


A 


a r\ 

49 


a 

c 


T T?TT 

LEU 


A 


A f\ 

49 


0 


T T*TT 

LEU 


A 


49 


LB 


T T?TT 

LEU 


A 


A f\ 

49 


LL 


T T?TT 

LEU 


A 


49 


LD1 


T T?T T 

LEU 


A 

A 


A A 

49 


LD2 


T T?TT 

LEU 


A 

A 


A f\ 

49 


T T 

H 


LEU 


A 

A 


A f\ 

49 


TT A 

HA 


T 17TT 

LEU 


A 


A A 

49 


1 LTD 

IHd 


T T7TT 

LEU 


A 


A A 

49 


2HB 


T T7TT 

LEU 


A 


A A 

49 


UP 

H(j 


T T?TT 

LEU 


A 


A A 

49 


1 TJTM 

1HD1 


T T7TT 

LEU 


A 


A A 

49 


2HD1 


T 7?TT 

LEU 


A 


A A 

49 


oHDl 


T T?TT 

LEU 


A 


A A 

49 


1HD2 


LEU 


A 


49 


2HD2 


LEU 


A 


49 


3HD2 


LEU 


A 


49 


N 


ALA 


A 


50 



146. 361 9. 852 

147.412 9.879 

144.727 8.771 

144.209 9.875 

145. 942 9. 666 

144. 926 8. 266 

145. 750 11. 539 

144.166 11.281 

144.447 10.826 

148. 295 7. 563 

148. 739 6. 208 

148. 632 5. 922 

149. 299 6. 560 

150. 182 6. 006 

150.428 6.287 

151.849 6.781 

150. 158 5. 040 

148. 860 8. 319 

148.099 5.522 

150. 820 6. 658 

150.464 4.984 

149. 750 7. 062 

152. 547 6. 036 

151.999 7.702 

152. 009 6. 954 

150.289 4.162 

150. 848 5. 003 

149. 146 5. 069 

147.787 4.960 



-6.898 1.00 0.00 
-4.272 1.00 0.00 
-5.102 1.00 0.00 
-2.784 1.00 0.00 
-2.530 1.00 0.00 
-2.869 1.00 0.00 
-5.052 1.00 0.00 
-4.321 1.00 0.00 
-6.002 1.00 0.00 
-4.031 1.00 0.00 
-3.730 1.00 0.00 
-2.238 1.00 0.00 
-1.424 1.00 0.00 
-4.198 1.00 0.00 
-5.680 1.00 0.00 
-5.902 1.00 0.00 
-6.509 1.00 0.Q0 
-3.769 1.00 0.00 
-4.264 1.00 0. 00 
-3.618 1.00 0.00 
-3.996 1.00 0.00 
-6.010 1.00 0.00 
-5.550 1.00 0.00 
-5.358 1.00 0.00 
-6.956 1.00 0.00 
-5.893 1.00 0.00 
-7.339 1.00 0.00 
-6.884 1.00 0.00 
-1.886 1.00 0.00 



H3fE# 2003-3083148 



#®2 002-236129 



^-v: 696/ 



m 



ATOM 699 


CA 


ALA A 


50 147.594 


4.594 


ATOM 700 


C 


ALA A 


50 148.531 


3.460 


ATOM 701 


0 


ALA A 


50 148.422 


2.343 


ATOM 702 


CB 


ALA A 


50 146.146 


4.201 


ATOM 703 


H 


ALA A 


50 147.282 


4.487 


ATOM 704 


HA 


ALA A 


50 147.815 


5.463 


ATOM 705 


1HB 


ALA A 


50 145.605 


5.046 


ATOM 706 


2HB 


ALA A 


50 146.110 


3.384 


ATOM 707 


3HB 


ALA A 


50 145.693 


3.891 


ATOM 708 


N 


GLY A 


51 149.450 


3.755 


ATOM 709 


CA 


GLY A 


51 150.391 


2.748 


ATOM 710 


C 


GLY A 


51 149.725 


1.666 


ATOM 711 


0 


GLY A 


51 149.237 


1.926 


ATOM 712 


H 


GLY A 


51 149.488 


4.662 


ATOM 713 


1HA 


GLY A 


51 150.860 


2.293 


ATOM 714 


2HA 


GLY A 


51 151.151 


3.228 


ATOM 715 


N 


LEU A 


52 149.706 


0.446 


ATOM 716 


CA 


LEU A 


52 149.094 


-0. 678 


ATOM 717 


C 


LEU A 


52 150.156 


-1. 557 


ATOM 718 


0 


LEU A 


52 151.144 


-1.930 


ATOM 719 


CB 


LEU A 


52 148.255 


-1.510 


ATOM 720 


CG 


LEU A 


52 147.027 


-0. 797 


ATOM 721 


CD1 


LEU A 


52 146.656 


-1.374 


ATOM 722 


CD2 


LEU A 


52 145.856 


-0. 901 


ATOM 723 


H 


LEU A 


52 150. 112 


0.301 


ATOM 724 


HA 


LEU A 


52 148.449 


-0. 281 


ATOM 725 


1HB 


LEU A 


52 148.886 


-1.809 


ATOM 726 


2HB 


LEU A 


52 147.920 


-2.398 


ATOM 727 


HG 


LEU A 


52 147.257 


0.250 



0.491 1.00 0.00 
0.087 1.00 0.00 
•0.593 1.00 0.00 
•0.243 1.00 0.00 
-2.581 1.00 0.00 
0.111 1.00 0.00 
0.156 1.00 0.00 
0.464 1.00 0.00 
-1.174 1.00 0.00 
0.827 1.00 0.00 
1.282 1.00 0.00 
2.108 1.00 0.00 
3.208 1.00 0.00 
1.195 1.00 0.00 
0.422 1.00 0.00 
1.882 1.00 0.00 
1.578 1.00 0.00 
2.275 1.00 0.00 
2.930 1.00 0.00 
2.298 1.00 0.00 
1.303 1.00 0.00 
0.733 1.00 0.00 
-0.623 1.00 0.00 
1.699 1.00 0.00 
0.699 1.00 0.00 
3.043 1.00 0.00 
0.479 1.00 0.00 
1.818 1.00 0.00 
0.599 1.00 0.00 

ffliE# 2003-3083148 



mm 2002-236129 



^- v : 697/ 



ATOM 728 


1HD1 LEU A 


ATOM 729 


2HD1 LEU A 


ATOM 730 


3HD1 LEU A 


ATOM 731 


1HD2 LEU A 


ATOM 732 


2HD2 LEU A 


ATOM 733 


3HD2 LEU A 


ATOM 734 


"NT 
IN 


PT TT A 
(jLU A 


ATOM 735 


p a 
LA 


pt TT A 

bLU A 


ATOM 736 


L 


PT TT A 

uLU A 


ATOM 737 


0 


PT TT A 

bLU A 


ATOM 738 


po 


PT TT A 
(jLU A 


ATOM 739 


pp 
Lu 


PT TT A 
bLU A 


ATOM 740 


UJ 


PT TT A 
bLU A 


ATOM 741 


ATM 


PT TT A 
bLU A 


ATOM 742 




PT TT A 
bLU A 


ATOM 743 


u 
H 


PT TT A 
bLU A 


ATOM 744 


TJA 

HA 


PT TT A 
bLU A 


ATOM 745 


1 LTD 


PT TT A 

bLU A 


ATOM 746 


OTJD 


PT TT A 
VjLU A 


ATOM 747 


1HG 


GLU A 


ATOM 748 


2HG 


GLU A 


ATOM 749 


N 


LEU A 


ATOM 750 


CA 


LEU A 


ATOM 751 


C 


LEU A 


ATOM 752 


0 


LEU A 


ATOM 753 


CB 


LEU A 


ATOM 754 


CG 


LEU A 


ATOM 755 


CD1 


LEU A 


ATOM 756 


CD2 


LEU A 



52 146.232 -0.597 

52 145.932 -2.164 

52 147.540 -1.772 

52 145.091 -0.194 

52 146.195 -0.683 

52 145.451 -1.902 

53 149.943 -1.883 
53 150.879 -2.718 
53 150.370 -4.152 
53 149.391 -4.428 
53 151.104 -2.147 
53 152.097 -2.944 
53 151.658 -3.099 
53 152.533 -3.087 
53 150.440 -3.234 
53 149.136 -1.555 
53 151.818 -2.717 
53 151.471 -1.135 
53 150.160 -2.132 
53 152.204 -3.926 

53 153.050 -2.436 

54 151.041 -5.061 
54 150.656 -6.467 
54 150.899 -7.091 
54 151.876 -6.768 
54 151.434 -7.236 
54 151.427 -6.598 
54 152.665 -7.009 
54 150.165 -6.983 



-1.241 1.00 0.00 
-0.491 1.00 0.00 
-1.100 1.00 0.00 

1.415 1.00 0.00 

2.701 1.00 0.00 

1.665 1.00 0.00 

4.200 1.00 0.00 

4.942 1.00 0.00 

5.040 1.00 0.00 

5.733 1.00 0.00 

6.344 1.00 0.00 

7.174 1.00 0.00 

8.617 1.00 0.00 

9.508 1.00 0.00 

8.856 1.00 0.00 

4.650 1.00 0.00 

4.409 1.00 0.00 

6.254 1.00 0.00 

6.869 1.00 0.00 

6.738 1.00 0.00 

7.156 1.00 0.00 

4.341 1.00 0.00 

4.348 1.00 0.00 

5.718 1.00 0.00 

6.394 1.00 0.00 

3.279 1.00 0.00 

1.888 1.00 0.00 

1.107 1.00 0.00 

1.133 1.00 0.00 

ttHE# 2003-3083148 



#JH 2002-236129 



^- V : 698/ 



ATOM 757 


H 


LEU A 


54 


151.813 


-4.779 


ATOM 758 


HA 


LEU A 


54 


149.601 


-6.523 


ATOM 759 


1HB 


LEU A 


54 


152. 460 


-7.326 


ATOM 760 


2HB 


LEU A 


54 


151.011 


-8. 226 


ATOM 761 


HG 


LEU A 


54 


151.440 


-5. 522 


ATOM 762 


1HD1 


LEU A 


54 


153. 501 


-7. 113 


ATOM 763 


2HD1 


LEU A 


54 


152.893 


-6. 252 


ATOM 764 


3HD1 


LEU A 


54 


152.483 


-7. 950 


ATOM 765 


1HD2 


LEU A 


54 


150. 389 


-7. 075 


ATOM 766 


2HD2 


LEU A 


54 


149.412 


-6. 221 


ATOM 767 


3HD2 


LEU A 


54 


149.796 


-7. 927 


ATOM 768 


N 


GLU A 


55 


150.004 


-7. 986 


ATOM 769 


CA 


GLU A 


55 


150. 121 


-8. 655 


ATOM 770 


C 


GLU A 


55 


151.205 


-9. 727 


ATOM 771 


0 


GLU A 


55 


151.863 


-9.996 


ATOM 772 


CB 


GLU A 


55 


148. 783 


-9.281 


ATOM 773 


CG 


GLU A 


55 


147. 655 


-8.271 


ATOM 774 


CD 


GLU A 


55 


147. 697 


-7.519 


ATOM 775 


0E1 


GLU A 


55 


147. 737 


-6.271 


ATOM 776 


0E2 


GLU A 


55 


147. 688 


-8. 177 


ATOM 777 


H 


GLU A 


55 


149. 246 


-8. 201 


ATOM 778 


HA 


GLU A 


55 


150. 393 


-7.912 


ATOM 779 


1HB 


GLU A 


55 


148. 502 


-10.007 


ATOM 780 


2HB 


GLU A 


55 


148. 901 


-9.783 


ATOM 781 


1HG 


GLU A 


55 


147. 730 


-7. 558 


ATOM 782 


2HG 


GLU A 


55 


146. 711 


-8.794 


ATOM 783 


N 


ASP A 


56 


151.387 


-10.336 


ATOM 784 


CA 


ASP A 


56 152.392 


-11.378 


ATOM 785 


C 


ASP A 


56 153.662 


-10.814 



3.806 1.00 0.00 

4.122 1.00 0.00 
3.606 1.00 0.00 
3.197 1.00 0.00 
1.993 1.00 0.00 
1.783 1.00 0.00 
0.369 1.00 0.00 
0.611 1.00 0.00 
0.080 1.00 0.00 
1.276 1.00 0.00 
1.506 1.00 0.00 

6.123 1.00 0.00 
7.413 1.00 0.00 
7.374 1.00 0.00 
8.379 1.00 0.00 
7.810 1.00 0.00 
7.941 1.00 0.00 
9.258 1.00 0.00 
9.226 1.00 0.00 

10.318 1.00 0.00 
5.540 1.00 0.00 
8.148 1.00 0.00 
7.061 1.00 0.00 
8.759 1.00 0.00 
7.135 1.00 0.00 
7.873 1.00 0.00 
6.207 1.00 0.00 
6.037 1.00 0.00 
5.410 1.00 0.00 

ffilE# 2003-3083148 



<Wm 2002-236129 



^-v: 699/ 



ATOM 786 
ATOM 787 
ATOM 788 
ATOM 789 
ATOM 790 
ATOM 791 
ATOM 792 
ATOM 793 
ATOM 794 
ATOM 795 
ATOM 796 
ATOM 797 
ATOM 798 
ATOM 799 
ATOM 800 
ATOM 801 
ATOM 802 
ATOM 803 
ATOM 804 
ATOM 805 
ATOM 806 
ATOM 807 
ATOM 808 
ATOM 809 
ATOM 810 
ATOM 811 
ATOM 812 
ATOM 813 
ATOM 814 



0 ASP A 
CB ASP A 
CG ASP A 
0D1 ASP A 
0D2 ASP A 
H ASP A 
HA ASP A 
1HB ASP A 
2HB ASP A 
N GLU A 
CA GLU A 
C GLU A 
0 GLU A 
CB GLU A 
CG GLU A 
CD GLU A 
0E1 GLU A 
0E2 GLU A 
H GLU A 
HA GLU A 
1HB GLU A 
2HB GLU A 
1HG GLU A 
2HG GLU A 
N CYS A 
CA CYS A 
C CYS A 
0 CYS A 
CB CYS A 



56 153.605 
56 151.840 
56 152.436 
56 153.294 
56 152.044 
56 150.831 
56 152.631 
56 150.769 

56 152.063 

57 154.808 
57 156.092 
57 156.441 
57 156.953 
57 157.194 
57 156.991 
57 157.319 
57 158.151 
57 156.742 
57 154.788 
57 156.014 
57 157.229 
57 158.141 
57 157.631 

57 155.960 

58 156.161 
58 156.444 
58 157.694 
58 157.820 
58 155.251 



-10.068 4.432 1.00 0.00 

-12.511 5.169 1.00 0.00 

-13.858 5.527 1.00 0.00 

-14.350 4.764 1.00 0.00 

-14.421 6.570 1.00 0.00 

-10.078 5.442 1.00 0.00 

-11.771 7.014 1.00 0.00 

-12.566 5.297 1.00 0.00 

-12.302 4.132 1.00 0.00 

-11.175 5.978 1.00 0.00 

-10.704 5.475 1.00 0.00 

-11.384 4.155 1.00 0.00 

-12.504 4.137 1.00 0.00 

-10.967 6.503 1.00 0.00 

-10.226 7.815 1.00 0.00 
-11.081 9.024 1.00 0.00 
-10.648 9.848 1.00 0.00 
-12.181 9.146 1.00 0.00 
-11.772 6.755 1.00 0.00 
-9.640 5.309 1.00 0.00 
-12.025 6.714 1.00 0.00 
-10.661 6.085 1.00 0.00 
-9.357 7.824 1.00 0.00 
-9.914 7.880 1.00 0.00 
-10.700 3.051 1.00 0.00 
-11.239 1.725 1.00 0.00 
-10.595 1.132 1.00 0.00 
-9.370 1.106 1.00 0.00 
-11.016 0.795 1.00 0.00 



ffifE# 2003-3083148 



mm 2002-236129 



^-s>: 700/ 



ATOM 815 


SG 


CYS A 


ATOM 816 


H 


CYS A 


ATOM 817 


HA 


CYS A 


ATOM 818 


1HB 


CYS A 


ATOM 819 


2HB 


CYS A 


ATOM 820 


HG 


CYS A 


ATOM 821 


N 


ALA A 


ATOM 822 


CA 


ALA A 


ATOM 823 


C 


ALA A 


ATOM 824 


0 


ALA A 


ATOM 825 


CB 


ALA A 


ATOM 826 


H 


ALA A 


ATOM 827 


HA 


ALA A 


ATOM 828 


1HB 


ALA A 


ATOM 829 


2HB 


ALA A 


ATOM 830 


3HB 


ALA A 


ATOM 831 


N 


GLY A 


ATOM 832 


CA 


GLY A 


ATOM 833 


C 


GLY A 


ATOM 834 


0 


GLY A 


ATOM 835 


H 


GLY A 


ATOM 836 


1HA 


GLY A 


ATOM 837 


2HA 


GLY A 


ATOM 838 


N 


CYS A 


ATOM 839 


CA 


CYS A 


ATOM 840 


C 


CYS A 


ATOM 841 


0 


CYS A 


ATOM 842 


CB 


CYS A 


ATOM 843 


SG 


CYS A 



58 154.052 • 
58 155.753 
58 156.616 
58 154.732 
58 155.610 

58 154.536 

59 158.615 
59 159.854 
59 159.574 
59 158.805 
59 160.757 
59 158.457 
59 160.364 
59 161.408 
59 161.351 

59 160.152 

60 160.204 
60 160.010 
60 159.225 
60 158.535 
60 160.804 
60 160.975 

60 159.477 

61 159.329 
61 158.623 
61 159.522 
61 160.429 
61 157.360 
61 156.284 



-12.369 0.796 1.00 0.00 

-9.813 3.129 1.00 0.00 

-12.300 1.829 1.00 0.00 

-10.118 1.095 1.00 0.00 

-10.895 -0.217 1.00 0.00 

-13.194 0.873 1.00 0.00 

-11.427 0.659 1.00 0.00 

-10.940 0.067 1.00 0.00 

-10.076 -1.158 1.00 0.00 

-10.461 -2.039 1.00 0.00 

-12.107 -0.303 1.00 0.00 

-12.393 0.709 1.00 0.00 

-10.341 0.807 1.00 0.00 

-12.335 0.527 1.00 0.00 

-11.843 -1.165 1.00 0.00 

-12.971 -0.534 1.00 0.00 

-8.906 -1.208 1.00 0.00 

-8.006 -2.329 1.00 0.00 

-6.766 -1.949 1.00 0.00 

-6.180 -2.783 1.00 0.00 

-8.652 -0.477 1.00 0.00 

-7.706 -2.707 1.00 0.00 

-8.530 -3.110 1.00 0.00 

-6.366 -0.686 1.00 0.00 

-5.188 -0.197 1.00 0.00 

-4.353 0.710 1.00 0.00 

-4.877 1.354 1.00 0.00 

-5.602 0.561 1.00 0.00 

-6.726 -0.360 1.00 0.00 



ttllE# 2003-3083148 



!&m 2002-236129 



^-v! 701/ 



ATOM 844 


H 


CYS A 


ATOM 845 


HA 


CYS A 


ATOM 846 


IHB 


CYS A 


ATOM 847 


2HB 


CYS A 


ATOM 848 


HG 


CYS A 


ATOM 849 


N 


THR A 


ATOM 850 


CA 


THR A 


ATOM 851 


C 


THR A 


ATOM 852 


0 


THR A 


ATOM 853 


CB 


THR A 


ATOM 854 


0G1 


THR A 


ATOM 855 


CG2 


THR A 


ATOM 856 


H 


THR A 


ATOM 857 


HA 


THR A 


ATOM 858 


HB 


THR A 


ATOM 859 


HG1 


THR A 


ATOM 860 


1HG2 THR A 


ATOM 861 


2HG2 THR A 


ATOM 862 


3HG2 THR A 


ATOM 863 


N 


ASP A 


ATOM 864 


CA 


ASP A 


ATOM 865 


C 


ASP A 


ATOM 866 


0 


ASP A 


ATOM 867 


CB 


ASP A 


ATOM 868 


CG 


ASP A 


ATOM 869 


0D1 


ASP A 


ATOM 870 


0D2 


ASP A 


ATOM 871 


H 


ASP A 


ATOM 872 


HA 


ASP A 



61 159.895 -6.875 

61 158.341 -4.592 

61 157.645 -6.098 

61 156.786 -4.718 

61 156.605 -6.771 

62 159.263 -3.050 
62 160.048 -2.141 
62 159.462 -2.040 
62 158.532 -2.766 
62 160.105 -0.754 
62 158.834 -0.131 
62 160.560 -0.781 
62 158.526 -2.691 
62 161.050 -2.538 
62 160.802 -0.141 
62 158.197 -0.673 
62 160.960 0.185 
62 159.718 -1.013 

62 161.323 -1.535 

63 160.015 -1.136 
63 159.548 -0.940 
63 158.836 0.401 
63 158.879 1.026 
63 160.722 -1.016 
63 161.782 0.030 
63 161.485 1.233 
63 162.907 -0.355 
63 160.755 -0.588 
63 158.850 -1.731 



0.068 1.00 0.00 
1.051 1.00 0.00 
1.477 1.00 0.00 
0.799 1.00 0.00 
-1.263 1.00 0.00 
0.752 1.00 0.00 
1.580 1.00 0.00 
2.984 1.00 0.00 
3.333 1.00 0.00 
0.938 1.00 0.00 
0.977 1.00 0.00 
-0.506 1.00 0.00 
0.215 1.00 0.00 

1.648 1.00 0.00 

1.492 1.00 0.00 
0.507 1.00 0.00 
-0.775 1.00 0.00 
-1.143 1.00 0.00 
-0.629 1.00 0.00 

3.787 1.00 0.00 

5.154 1.00 0.00 

5.299 1.00 0.00 

6.359 1.00 0.00 

6.132 1.00 0.00 

5.845 1.00 0.00 

6.000 1.00 0.00 

5.466 1.00 0.00 

3.452 1.00 0.00 

5.383 1.00 0.00 

ffilE# 2003-3083148 



2002-236129 



^-v 5 : 702/ 



ATOM 873 
ATOM 874 
ATOM 875 
ATOM 876 
ATOM 877 
ATOM 878 
ATOM 879 
ATOM 880 
ATOM 881 
ATOM 882 
ATOM 883 
ATOM 884 
ATOM 885 
ATOM 886 
ATOM 887 
ATOM 888 
ATOM 889 
ATOM 890 
ATOM 891 
ATOM 892 
ATOM 893 
ATOM 894 
ATOM 895 
ATOM 896 
ATOM 897 
ATOM 898 
ATOM 899 
ATOM 900 
ATOM 901 



1HB 


ASP A 


63 


2HB 


ASP A 


63 


N 


GLY A 


64 


CA 


GLY A 


64 


C 


GLY A 


64 


0 


GLY A 


64 


H 


GLY A 


64 


1HA 


GLY A 


64 


2HA 


GLY A 


64 


N 


THR A 


65 


CA 


THR A 


65 


C 


THR A 


65 


0 


THR A 


65 


CB 


THR A 


65 


0G1 


THR A 


65 


CG2 


THR A 


65 


H 


THR A 


65 


HA 


THR A 


65 


HB 


THR A 


65 


HGl 


THR A 


65 


1HG2 THR A 


65 


2HG2 THR A 


65 


3HG2 THR A 


65 


N 


PHE A 


66 


CA 


PHE A 


66 


C 


PHE A 


66 


0 


PHE A 


66 


CB 


PHE A 


66 


CG 


PHE A 


66 



160.356 -0.864 

161.177 -1.994 

158. 182 0. 836 
157.471 2.101 
158. 195 3. 190 
158.313 4.319 

158. 183 0. 295 
156.492 1.960 
157.358 2.414 
158. 679 2. 851 
159.394 3.809 
159. 012 3. 644 
159. 220 2. 584 
160. 905 3. 634 
161.228 2.278 
161.481 4.460 
158.552 1.935 
159.118 4.801 
161.396 3.936 
161.181 1.780 
161.444 5.507 
162. 507 4. 169 
160. 905 4. 296 
158.451 4.700 
158. 039 4. 672 
158. 944 5. 556 
159. 022 6. 768 
156. 587 5. 130 
155. 983 4. 831 



7.136 1.00 0.00 
6.063 1.00 0.00 
4.227 1.00 0.00 
4.255 1.00 0.00 
3.488 1.00 0.00 
3.964 1.00 0.00 
3.410 1.00 0.00 
3.823 1.00 0.00 
5.283 1.00 0.00 
2.299 1.00 0.00 
1.464 1.00 0.00 
-0.003 1.00 0.00 
-.0.594 1.00 0.00 
1.631 1.00 0.00 
1.882 1.00 0.00 
2.761 1.00 0.00 
1.974 1.00 0.00 
1.786 1.00 0.00 
0.717 1.00 0.00 
1.063 1.00 0.00 
2.496 1.00 0.00 
2.932 1.00 0.00 
3.658 1.00 0.00 
-0.585 1.00 0.00 
-1.984 1.00 0.00 
-2.835 1.00 0.00 
-2.624 1.00 0.00 
-2.118 1.00 0.00 
-3.461 1.00 0.00 



th|I# 2003-3083148 



2002-236129 



^-v : 703/ 



ATOM 902 


CD1 


PHE A 


ATOM 903 


CD2 


PHE A 


ATOM 904 


CE1 


PHE A 


ATOM 905 


CE2 


PHE A 


ATOM 906 


CZ 


PHE A 


ATOM 907 


H 


PHE A 


ATOM 908 


HA 


PHE A 


ATOM 909 


1HB 


PHE A 


ATOM 910 


2HB 


PHE A 


ATOM 911 


HD1 


PHE A 


ATOM 912 


HD2 


PHE A 


ATOM 913 


HE1 


PHE A 


ATOM 914 


HE2 


PHE A 


ATOM 915 


HZ 


PHE A 


ATOM 916 


N 


ARG A 


ATOM 917 


CA 


ARG A 


ATOM 918 


C 


ARG A 


ATOM 919 


0 


ARG A 


ATOM 920 


CB 


ARG A 


ATOM 921 


CG 


ARG A 


ATOM 922 


CD 


ARG A 


ATOM 923 


NE 


ARG A 


ATOM 924 


CZ 


ARG A 


ATOM 925 


NH1 


ARG A 


ATOM 926 


NH2 


ARG A 


ATOM 927 


H 


ARG A 


ATOM 928 


HA 


ARG A 


ATOM 929 


1HB 


ARG A 


ATOM 930 


2HB 


ARG A 



66 155.558 5.857 

66 155.843 3.522 

66 155.003 5.583 

66 155.289 3.242 

66 154.869 4.274 

66 158.311 5.516 

66 158.120 3.654 

66 155.989 4.635 

66 156.537 6.198 

66 155.663 6.881 

66 156.171 2.715 

66 154.675 6.392 

66 155.185 2.219 

66 154.436 4.059 

67 159.627 4.944 
67 160.527 5.677 
67 161.640 6.352 
67 162.121 7.422 
67 159.750 6.723 
67 158.753 6.124 
67 159.346 5.998 
67 160.017 4.715 
67 160.796 4.438 
67 161.005 5.349 
67 161.368 3.247 
67 159.522 3.978 
67 160.969 4.969 
67 159.211 7.358 
67 160.451 7.326 



-4.289 1.00 0.00 
-3.894 1.00 0.00 
-5.524 1.00 0.00 
-5. 129 1. 00 0. 00 
-5.945 1.00 0.00 
-0.062 1.00 0.00 
-2.333 1.00 0.00 
-1.368 1.00 0.00 
-1.962 1.00 0.00 
-3.961 1.00 0.00 
-3.257 1.00 0.00 
-6.160 1.00 0.00 
-5.455 1.00 0.00 
-6.911 1.00 0.00 
-3.797 1.00 0.00 
-4.680 1.00 0.00 
-3.884 1.00 0.00 

-4.257 1.00 0.00 

-5.481 1.00 0.00 

-6.459 1.00 0.00 

-7.853 1.00 0.00 

-8.049 1.00 0.00 

-9.092 1.00 0.00 
-10.034 1.00 0.00 

-9.193 1.00 0.00 

-3.915 1.00 0.00 

-5.364 1.00 0.00 

-4.794 1.00 0.00 

-6.039 1.00 0.00 

tfi!iE# 2003-3083148 



#M 2002-236129 



704/ 



ATOM 931 


1HG 


ARG A 


67 158.467 


5.143 


ATOM 932 


2HG 


ARG A 


67 


157- 881 


6.759 


ATOM 933 


1HD 


ARG A 


67 


158. 552 


6.092 


ATOM 934 


2HD 


ARG A 


67 


160. 060 


6.794 


ATOM 935 


HE 


ARG A 


67 


159. 880 


4.024 


ATOM 936 


1HH1 


ARG A 


67 


160. 577 


6.251 


ATOM 937 


2HH1 ARG A 


67 


161.592 


5.135 


ATOM 938 


1HH2 ARG A 


67 


161.215 


2.556 


ATOM 939 


OT7TTO 

2HH2 


ADO A 

ARG A 


67 161.954 


3.039 


ATOM 940 


M 

N 


AT XT A 

GLY A 


68 


162. 043 


5.720 


ATOM 941 


LA 


GLY A 


68 


1 r o AAtr 

163. 095 


6.274 


ATOM 942 


0 


GLY A 


68 


162. 613 


7.431 


ATOM 943 


A 

0 


GLY A 


68 


163. 389 


8.322 


ATOM 944 


TT 

H 


GLY A 


ro 

68 


"1/^1 coo 

161. 623 


4.869 


ATOM 945 


1 OA 

1HA 


GLY A 


r o 

68 


1 /*0 A i~7 A 

163.474 


5.498 


ATOM 946 


OTT A 

2HA 


GLY A 


68 


163. 897 


6.619 


ATOM 947 


N 


THR A 


69 


161.329 


7.417 


ATOM 948 


CA 


THR A 


69 


160. 744 


8.474 


ATOM 949 


C 


THR A 


69 


159. 926 


7.886 


ATOM 950 


0 


THR A 


69 


158. 814 


7.398 


ATOM 951 


CB 


THR A 


69 


159. 861 


9.382 


ATOM 952 


0G1 


THR A 


69 


160. 594 


9.906 


ATOM 953 


CG2 


THR A 


69 


159. 281 


10. 550 


ATOM 954 


H 


THR A 


69 


160. 760 


6.679 


ATOM 955 


HA 


THR A 


69 


161.551 


9.059 


ATOM 956 


HB 


THR A 


69 


159. 039 


8.801 


ATOM 957 


HG1 


THR A 


69 


160. 330 


9.460 


ATOM 958 


1HG2 THR A 


69 


159. 658 


10. 540 


ATOM 959 


2HG2 THR A 


69 


158.203 


10.469 



-6.111 1.00 0.00 
-6.504 1.00 0.00 
-8.578 1.00 0.00 
-7.998 1.00 0.00 
-7.368 1.00 0.00 
-9.963 1.00 0.00 
10.814 1.00 0.00 
-8.485 1.00 0.00 
-9.976 1.00 0.00 
-2.787 1.00 0.00 
-1.957 1.00 0.00 
-1.105 1.00 0.00 
-0.761 1.00 0.00 
-2.540 1.00 0.00 
-1.309 1.00 0.00 
-2.594 1.00 0.00 
-0.764 1.00 0.00 
0.054 1.00 0.00 
1.199 1.00 0.00 
0.995 1.00 0.00 
-0.805 1.00 0.00 
-1.897 1.00 0.00 
-0.039 1.00 0.00 
-1.068 1.00 0.00 
0.467 1.00 0.00 
-1.197 1.00 0.00 
-2.705 1.00 0.00 
0.973 1.00 0.00 
-0.021 1.00 0.00 



mSE# 2003-3083148 



mm. 2002-236129 



^-v>: 705/ 



ATOM 960 


3HG2 


THR A 


ATOM 961 


N 


ARG A 


ATOM 962 


CA 


ARG A 


ATOM 963 


C 


ARG A 


ATOM 964 


0 


ARG A 


ATOM 965 


CB 


ARG A 


ATOM 966 


CG 


ARG A 


ATOM 967 


CD 


ARG A 


ATOM 968 


NE 


ARG A 


ATOM 969 


CZ 


ARG A 


ATOM 970 


NH1 


ARG A 


ATOM 971 


NH2 


ARG A 


ATOM 972 


H 


ARG A 


ATOM 973 


HA 


ARG A 


ATOM 974 


1HB 


ARG A 


ATOM 975 


2HB 


ARG A 


ATOM 976 


1HG 


ARG A 


ATOM 977 


2HG 


ARG A 


ATOM 978 


1HD 


ARG A 


ATOM 979 


2HD 


ARG A 


ATOM 980 


HE 


ARG A 


ATOM 981 


1HH1 ARG A 


ATOM 982 


2HH1 ARG A 


ATOM 983 


1HH2 ARG A 


ATOM 984 


2HH2 ARG A 


ATOM 985 


N 


TYR A 


ATOM 986 


CA 


TYR A 


ATOM 987 


C 


TYR A 


ATOM 988 


0 


TYR A 



69 159.564 11.474 

70 160.483 7.936 
70 159.806 7.408 
70 158.531 8.193 
70 158.548 9.423 
70 160.736 7.455 
70 160.242 6.630 
70 160.624 7.265 
70 161.094 6.275 
70 161.219 6.514 
70 160.912 7.705 
70 161.653 5.557 
70 161.372 8.337 
70 159.543 6.381 
70 161.708 7.082 
70 160.836 8:481 
70 159.167 6.551 
70 160.679 5.643 
70 161.410 .7.986 
70 159.758 7.768 
70 161.327 5.387 
70 160.584 8.431 
70 161.008 7.878 
70 161.885 4.657 

70 161.747 5.736 

71 157.428 7.475 
71 156.143 8.104 
71 155.676 7.769 
71 155.095 8.609 



-0.520 1.00 0.00 
2.404 1.00 0.00 
3.583 1.00 0.00 
3.874 1.00 0.00 
3.934 1.00 0.00 
4.796 1.00 0.00 
5.973 1.00 0.00 
7.300 1.00 0.00 
8.267 1.00 0.00 
9.571 1.00 0.00 
10.068 1.00 0.00 
10.380 1.00 0.00 
2.503 1.00 0.00 
3.381 1.00 0.00 
4.505 1.00 0.00 

5.120 1.00 0.00 

5.919 1.00 0.00 

5.917 1.00 0.00 

7.127 1.00 0.00 

7.706 1.00 0.00 

7.926 1.00 0.00 

9.462 1.00 0.00 
11.047 1.00 0.00 
10.010 1.00 0.00 
11.359 1.00 0.00 

4.055 1.00 0.00 

4.341 1.00 0.00 

5.753 1.00 0.00 

6.442 1.00 0.00 

&liE# 2003-3083148 



2002-236129 



^-v : 706/ 



ATOM 989 
ATOM 990 
ATOM 991 
ATOM 992 
ATOM 993 
ATOM 994 
ATOM 995 
ATOM 996 
ATOM 997 
ATOM 998 
ATOM 999 
ATOM 1000 
ATOM 1001 
ATOM 1002 
ATOM 1003 
ATOM 1004 
ATOM 1005 
ATOM 1006 
ATOM 1007 
ATOM 1008 
ATOM 1009 
ATOM 1010 
ATOM 1011 
ATOM 1012 
ATOM 1013 
ATOM 1014 
ATOM 1015 
ATOM 1016 
ATOM 1017 



CB 


TYR 


A 


71 


CG 


TYR 


A 


71 


CD1 


TYR 


A 


71 


CD2 


TYR 


A 


71 


CE1 


TYR 


A 


71 


CE2 


TYR 


A 


71 


CZ 


TYR 


A 


71 


OH 


TYR 


A 


71 


H 


TYR 


A 


71 


HA 


TYR 


A 


71 


1HB 


TYR 


A 


71 


2HB 


TYR 


A 


71 


HD1 


TYR 


A 


71 


HD2 


TYR 


A 


71 


HE1 


TYR 


A 


71 


HE2 


TYR 


A 


71 


HH 


TYR 


A 


71 


N 


PHE 


A 


72 


CA 


PHE 


A 


72 


C 


PHE 


A 


72 


0 


PHE 


A 


72 


CB 


PHE 


A 


72 


CG 


PHE 


A 


72 


CD1 


PHE 


A 


72 


CD2 


PHE 


A 


72 


CE1 


PHE 


A 


72 


CE2 


PHE 


A 


72 


CZ 


PHE 


A 


72 


H 


PHE 


A 


72 



155.094 7.653 

155.205 8.353 

155. 177 7. 632 

155. 339 9. 734 

155.278 8.268 

155.441 10.377 

155.411 9.640 

155.512 10.275 

157.479 6.498 

156.273 9.173 

155. 201 6. 592 

154. 110 7. 850 

155. 073 6. 557 

155.364 10.308 

155.254 7.690 

155.544 11.451 

156. 163 9. 826 

155. 934 6. 537 

155.539 6.091 

156.482 5.006 

157.345 4.523 

154. 103 5. 567 

153.868 4.498 

153. 547 4. 833 

153. 968 3. 158 

153.330 3.851 

153. 754 2. 172 

153.434 2.519 

156.400 5.914 



3.323 1.00 0.00 
1.988 1.00 0.00 
0.800 1.00 0.00 
1.914 1.00 0.00 

-0.423 1.00 0.00 
0.695 1.00 0.00 

-0.470 1.00 0.00 

-1.686 1.00 0.00 
3.995 1.00 0.00 
4.262 1.00 0.00 
3.152 1.00 0.00 
3.722 1.00 0.00 
0.841 1.00 0.00 
2.828 1.00 0.00 

-1.334 1.00 0.00 
0.658 1.00 0.00 

-2.229 1.00 0.00 
6.179 1.00 0.00 
7.510 1.00 0.00 
8.022 1.00 0.00 
7.289 1.00 0.00 
7.490 1.00 0.00 
6.462 1.00 0.00 
5.156 1.00 0.00 
6.801 1.00 0.00 
4.208 1.00 0.00 
5.857 1.00 0.00 
4.558 1.00 0.00 
5.585 1.00 0.00 



tBfE# 2003-3083148 



2002-236129 



^-v? : 707/ 



ATOM 1018 
ATOM 1019 
ATOM 1020 
ATOM 1021 
ATOM 1022 
ATOM 1023 
ATOM 1024 
ATOM 1025 
ATOM 1026 
ATOM 1027 
ATOM 1028 
ATOM 1029 
ATOM 1030 
ATOM 1031 
ATOM 1032 
ATOM 1033 
ATOM 1034 
ATOM 1035 
ATOM 1036 
ATOM 1037 
ATOM 1038 
ATOM 1039 
ATOM 1040 
ATOM 1041 
ATOM 1042 
ATOM 1043 
ATOM 1044 
ATOM 1045 
ATOM 1046 



HA 


PHE A 


72 155.595 


1HB 


PHE A 


72 153.864 


2HB 


PHE A 


72 153.432 


HD1 


PHE A 


72 153.466 


HD2 


PHE A 


72 154.218 


HE1 


PHE A 


72 153.081 


HE2 


PHE A 


72 153.834 


HZ 


PHE A 


72 153.265 


N 


THR A 


73 156.310 


CA 


THR A 


73 157.144 


C 


THR A 


73 156.363 


0 


THR A 


73 155.378 


CB 


THR A 


73 157.676 


0G1 


THR A 


73 158.557 


CG2 


THR A 


73 156.585 


H 


THR A 


73 155.604 


HA 


THR A 


73 157.977 


HB 


THR A 


73 158.225 


HG1 


THR A 


73 159.290 


1HG2 THR A 


73 155.818 


2HG2 THR A 


73 157.003 


3HG2 THR A 


73 156.155 


N 


CYS A 


74 156.808 


CA 


XYS A 


74 156.151 


C 


CYS A 


74 157.172 


0 


CYS A 


74 158.352 


CB 


CYS A 


74 155.136 


SG 


CYS A 


74 153.487 


H 


CYS A 


74 157.598 



6.941 8.175 1.00 0.00 

5.154 8.459 1.00 0.00 

6.387 7.279 1.00 0.00 

5.873 4.881 1.00 0.00 

2.885 7.816 1.00 0.00 

4.126 3.193 1.00 0.00 

1.131 6.134 1.00 0.00 

1.750 3.819 1.00 0.00 

4.627 9.284 1.00 0.00 

3.598 9.894 1.00 0.00 

2.300 10.076 1.00 0.00 

2.255 10.814 1.00 0.00 

4.079 11.244 1.00 0.00 

3.122 11.805 1.00 0.00 

4.347 12.257 1.00 0.00 

5.048 9.817 1.00 0.00 

3.413 9.234 1.00 0.00 

4.999 11.097 1.00 0.00 

3.572 12.232 1.00 0.00 

4.960 11.806 1.00 0.00 

4.864 13.109 1.00 0.00 

3.411 12.579 1.00 0.00 

1.248 9.397 1.00 0.00 

-0.051 9.484 1.00 0.00 

-1.183 9.428 1.00 0.00 

-0.954 9.162 1.00 0.00 

-0.209 8.350 1.00 0.00 

0.420 8.742 1.00 0.00 

1.347 8.825 1.00 0.00 



ffiiE# 2003-3083148 
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ATOM 1047 
ATOM 1048 
ATOM 1049 
ATOM 1050 
ATOM 1051 
ATOM 1052 
ATOM 1053 
ATOM 1054 
ATOM 1055 
ATOM 1056 
ATOM 1057 
ATOM 1058 
ATOM 1059 
ATOM 1060 
ATOM 1061 
ATOM 1062 
ATOM 1063 
ATOM 1064 
ATOM 1065 
ATOM 1066 
ATOM 1067 
ATOM 1068 
ATOM 1069 
ATOM 1070 
ATOM 1071 
ATOM 1072 
ATOM 1073 
ATOM 1074 
ATOM 1075 



HA 


CYS A 


74 


1HB 


CYS A 


74 


2HB 


CYS A 


74 


HG 


CYS A 


74 


N 


ALA A 


75 


CA 


ALA A 


75 


C 


ALA A 


75 


0 


ALA A 


75 


CB 


ALA A 


75 


H 


ALA A 


75 


HA 


ALA A 


75 


1HB 


ALA A 


75 


2HB 


ALA A 


75 


3HB 


ALA A 


75 


N 


LEU A 


76 


CA 


LEU A 


76 


C 


LEU A 


76 


0 


LEU A 


76 


CB 


LEU A 


76 


CG 


LEU A 


76 


CD1 


LEU A 


76 


CD2 


LEU A 


76 


H 


LEU A 


76 


HA 


LEU A 


76 


1HB 


LEU A 


76 


2HB 


LEU A 


76 


HG 


LEU A 


76 


1HD1 


LEU A 


76 


2HD1 LEU A 


76 



155. 631 -0. 098 

155.492 0.325 

155.040 -1.257 

153.229 1.028 

156.710 -2.403 

157.584 -3.569 

158.224 -3.751 

157.663 -3.341 

156.806 -4.818 

155. 759 -2. 521 

158.363 -3.415 

155. 812 -4. 769 

156.737 -4.876 

157. 315 -5. 692 

159.400 -4.369 

160.116 -4.605 

159.404 -5.656 

158.806 -6.592 

161.551 -5.051 

162.480 -3.949 

162.577 -3.998 

163.860 -4.078 

159.796 -4.673 

160.141 -3.675 

161.519 -5.841 

161.971 -5.449 

162.074 -2.987 

161.684 -4.453 

162.675 -2.995 



10.428 1.00 0.00 
7.481 1.00 0.00 
8.106 1.00 0.00 
8.045 1.00 0.00 
9.681 1.00 0.00 
9.660 1.00 0.00 
8.288 1.00 0.00 
7.273 1.00 0.00 

10.052 1.00 0.00. 
9.887 1.00 0.00 

10.393 1.00 0.00 
9.629 1.00 0.00 

11.129 1.00 0.00 
9.676 1.00 0.00 
8.267 1.00 0.00 
7.019 1.00 0.00 
6.173 1.00 0.00 
6.703 1.00 0.00 
7.306 1.00 0.00 
7.822 1.00 0.00 
9.339 1.00 0.00 
7. 193 1. 00 0. 00 
9.110 1.00 0.00 
6.471 1.00 0.00 
8.043 1.00 0.00 
6.395 1.00 0.00 
7.546 1.00 0.00 
9.742 1.00 0.00 
9.726 1.00 0.00 



ffilE#2 003-3083148 



2002-236129 



709/ 



ATOM 1076 


3HD1 LEU A 


ATOM 1077 


1HD2 LEU A 


ATOM 1078 


2HD2 LEU A 


ATOM 1079 


3HD2 


LEU A 


ATOM 1080 


N 


LYS A 


ATOM 1081 


CA 


LYS A 


ATOM 1082 


c 


LYS A 


ATOM 1083 . 


0 


T \70 A 

LYS A 


ATOM 1084 


CB 


t t rn a 

LYS A 


ATOM 1085 


CG 


t a 

LYS A 


ATOM 1086 


CD 


T TTO A 

LYS A 


ATOM 1087 


CE 


T TTH A 

LYS A 


ATOM 1088 


NZ 


t tro A 

LYS A 


ATOM 1089 


TT 

H 


T TTO A 

LYS A 


ATOM 1090 


HA 


LYS A 


ATOM 1091 


1HB 


T T TO A 

LYS A 


ATOM 1092 


2HB 


T xro A 

LYS A 


ATOM 1093 


IHG 


T \7P A 

LYS A 


ATOM 1094 


2HG 


LYS A 


ATOM 1095 


1HD 


LYS A 


ATOM 1096 


2HD 


T XTO A 

LYS A 


ATOM 1097 


1 T TT> 

1HE 


T TTf> A 

LYS A 


ATOM 1098 


2HE 


LYS A 


ATOM 1099 


1HZ 


LYS A 


ATOM 1100 


2HZ 


LYS A 


ATOM 1101 


3HZ 


LYS A 


ATOM 1102 


N 


LYS A 


ATOM 1103 


CA 


LYS A 


ATOM 1104 


C 


LYS A 



76 163.440 
76 164.358 
76 163.759 

76 164.440 

77 159.475 
77 158.837 
77 157.331 
77 156.703 
77 159.437 
77 160.946 
77 161.343 
77 162.607 
77 162.874 
77 159.967 
77 159.023 
77 159.203 
77 158.993 
77 161.391 
77 161.311 
77 161.518 
77 160.539 
77 162.493 
77 163.442 
77 163.899 
77 162.441 

77 162.476 

78 156.757 
78 155.323 
78 154.792 



-4.581 9.626 1.00 0.00 

-3.120 7.222 1.00 0.00 

-4.400 6.168 1.00 0.00 

-4.803 7.744 1.00 0.00 

-5.494 4.856 1.00 0.00 

-6.429 3.936 1.00 0.00 

-6.480 4.169 1.00 0.00 

-7.527 4.009 1.00 0.00 

-7.827 4.100 1.00 0.00 

-7.866 3.923 1.00 0.00 

-7.627 2.475 1.00 0.00 

-6.788 2.375 1.00 0.00 

-6.352 0.977 1.00 0.00 

-4.727 4.494 1.00 0.00 

-6.083 2.930 1.00 0.00 

-8.193 5.088 1.00 0.00 

-8.485 3.366 1.00 0.00 

-7.097 4.538 1.00 0.00 

-8.833 4.233 1.00 0.00 

-8.581 1.999 1.00 0.00 

-7.113 1.970 1.00 0.00 

-5.914 2.998 1.00 0.00 

-7.374 2.727 1.00 0.00 

-6.279 0.814 1.00 0.00 

-5.423 0.801 1.00 0.00 

-7.040 0.305 1.00 0.00 

-5.342 4.546 1.00 0.00 

-5.258 4.800 1.00 0.00 

-3.866 4.468 1.00 0.00 



fcBfE# 2003-3083148 



#H 2002-236129 ^-v : 710/ 



ATOM 1105 


0 


LYS A 


78 


153.921 


-3. 341 


5.162 1.00 0.00 


ATOM 1106 


CB 


LYS A 


78 155.023 


-5. 595 


6.262 1.00 0.00 


ATOM 1107 


CG 


LYS A 


78 


155.524 


-6. 966 


6.685 1.00 0.00 


ATOM 1108 


CD 


LYS A 


78 


155. 150 


-7. 275 


8.127 1.00 0.00 


ATOM 1109 


CE 


LYS A 


78 


153.909 


-8. 149 


8.207 1.00 0.00 


ATOM 1110 


NZ 


LYS A 


78 152.946 


-7. 653 


9.229 1.00 0.00 


ATOM 1111 


H 


LYS A 


78 


157.311 


-4. 541 


4.656 1.00 0.00 


ATOM 1112 


HA 


LYS A 


78 


154. 831 


-5. 979 


4.166 1.00 0.00 


ATOM 1113 


1HB 


LYS A 


78 


155. 490 


-4.854 


6.895 1.00 0.00 


ATOM 1114 


2HB 


LYS A 


78 153.954 


-5. 563 


6.415 1.00 0.00 


ATOM 1115 


1HG 


LYS A 


78 155.084 


-7.714 


6.042 1.00 0.00 


ATOM 1116 


2HG 


LYS A 


78 


156. 599 


-6. 991 


6.588 1.00 0.00 


ATOM 1117 


1HD 


LYS A 


78 


155.972 


-7. 791 


8.599 1.00 0.00 


ATOM 1118 


2HD 


LYS A 


78 


154. 961 


-6. 346 


8.646 1.00 0.00 


ATOM 1119 


1HE 


LYS A 


78 


153.423 


-8. 155 


7.242 1.00 0.00 


ATOM 1120 


2HE 


LYS A 


78 


154. 208 


-9. 154 


8.464 1.00 0.00 


ATOM 1121 


1HZ 


LYS A 


78 


152. 270 


-8.405 


9.478 1.00 0.00 


ATOM 1122 


2HZ 


LYS A 


78 


152.418 


-6. 837 


8.858 1.00 0.00 


ATOM 1123 


3HZ 


LYS A 


78 


153.454 


-7.362 


10.088 1.00 0.00 


ATOM 1124 


N 


ALA A 


79 


155.321 


-3.276 


3.401 1.00 0.00 


ATOM 1125 


CA 


ALA A 


79 


154.901 


-1.947 


2.977 1.00 0.00 


ATOM 1126 


C 


ALA A 


79 


154.814 


-1.858 


1.457 1.00 0.00 


ATOM 1127 


0 


ALA A 


79 


155. 824 


-1.679 


0.777 1.00 0.00 


ATOM 1128 


CB 


ALA A 


79 


155.856 


-0. 893 


3.515 1.00 0.00 


ATOM 1129 


H 


ALA A 


79 


156.012 


-3.745 


2.888 1.00 0.00 


ATOM 1130 


HA 


ALA A 


79 


153.922 


-1.758 


3.394 1.00 0.00 


ATOM 1131 


1HB 


ALA A 


79 


155. 921 


-0.074 


2.815 1.00 0.00 


ATOM 1132 


2HB 


ALA A 


79 


156.835 


-1.331 


3.650 1.00 0.00 


ATOM 1133 


3HB 


ALA A 


79 


155.492 


-0.528 


4.463 1.00 0.00 



miE#2 003-3083148 
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-236129 



7ii/ 



ATOM 1134 


N 


LEU A 


80 


153. 601 


-1.984 


ATOM 1135 


CA 


LEU A 


80 153.381 


-1.919 


ATOM 1136 


C 


LEU A 


80 152.458 


-0. 758 


ATOM 1137 


0 


LEU A 


80 


151.333 


-0. 672 


ATOM 1138 


CB 


LEU A 


80 


152. 787 


-3. 233 


ATOM 1139 


CG 


LEU A 


80 


152.459 


-3. 263 


ATOM 1140 


CD1 


LEU A 


80 


153. 730 


-3. 149 


ATOM 1141 


CD2 


LEU A 


80 


151.702 


-4.534 


ATOM 1142 


H 


LEU A 


80 


152. 834 


-2. 126 


ATOM 1143 


HA 


LEU A 


80 154.339 


-1.760 


ATOM 1144 


1HB 


LEU A 


OA 

80 


ICO A A1 

153. 491 


-4.026 


ATOM 1145 


2HB 


LEU A 


80 


151. 878 


-3.429 


ATOM 1146 


HG 


LEU A 


OA 

80 


1 ET 1 OOA 

151. 829 


-2.419 


ATOM 1147 


1HD1 


LEU A 


OA 

80 


154. 565 


-3.536 


ATOM 1148 


2HD1 LEU A 


OA 

80 


ICO A1 A 

153. 910 


-2. 113 


ATOM 1149 


3HD1 LEU A 


80 


153. 619 


-3. 719 


ATOM 1150 


1HD2 LEU A 


80 


152. 069 


-5.352 


ATOM 1151 


2HD2 LEU A 


80 


151.850 


-4.763 


ATOM 1152 


3HD2 LEU A 


80 


150. 649 


-4.391 


ATOM 1153 


N 


PHE A 


81 


152. 939 


0.132 


ATOM 1154 


CA 


PHE A 


81 


152. 156 


1.287 


ATOM 1155 


C 


PHE A 


81 


151. 387 


0.985 


ATOM 1156 


0 


PHE A 


81 


151.895 


0.312 


ATOM 1157 


CB 


PHE A 


81 


153. 068 


2.498 


ATOM 1158 


CG 


PHE A 


81 


153.656 


3.037 


ATOM 1159 


CD1 


PHE A 


81 


153. 026 


4.061 


ATOM 1160 


CD2 


PHE A 


81 


154. 838 


2.522 


ATOM 1161 


CE1 


PHE A 


81 


153. 565 


4.559 


ATOM 1162 


CE2 


PHE A 


81 


155.382 


3.016 



0.930 1.00 0.00 
-0.510 1.00 0.00 
-0.866 1.00 0.00 
-0.372 1.00 0.00 
-1.018 1.00 0.00 
-2.512 1.00 0.00 
-3.339 1.00 0.00 
-2.865 1.00 0.00 
1.523 1.00 0.00 
-0.985 1.00 0.00 
-0.809 1.00 0.00 
-0.470 1.00 0.00 
-2.751 1.00 0.00 
-2.772- 1.00 0.00 
-3.583 1.00 0.00 
-4.249 1.00 0.00 
-2.262 LOO 0.00 
-3.910 1.00 0.00 
-2.674 1.00 0.00 
-1.728 1.00 0.00 
-2.150 1.00 0.00 
-3.432 1.00 0.00 
-4.329 1.00 0.00 
-2.364 1.00 0.00 
-1.091 1.00 0.00 
-0.401 1.00 0.00 
-0.585 1.00 0.00 
0.770 1.00 0.00 
0.585 1.00 0.00 



ffilE# 2003-3083148 



#112 0 0 2 



-236129 



: 712/ 



ATOM 1163 
ATOM 1164 
ATOM 1165 
ATOM 1166 
ATOM 1167 
ATOM 1168 
ATOM 1169 
ATOM 1170 
ATOM 1171 
ATOM 1172 
ATOM 1173 
ATOM 1174 
ATOM 1175 
ATOM 1176 
ATOM 1177 
ATOM 1178 
ATOM 1179 
ATOM 1180 
ATOM 1181 
ATOM 1182 
ATOM 1183 
ATOM 1184 
ATOM 1185 
ATOM 1186 
ATOM 1187 
ATOM 1188 
ATOM 1189 
ATOM 1190 
ATOM 1191 



cz 


PHE A 


81 


H 


PHE A 


81 


HA 


PHE A 


81 


1HB 


PHE A 


81 


2HB 


PHE A 


81 


HD1 


PHE A 


81 


HD2 


PHE A 


81 


HE1 


PHE A 


81 


HE2 


PHE A 


81 


HZ 


PHE A 


81 


N 


VAL A 


82 


CA 


VAL A 


82 


C 


VAL A 


82 


0 


VAL A 


82 


CB 


VAL A 


82 


CGI 


VAL A 


82 


CG2 


VAL A 


82 


H 


VAL A 


82 


HA 


VAL A 


82 


HB 


VAL A 


82 


1HG1 VAL A 


82 


2HG1 VAL A 


82 


3HG1 VAL A 


82 


1HG2 VAL A 


82 


2HG2 VAL A 


82 


3HG2 VAL A 


82 


N 


LYS A 


83 


CA 


LYS A 


83 


C 


LYS A 


83 



154.744 4.036 

153.842 0.009 

151.450 1.514 

153.883 2.215 

152. 500 3. 289 

152. 103 4. 470 

155.338 1.724 

153.064 5.357 

156. 305 2. 606 

155.167 4.425 

150.158 1.486 

149. 319 1. 270 

148.378 2.449 

148.205 3.295 

148.486 -0.018 

149.382 -1.245 

147.696 -0.010 

149.809 2.016 

149. 966 1. 168 

147.786 -0.057 

150.273 -1.004 

148.851 -2.045 

149.658 -1.555 

147.479 -1.027 

146.771 0.528 

148.277 0.472 

147. 774 2. 498 

146. 851 3. 573 

145.578 3.488 



1.263 1.00 0.00 
-2.087 1.00 0.00 
-1.366 1.00 0.00 
-3.012 1.00 0.00 
-2.830 1.00 0.00 
-0.786 1.00 0.00 
-1.115 1.00 0.00 
1.299 1,00 0.00 
0.969 1.00 0.00 
2.178 1.00 0.00 
-3.511 1.00 0.00 
-4.683 1.00 0.00 
-4.910 1.00 0.00 
-4.033 1.00 0.00 
-4.549 1.00 0.00 
-4.630 1.00 0.00 
-3.249 1.00 0.00 
-2.764 1.00 0.00 
-5.542 1.00 0.00 
-5.371 1.00 0.00 
-5.191 1.00 0.00 
-5.123 1.00 0.00 
-3.633 1.00 0.00 
-2.954 1.00 0.00 
-3.394 1.00 0.00 
-2.478 1.00 0.00 
-6.092 1.00 0.00 
-6.434 1.00 0.00 
-5.598 1.00 0.00 



mfE#2 003-3083148 
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m 

ATOM 1192 
ATOM 1193 
ATOM 1194 
ATOM 1195 
ATOM 1196 
ATOM 1197 
ATOM 1198 
ATOM 1199 
ATOM 1200 
ATOM 1201 
ATOM 1202 
ATOM 1203 
ATOM 1204 
ATOM 1205 
ATOM 1206 
ATOM 1207 
ATOM 1208 
ATOM 1209 
ATOM 1210 
ATOM 1211 
ATOM 1212 
ATOM 1213 
ATOM 1214 
ATOM 1215 
ATOM 1216 
ATOM 1217 
ATOM 1218 
ATOM 1219 
ATOM 1220 



0 


LYS A 


83 144.863 


CB 


LYS A 


83 146.501 


CG 


LYS A 


83 147.710 


CD 


LYS A 


83 147.400 


CE 


LYS A 


83 148.095 


NZ 


LYS A 


83 148.618 


H 


LYS A 


83 147.952 


HA 


LYS A 


83 147.342 


1HB 


LYS A 


83 146.005 


2HB 


LYS A 


83 145.826 


1HG 


LYS A 


83 148.008 


2HG 


LYS A 


83 148.518 


1HD 


LYS A 


83 147.736 


2HD 


LYS A 


83 146.333 


1HE 


LYS A 


83 147.388 


2HE 


LYS A 


83 148.918 


1HZ 


LYS A 


83 148.764 


2HZ 


LYS A 


83 147.940 


3HZ 


LYS A 


83 149.524 


N 


LEU A 


84 145.303 


CA 


LEU A 


84 144.118 


C 


LEU A 


84 142.847 


0 


LEU A 


84 141.831 


CB 


LEU A 


84 144.082 


CG 


LEU A 


84 142.827 


CD1 


LEU A 


84 142.903 


CD2 


LEU A 


84 142.648 


H 


LEU A 


84 145.912 


HA 


LEU A 


84 144.174 



2.486 -5.636 1.00 0.00 
3.519 -7.922 1.00 0.00 
3.631 -8.836 1.00 0.00 
3.123 -10.234 1.00 0.00 
3.959 -11.298 1.00 0.00 
3.119 -12.410 1.00 0.00 
1.794 -6.750 1.00 0.00 
4.511 -6.223 1.00 0.00 
2.582 -8.129 1.00 0.00 
4.330 -8.152 1.00 0.00 
4.667 -8.897 1.00 0.00 
3.045 -8.421 1.00 0.00 
2.101 -10.319 1.00 0.00 
3.168 -10.394 1.00 0.00 
4.670 -11.697 1.00 0.00 
4.488 -10.841 1.00 0.00 
3.702 -13.259 1.00 0.00 
2.363 -12.637 1.00 0.00 
2.687 -12.138 1.00 0.00 
4.546 -4.844 1.00 0.00 
4.598 -3.998 1.00 0.00 
4.449 -4.831 1.00 0.00 
3.947 -4.347 1.00 0.00 
5.914 -3.220 1.00 0.00 
6. 134 -2. 372 1. 00 0. 00 
5.324 -1.087 1.00 0.00 
7.612 -2.060 1.00 0.00 
5.313 -4.859 1.00 0.00 
3.777 -3.299 1.00 0.00 



tBiE# 2003-3083148 
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ATOM 1221 


1HB 


LEU A 


84 


144. 942 


5.945 


ATOM 1222 


2HB 


LEU A 


84 


144. 158 


6.727 


ATOM 1223 


HG 


LEU A 


84 


141.962 


5.801 


ATOM 1224 


1HD1 


LEU A 


84 


142. 054 


5.558 


ATOM 1225 


2HD1 


LEU A 


84 


143. 814 


5.566 


ATOM 1226 


3HD1 LEU A 


84 


142. 894 


4.270 


ATOM 1227 


1HD2 LEU A 


84 


141.640 


7.788 


ATOM 1228 


2HD2 LEU A 


84 


142. 833 


8.193 


ATOM 1229 


3HD2 LEU A 


84 


143. 346 


7.905 


ATOM 1230 


M 

N 


T VC A 

Lib A 


85 


142.909 


4.888 


ATOM 1231 


PA 

LA 


T VC A 

LYb A 


85 


141.764 


4.804 


ATOM 1232 


t 


T VC A 

LYb A 


85 


141.386 


3.349 


ATOM 1233 


0 


T VO A 

LYb A 


85 


140.226 


3.039 


ATOM 1234 


UJ 


T VC A 

LYb A 


85 


142. 070 


5.513 


ATOM 1235 


to 


T VC A 

LYb A 


85 


143. 200 


4.870 


ATOM 1236 


UJ 


T VC A 

LYb A 


85 


144.065 


5.915 


ATOM 1237 


CE 


LYS A 


85 


143. 422 


6.411 


ATOM 1238 


NZ 


LYS A 


85 


142. 575 


7.613 


ATOM 1239 


H 


LYS A 


85 


143.746 


5.280 


ATOM 1240 


HA 


LYS A 


85 


140. 931 


5.297 


ATOM 1241 


1HB 


LYS A 


85 


141. 182 


5.506 


ATOM 1242 


2HB 


LYS A 


85 


142.343 


6.537 


ATOM 1243 


1HG 


LYS A 


85 


143.817 


4.297 


ATOM 1244 


2HG 


LYS A 


85 


142. 777 


4.216 


ATOM 1245 


1HD 


LYS A 


85 144.203 


6.751 


ATOM 1246 


2HD 


LYS A 


85 


145.024 


5.476 


ATOM 1247 


1HE 


LYS A 


85 


144.201 


6.660 


ATOM 1248 


2HE 


LYS A 


85 


142.808 


5.621 


ATOM 1249 


1HZ 


LYS A 


85 142.885 


8.109 



-2.568 1.00 0.00 
-3.927 1.00 0.00 
-2.926 1.00 0.00 
-0.463 1.00 0.00 
-0.561 1.00 0.00 
-1.326 1.00 0.00 
-1.719 1.00 0.00 
-2.953 1.00 0.00 
-1.290 1.00 0.00 
-6.084 1.00 0.00 
-6.981 1.00 0.00 
-7.248 1.00 0.00 
-7.520 1.00 0.00 
-8.301 1.00 0.00 
-9.089 1.00 0.00 
-9.778 1.00 0.00 
11.063 1.00 0.00 
10.832 1.00 0.00 
-6.412 1.00 0.00 
-6.503 1.00 0.00 
-8.915 1.00 0.00 
-8.092 1.00 0.00 
-8.414 1.00 0.00 
-9.837 1.00 0.00 
-9.110 1.00 0.00 
-10.011 1.00 0.00 
-11.767 1.00 0.00 
-11.471 1.00 0.00 
-9.971 1.00 0.00 

fcfcSIE# 2003-3083148 
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ATOM 1250 
ATOM 1251 
ATOM 1252 
ATOM 1253 
ATOM 1254 
ATOM 1255 
ATOM 1256 
ATOM 1257 
ATOM 1258 
ATOM 1259 
ATOM 1260 
ATOM 1261 
ATOM 1262 
ATOM 1263 
ATOM 1264 
ATOM 1265 
ATOM 1266 
ATOM 1267 
ATOM 1268 
ATOM 1269 
ATOM 1270 
ATOM 1271 
ATOM 1272 
ATOM 1273 
ATOM 1274 
ATOM 1275 
ATOM 1276 
ATOM 1277 
ATOM 1278 



2HZ 


LYS A 


85 


3HZ 


LYS A 


85 


N 


SER A 


86 


CA 


SER A 


86 


C 


SER A 


86 


0 


SER A 


86 


CB 


SER A 


86 


OG 


SER A 


86 


H 


SER A 


86 


HA 


SER A 


86 


1HB 


SER A 


86 


2HB 


SER A 


86 


HG 


SER A 


86 


N 


CYS A 


87 


CA 


CYS A 


87 


C 


CYS A 


87 


0 


CYS A 


87 


CB 


CYS A 


87 


SG 


CYS A 


87 


H 


CYS A 


87 


HA 


CYS A 


87 


1HB 


CYS A 


87 


2HB 


CYS A 


87 


HG 


CYS A 


87 


N 


ARG A 


88 


CA 


ARG A 


88 


C 


ARG A 


88 


0 


ARG A 


88 


CB 


ARG A 


88 



141.580 7.333 

142.651 8.264 

142.372 2.461 

142.140 1.041 

142.076 0.279 

142.459 -0.889 

143.244 0.460 

143.251 1.075 

143. 276 2. 768 

141.192 0.938 

144.203 0.624 

143.083 -0.600 

143.520 1.993 

141.591 0.947 

141.476 0.334 

140. 014 0. 185 

139.142 0.887 

142.225 1.168 

143.995 0.811 

141.303 1.875 

141.925 -0.648 

142.116 2.214 

141.799 0.982 

144.472 1.629 

139.754 -0.733 

138.397 -0.975 

138.388 -1.224 

139.319 -1.819 

137.782 -2.170 



10.719 1.00 0.00 
11.640 1.00 0.00 
-7.169 1.00 0.00 
-7.401 1.00 0.00 
-6.082 1.00 0.00 
-6.009 1.00 0.00 
-8.286 1.00 0.00 
-9.563 1.00 0.00 
-6.949 1.00 0.00 
-7.909 1.00 0.00 
-7. 818 1. 00 0. 00 
-8.412 1.00 0.00 
-9.476 1.00 0.00 
-5.041 1.00 0.00 
-3.724 1.00 0.00 
-3. 316 1. 00 0. 00 
-3.829 1.00 0.00 
-2.683 1.00 0.00 
-2. 585 1. 00 0. 00 
-5.162 1.00 0.00 
-3.775 1.00 0.00 
-2.924 1.00 0.00 
-1.709 1.00 0.00 
-2.742 1.00 0.00 
-2.391 1.00 0.00 
-1.913 1.00 0.00 
-0.407 1.00 0.00 
0.136 1.00 0.00 
-2.644 1.00 0.00 
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ATOM 1279 CG ARG A 88 137.419 -1.877 -4.0911.00 0.00 

ATOM 1280 CD ARG A 88 136.061 -2.455 -4.455 1.00 0.00 

ATOM 1281 NE ARG A 88 135.481 -1.796 -5.623 1.00 0.00 

ATOM 1282 CZ ARG A 88 134.188 -1.848 -5.938 1.00 0.00 

ATOM 1283 NH1 ARG A 88 133.340 -2.527 -5.177 1.00 0.00 

ATOM 1284 NH2 ARG A 88 133.744 -1.218 -7.018 1.00 0.00 

ATOM 1285 H ARG A 88 140.492 -1.261 -2.0211.00 0.00 

ATOM 1286 HA ARG A 88 137.811 -0.094 -2.125 1.00 0.00 

ATOM 1287 1HB ARG A 88 138.489 -2.988 -2.630 1.00 0.00 

ATOM 1288 2HB ARG A 88 136.885 -2.472 -2.124 1.00 0.00 

ATOM 1289 1HG ARG A 88 137.394 -0.808 -4.236 1.00 0.00 

ATOM 1290 2HG ARG A 88 138.170 -2.311 -4.735 1.00 0.00 

ATOM 1291 1HD ARG A 88 136.178 -3.507 -4.669 1.00 0.00 

ATOM 1292 2HD ARG A 88 135.395 -2.330 -3.615 1.00 0.00 

ATOM 1293 HE ARG A 88 136.086 -1.287 -6.203 1.00 0.00 

ATOM 1294 1HH1 ARG A 88 133.668 -3.003 -4.362 1.00 0.00 

ATOM 1295 2HH1 ARG A 88 132.370 -2.561 -5.420 1.00 0.00 

ATOM 1296 1HH2 ARG A 88 134.380 -0.706 -7.595 1.00 0.00 

ATOM 1297 2HH2 ARG A 88 132.773 -1.258 -7.255 1.00 0.00 

ATOM 1298 N PROA 89 137.332 -0.771 0.291 1.00 0.00 

ATOM 1299 CA PROA 89 137.213 -0.952 1.738 1.00 0.00 

ATOM 1300 C PROA 89 137.019 -2.414 2.122 1.00 0.00 

ATOM 1301 0 PROA 89 135.964 -2.997 1.875 1.00 0.00 

ATOM 1302 CB PROA 89 135.976 -0.131 2.110 1.00 0.00 

ATOM 1303 CG PROA 89 135.191 0.000 0.853 1.00 0.00 

ATOM 1304 CD PROA 89 136.177 -0.054 -0.277 1.00 0.00 

ATOM 1305 HA PRO A 89 138.077 -0.559 2.256 1.00 0.00 

ATOM 1306 1HB PROA 89 135.413 -0.656 2.863 1.00 0.00 

ATOM 1307 2HB PROA 89 136.280 0.833 2.488 1.00 0.00 
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ATOM 1308 
ATOM 1309 
ATOM 1310 
ATOM 1311 
ATOM 1312 
ATOM 1313 
ATOM 1314 
ATOM 1315 
ATOM 1316 
ATOM 1317 
ATOM 1318 
ATOM 1319 
ATOM 1320 
ATOM 1321 
ATOM 1322 
ATOM 1323 
ATOM 1324 
ATOM 1325 
ATOM 1326 
ATOM 1327 
ATOM 1328 
ATOM 1329 
ATOM 1330 
ATOM 1331 
ATOM 1332 
ATOM 1333 
ATOM 1334 
ATOM 1335 
ATOM 1336 



1HG 


PRO A 


89 


2HG 


PRO A 


89 


1HD 


PRO A 


89 


2HD 


PRO A 


89 


N 


ASP A 


90 


CA 


ASP A 


90 


C 


ASP A 


90 


0 


ASP A 


90 


CB 


ASP A 


90 


CG 


ASP A 


90 


0D1 


ASP A 


90 


0D2 


ASP A 


90 


H 


ASP A 


90 


HA 


ASP A 


90 


1HB 


ASP A 


90 


2HB 


ASP A 


90 


N 


SER A 


91 


CA 


SER A 


91 


C 


SER A 


91 


0 


SER A 


91 


CB 


SER A 


91 


OG 


SER A 


91 


H 


SER A 


91 


HA 


SER A 


91 


1HB 


SER A 


91 


2HB 


SER A 


91 


HG 


SER A 


91 


N 


ARG A 


92 


CA 


ARG A 


92 



134.489 -0.817 

134. 667 0. 944 

135.759 -0.602 

136.454 0.943 

138.046 -3.002 

137.991 -4.398 

136.953 -4.597 

136.925 -3.855 

139.365 -4.859 

139.557 -6.357 

138.548 -7.070 

140.715 -6.816 

138.860 -2.485 

137.707 -4.990 

140.130 -4.363 

139.476 -4.594 

136.104 -5.605 

135.067 -5.904 

135.483 -7.067 

134.642 -7.823 

133.751 -6.236 

132. 638 -5. 866 

136.179 -6.161 

134.925 -5.026 

133.702 -5.700 

133.705 -7.298 

132.199 -6.656 

136. 788 -7. 202 

137.316 -8.274 



0.775 1.00 0.00 
0.848 1.00 0.00 
-1.102 1.00 0.00 
-0.584 1.00 0.00 
2.728 1.00 0.00 
3.146 1.00 0.00 
4.246 1.00 0.00 
5.229 1.00 0.00 
3.636 1.00 0.00 
3.498 1.00 0.00 
3.315 1.00 0.00 
3.574 1.00 0.00 
2.896 1.00 0.00 
2.289 1.00 0.00 
3.058 1.00 0.00 
4.677 1.00 0.00 
4.075 1.00 0.00 
5.055 1.00 0.00 
5.950 1.00 0.00 
6.432 1.00 0.00 
4.348 1.00 0.00 
5.143 1.00 0.00 
3.272 1.00 0.00 
5.666 1.00 0.00 
3.412 1.00 0.00 
4.158 1.00 0.00 
5.468 1.00 0.00 
6.165 1.00 0.00 
7.002 1.00 0.00 
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ATOM 1337 
ATOM 1338 
ATOM 1339 
ATOM 1340 
ATOM 1341 
ATOM 1342 
ATOM 1343 
ATOM 1344 
ATOM 1345 
ATOM 1346 
ATOM 1347 
ATOM 1348 
ATOM 1349 
ATOM 1350 
ATOM 1351 
ATOM 1352 
ATOM 1353 
ATOM 1354 
ATOM 1355 
ATOM 1356 
ATOM 1357 
ATOM 1358 
ATOM 1359 
ATOM 1360 
ATOM 1361 
ATOM 1362 
ATOM 1363 
ATOM 1364 
ATOM 1365 



c 


ARG 


A 


92 


0 


ARG 


A 


92 


CB 


ARG 


A 


92 


CG 


ARG 


A 


92 


CD 


ARG 


A 


92 


NE 


ARG 


A 


92 


CZ 


ARG 


A 


92 


NH1 


ARG 


A 


92 


NH2 


ARG 


A 


92 


H 


ARG 


A 


92 


HA 


ARG 


A 


92 


1HB 


ARG 


A 


92 


2HB 


ARG 


A 


92 


1HG 


ARG 


A 


92 


2HG 


ARG 


A 


92 


1HD 


ARG 


A 


92 


2HD 


ARG 


A 


92 


HE 


ARG 


A 


92 


1HH1 


ARG 


A 


92 


2HH1 


ARG 


A 


92 


1HH2 


ARG 


A 


92 


2HH2 


ARG 


A 


92 


N 


PHE 


A 


93 


CA 


PHE 


A 


93 


C 


PHE 


A 


93 


0 


PHE 


A 


93 


CB 


PHE 


A 


93 


CG 


PHE 


A 


93 


CD1 


PHE 


A 


93 



136.883 -8.095 
136.702 -9.071 
138.843 -8.311 
139.364 -8.969 
139.907 -10.361 
138.927 -11.208 
139.080 -12.516 
140.171 -13.134 
138.140 -13.211 
137.410 -6.568 
136.920 -9.207 
139.219 -7.299 
139.227 -8.857 
138.556 -9.044 
140. 154 -8. 359 
140.176 -10.822 
140.786 -10.275 
138.112 -10.778 
140.883 -12.616 
140.280 -14.117 
137.317 -12.751 
138. 255 -14. 194 
136.721 -6.843 
136. 309 -6. 537 
135. 024 -5. 717 
134.798 -4.915 
137. 419 -5. 780 
138. 691 -6. 567 
139. 159 -6. 934 



8.454 1.00 0.00 
9.181 1.00 0.00 
6.914 1.00 0.00 
5.645 1.00 0.00 
5.921 1.00 0.00 
6.599 1.00 0.00 
6.786 1.00 0.00 
6.348 1.00 0.00 
7.412 1.00 0.00 
5.753 1.00 0.00 
6.633 1.00 0.00 
6.949 1.00 0.00 
7.763 1.00 0.00 
4.933 1.00 0.00 
5.234 1.00 0.00 
4.982 1.00 0.00 
6.544 1.00 0.00 
6.933 1.00 0.00 
5.875 1.00 0.00 
6.492 1.00 0.00 
7.744 1.00 0.00 
7.552 1.00 0.00 
8.869 1.00 0.00 
10.234 1.00 0.00 
10.246 1.00 0.00 
11.153 1.00 0.00 
10.965 1.00 0.00 
11.107 1.00 0.00 
12.357 1.00 0.00 
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ATOM 1366 
ATOM 1367 
ATOM 1368 
ATOM 1369 
ATOM 1370 
ATOM 1371 
ATOM 1372 
ATOM 1373 
ATOM 1374 
ATOM 1375 
ATOM 1376 
ATOM 1377 
ATOM 1378 
ATOM 1379 
ATOM 1380 
ATOM 1381 
ATOM 1382 
ATOM 1383 
ATOM 1384 
ATOM 1385 
ATOM 1386 
ATOM 1387 
ATOM 1388 
ATOM 1389 
ATOM 1390 
ATOM 1391 
ATOM 1392 
ATOM 1393 
ATOM 1394 



CD2 


PHE A 


93 


CE1 


PHE A 


93 


CE2 


PHE A 


93 


CZ 


PHE A 


93 


H 


PHE A 


93 


HA 


PHE A 


93 


IHB 


PHE A 


93 


2HB 


PHE A 


93 


HD1 


PHE A 


93 


HD2 


PHE A 


93 


HE1 


PHE A 


93 


HE2 


PHE A 


93 


HZ 


PHE A 


93 


N 


ALA A 


94 


CA 


ALA A 


94 


C 


ALA A 


94 


0. 


ALA A 


94 


CB 


ALA A 


94 


H 


ALA A 


94 


HA 


ALA A 


94 


IHB 


ALA A 


94 


2HB 


ALA A 


94 


3HB 


ALA A 


94 


N 


SER A 


95 


CA 


SER A 


95 


C 


SER A 


95 


0 


SER A 


95 


CB 


SER A 


95 


OG 


SER A 


95 



139.419 -6.937 
140.328 -7.658 
140.589 -7.662 
141.045 -8.022 
136.881 -6.107 
136.129 -7.473 
137.646 -4.876 
137.075 -5.521 
138.599 -6.651 
139.063 -6.656 
140.683 -7.938 
141.148 -7.944 
141.960 -8.587 
134. 184 -5. 920 
132.923 -5.199 
131.753 -6.073 
131.540 -7.160 
132.711 -4.704 

134.420 -6.574 
132.978 -4.337 
131.982 -5.329 
133.646 -4.747 
132.356 -3.685 
130.997 -5.593 
129.848 -6.330 
128.542 -5.657 
128.403 -4.437 
129.923 -6.440 
129.179 -7.551 



9.987 1.00 0.00 
12.491 1.00 0.00 
10.113 1.00 0.00 
11.366 1.00 0.00 
8.242 1.00 0.00 
10.743 1.00 0.00 
10.422 1.00 0.00 
11.957 1.00 0.00 
13.237 1.00 0.00 
9.007 1.00 0.00 
13.471 1.00 0.00 
9.233 1.00 0.00 
11.468 1.00 0.00 
9.236 1.00 0.00 
9.134 1.00 0.00 
9.572 1.00 0.00 
9.032 1.00 0.00 
7.711 1.00 0.00 
8.543 1.00 0.00 
9.784 1.00 0.00 
7.216 1.00 0.00 
7.172 1.00 0.00 
7.733 1.00 0.00 
10.554 1.00 0.00 
11.065 1.00 0.00 
10.654 1.00 0.00 
10.754 1.00 0.00 
12.589 1.00 0.00 
13.058 1.00 0.00 
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ATOM 1395 


H 


SER A 


95 


131.217 


-4.721 


10.944 1.00 0.00 


ATOM 1396 


HA 


SER A 


95 


129.876 


-7.323 


10.640 1.00 0.00 


ATOM 1397 


1HB 


SER A 


95 


130. 952 


-6. 560 


12.890 1.00 0.00 


ATOM 1398 


2HB 


SER A 


95 


129. 521 


-5. 540 


13.032 1.00 0.00 


ATOM 1399 


HG 


SER A 


95 


129. 777 


-8.270 


13.272 1.00 0.00 


ATOM 1400 


N 


LEU A 


96 


127. 587 


-6.458 


10.194 1.00 0.00 


ATOM 1401 


CA 


LEU A 


96 


126. 294 


-5.939 


9.768 1.00 0.00 


ATOM 1402 


C 


LEU A 


96 


125. 251 


-6. 107 


10.868 1.00 0.00 


ATOM 1403 


0 


LEU A 


96 


124. 066 


-6. 293 


10.592 1.00 0.00 


ATOM 1404 


CB 


LEU A 


96 


125.829 


-6. 650 


8.496 1.00 0.00 


ATOM 1405 


CG 


LEU A 


96 


126.512 


-6. 187 


7.209 1.00 0.00 


ATOM 1406 


CD1 


LEU A 


96 


126. 653 


-7. 345 


6.233 1.00 0.00 


ATOM 1407 


CD2 


LEU A 


96 


125.735 


-5.043 


6.575 1.00 0.00 


ATOM 1408 


H 


LEU A 


96 


127.758 


-7.421 


10.138 1.00 0.00 


ATOM 1409 


HA 


LEU A 


96 


126.412 


-4.886 


9.559 1.00 0.00 


ATOM 1410 


1HB 


LEU A 


96 


126.008 


-7.709 


8.615 1.00 0.00 


ATOM 1411 


2HB 


LEU A 


96 


124. 766 


-6.492 


8.388 1.00 0.00 


ATOM 1412 


HG 


LEU A 


96 


127. 504 


-5.828 


7.445 1.00 0.00 


ATOM 1413 


1HD1 LEU A 


96 


125.687 


-7.802 


6.075 1.00 0.00 


ATOM 1414 


2HD1 LEU A 


96 


127. 337 


-8.076 


6.637 1.00 0.00 


ATOM 1415 


3HD1 LEU A 


96 


127.035 


-6.977 


5.292 1.00 0.00 


ATOM 1416 


1HD2 LEU A 


96 


125.827 


-5. 098 


5.500 1.00 0.00 


ATOM 1417 


2HD2 LEU A 


96 


126. 132 


-4. 102 


6.923 1.00 0.00 


ATOM 1418 


3HD2 LEU A 


96 


124.693 


-5. 120 


6.850 1.00 0.00 


ATOM 1419 


N 


GLN A 


97 


125.700 


-6.037 


12.116 1.00 0.00 


ATOM 1420 


CA 


GLN A 


97 


124. 806 


-6. 180 


13.260 1.00 0.00 


ATOM 1421 


C 


GLN A 


97 


125.447 


-5. 618 


14.528 1.00 0.00 


ATOM 1422 


0 


GLN A 


97 


125.540 


-6. 305 


15.546 1.00 0.00 


ATOM 1423 


CB 


GLN A 


97 124.440 


-7. 652 


13.466 1.00 0.00 
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ATOM 1424 
ATOM 1425 
ATOM 1426 
ATOM 1427 
ATOM 1428 
ATOM 1429 
ATOM 1430 
ATOM 1431 
ATOM 1432 
ATOM 1433 
ATOM 1434 
ATOM 1435 
ATOM 1436 
ATOM 1437 
ATOM 1438 
ATOM 1439 
ATOM 1440 
ATOM 1441 
ATOM 1442 
ATOM 1443 
ATOM 1444 
ATOM 1445 
ATOM 1446 
ATOM 1447 
ATOM 1448 
ATOM 1449 
ATOM 1450 
ATOM 1451 
ATOM 1452 



CG 


GLN A 


97 


CD 


GLN A 


97 


0E1 


GLN A 


97 


NE2 


GLN A 


97 


H 


GLN A 


97 


HA 


GLN A 


97 


1HB 


GLN A 


97 


2HB 


GLN A 


97 


1HG 


GLN A 


97 


2HG 


GLN A 


97 


1HE2 


GLN A 


97 


2HE2 


GLN A 


97 


N 


PRO A 


98 


CA 


PRO A 


98 


C 


PRO A 


98 


0 


PRO A 


98 


CB 


PRO A 


98 


CG 


PRO A 


98 


CD 


PRO A 


98 


HA 


PRO A 


98 


1HB 


PRO A 


98 


2HB 


PRO A 


98 


1HG 


PRO A 


98 


2HG 


PRO A 


98 


1HD 


PRO A 


98 


2HD 


PRO A 


98 


N 


SER A 


99 


CA 


SER A 


99 


C 


SER A 


99 



123.317 -7.864 

123.167 -9.317 

122. 698 -10. 148 

123.569 -9.630 

126.656 -5.886 

123.907 -5.622 

124.134 -8.070 

125.313 -8.182 

123.522 -7.277 

122.389 -7.534 

123.933 -8.917 

123.484 -10.562 

125.900 -4.353 

126.534 -3.700 

125.534 -3.370 

124.728 -2.449 

127.113 -2.416 

126.248 -2.125 

125.829 -3.460 

127.332 -4.303 

127.067 -1.623 

128.138 -2.583 

125.382 -1.559 

126.809 -1.575 

124.821 -3.411 

126.514 -3.784 

125.590 -4.129 

124.688 -3.917 

125.020 -4.862 



14.467 1.00 0.00 
14.876 1.00 0.00 

14.099 1.00 0.00 
16.103 1.00 0.00 
12.274 1.00 0.00 
13.049 1.00 0.00 
12.518 1.00 0.00 
13.818 1.00 0.00 
15.349 1.00 0.00 
14.024 1.00 0.00 
16.667 1.00 0.00 
16.393 1.00 0.00 
14.483 1.00 0.00 
15.632 1.00 0.00 
16.735 1.00 0.00 
16.600 1.00 0.00 
15.035 1.00 0.00 
13.858 1.00 0.00 
13.309 1.00 0.00 
16.039 1.00 0.00 
15.767 1.00 0.00 
14.739 1.00 0.00 
14.170 1.00 0.00 
13.117 1.00 0.00 
12.924 1.00 0.00 
12.538 1.00 0.00 
17.825 1.00 0.00 
18.950 1.00 0.00 

20.100 1.00 0.00 
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ATOM 1453 
ATOM 1454 
ATOM 1455 
ATOM 1456 
ATOM 1457 
ATOM 1458 
ATOM 1459 
ATOM 1460 
ATOM 1461 
ATOM 1462 
ATOM 1463 
ATOM 1464 
ATOM 1465 
ATOM 1466 
ATOM 1467 
ATOM 1468 
ATOM 1469 
ATOM 1470 
ATOM 1471 
ATOM 1472 
ATOM 1473 
ATOM 1474 
ATOM 1475 
ATOM 1476 
ATOM 1477 
ATOM 1478 
ATOM 1479 
ATOM 1480 
ATOM 1481 



0 


SER 


A 


99 


CB 


SER 


A 


99 


OG 


SER 


A 


99 


H 


SER 


A 


99 


HA 


SER 


A 


99 


1HB 


SER 


A 


99 


2HB 


SER 


A 


99 


HG 


SER 


A 


99 


N 


GLY 


A 


100 


CA 


GLY 


A 


100 


C 


GLY 


A 


100 


0 


GLY 


A 


100 


H 


GLY 


A 


100 


1HA 


GLY 


A 


100 


2HA 


GLY 


A 


100 


N 


PRO 


A 


101 


CA 


PRO 


A 


101 


C 


PRO 


A 


101 


0 


PRO 


A 


101 


CB 


PRO 


A 


101 


CG 


PRO 


A 


101 


CD 


PRO 


A 


101 


HA 


PRO 


A 


101 


1HB 


PRO 


A 


101 


2HB 


PRO 


A 


101 


1HG 


PRO 


A 


101 


2HG 


PRO 


A 


101 


1HD 


PRO 


A 


101 


2HD 


PRO 


A 


101 



124.804 -6.071 

123. 236 -4. 118 

122. 378 -3. 188 

126. 255 -4. 849 

124.815 -2.899 

123.163 -3.983 

122.920 -5.118 

121.811 -2.774 

125.544 -4.304 

125.896 -5.111 

125.496 -4.454 

124.378 -4.651 

125.692 -3.335 

125.400 -6.066 

126. 965 -5. 270 

126. 396 -3. 664 

126.116 -2.980 

125.105 -1.850 

124.312 -1.575 

127.479 -2.422 

128. 223 -2. 260 

127.753 -3.373 

125. 763 -3. 670 

127.346 -1.474 

127.973 -3.120 

127.993 -1.301 

129. 285 -2. 347 

127. 724 -3. 042 

128.394 -4.236 



20.005 1.00 0.00 

18.513 1.00 0.00 

19.148 1.00 0.00 
17.872 1.00 0.00 

19.289 1.00 0.00 

17.443 1.00 0.00 

18.771 1.00 0.00 

18.493 1.00 0.00 

21.186 1.00 0.00 

22.339 1.00 0.00 

23.648 1.00 0.00 

24.125 1.00 0.00 

21.204 1.00 0.00 

22.261 1.00 0.00 

22.341 1.00 0.00 

24.257 1.00 0.00 

25.524 1.00 0.00 

25.358 1.00 0.00 

26.259 1.00 0.00 

25.935 1.00 0.00 

24.656 1.00 0.00 

23.760 1.00 0.00 

26.276 1.00 0.00 

26.439 1.00 0.00 

26.594 1.00 0.00 

24.216 1.00 0.00 

24.835 1.00 0.00 

22.731 1.00 0.00 

23.862 1.00 0.00 
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ATOM 1482 N SER A 102 125. 139 -1.199 24.199 1.00 0.00 

ATOM 1483 CA SER A 102 124.225 -0.098 23.914 1.00 0.00 

ATOM 1484 C SER A 102 123.435 -0.365 22.637 1.00 0.00 

ATOM 1485 0 SER A 102 124.012 -0.552 21.566 1.00 0.00 

ATOM 1486 CB SER A 102 125.000 1.213 23.7811.00 0.00 

ATOM 1487 OG SER A 102 125.222 1.806 25.049 1.00 0.00 

ATOM 1488 H SERA 102 125.793 -1.465 23.521 1.00 0.00 

ATOM 1489 HA SERA 102 123.535 -0.016 24.739 1.00 0.00 

ATOM 1490 1HB SER A 102 125.956 1.020 23.317 1.00 0.00 

ATOM 1491 2HB SER A 102 124.437 1.902 23.168 1.00 0.00 

ATOM 1492 HG SER A 102 124.448 2.315 25.305 1.00 0.00 

ATOM 1493 N SERA 103 122.112 -0.385 22.759 1.00 0.00 

ATOM 1494 CA SER A 103 121.243 -0.631 21.614 1.00 0.00 

ATOM 1495 C SER A 103 119.920 0.115 21.765 1.00 0.00 

ATOM 1496 0 SER A 103 119. 107 -0.212 22.629 1.00 0.00 

ATOM 1497 CB SERA 103 120.982 -2.129 21.459 1.00 0.00 

ATOM 1498 OG SERA 103 120.388 -2.668 22.627 1.00 0.00 

ATOM 1499 H SERA 103 121.710 -0.229 23.639 1.00 0.00 

ATOM 1500 HA SER A 103 121.748 -0.268 20.731 1.00 0.00 

ATOM 1501 1HB SERA 103 120.316 -2.292 20.624 1.00 0.00 

ATOM 1502 2HB SERA 103 121.917 -2.639 21.276 1.00 0.00 

ATOM 1503 HG SERA 103 120.531 -3.617 22.650 1.00 0.00 

ATOM 1504 N GLY A 104 119.713 1.118 20.918 1.00 0.00 

ATOM 1505 CA GLY A 104 118.488 1.894 20.973 1.00 0.00 

ATOM 1506 C GLY A 104 117.863 2.089 19.605 1.00 0.00 

ATOM 1507 0 GLY A 104 117.616 3.253 19.226 1.00 0.00 

ATOM 1508 OXT GLY A 104 117.621 1.078 18.914 1.00 0.00 

ATOM 1509 H GLY A 104 120.396 1.333 20.250 1.00 0.00 

ATOM 1510 1HA GLY A 104 117.780 1.384 21.611 1.00 0.00 
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ATOM 1511 2HA GLY A 104 118.707 2.862 21.398 1.00 0.00 

TER 1512 GLY A 104 

ENDMDL 
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ATOM 24 
ATOM 25 
ATOM 26 
ATOM 27 
ATOM 28 
ATOM 29 
ATOM 30 
ATOM 31 
ATOM 32 
ATOM 33 
ATOM 34 
ATOM 35 
ATOM 36 
ATOM 37 
ATOM 38 
ATOM 39 
ATOM 40 
ATOM 41 
ATOM 42 
ATOM 43 
ATOM 44 
ATOM 45 
ATOM 46 
ATOM 47 
ATOM 48 
ATOM 49 
ATOM 50 
ATOM 51 
ATOM 52 
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139.477 11.244 

137. 794 13. 104 

138. 507 14. 328 

136.676 10.863 

137.139 13.487 

136.838 13.234 

138. 361 12. 346 

137.906 15.057 

139.405 13.175 

140.670 12.923 

141.383 14.202 

141.365 15.184 

138.910 13.999 
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140.485 12.338 

142.011 14.190 

142.733 15.357 

143.282 15.107 
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144.821 14.662 

141.988 13.376 
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143.475 15.900 

144. 396 13. 877 

143. 790 13. 900 

144. 347 13. 534 

143. 297 13. 657 



14.248 1.00 0.00 
16.051 1.00 0.00 
16.114 1.00 0.00 
15.252 1.00 0.00 
14.051 1.00 0.00 
16.536 1.00 0.00 
16.573 1.00 0.00 
15.945 1.00 0.00 
13.095 1.00 0.00 
12.429 1.00 0.00 
12.034 1.00 0.00 
12.776 1.00 0.00 
12.906 1.00 0.00 
13.092 1.00 0.00 
11.540 1.00 0.00 
10.862 1.00 0.00 
10.370 1.00 0.00 
8.970 1.00 0.00 
8.111 1.00 0.00 
11.323 1.00 0.00 
11.403 1.00 0.00 
10.316 1.00 0.00 
10.329 1.00 0.00 
10.965 1.00 0.00 
12.308 1.00 0.00 
11.755 1.00 0.00 
8.745 1.00 0.00 
7.449 1.00 0.00 
6.350 1.00 0.00 
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ATOM 53 
ATOM 54 
ATOM 55 
ATOM 56 
ATOM 57 
ATOM 58 
ATOM 59 
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ATOM 70 
ATOM 71 
ATOM 72 
ATOM 73 
ATOM 74 
ATOM 75 
ATOM 76 
ATOM 77 
ATOM 78 
ATOM 79 
ATOM 80 
ATOM 81 
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ATOM 82 
ATOM 83 
ATOM 84 
ATOM 85 
ATOM 86 
ATOM 87 
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ATOM 89 
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ATOM 91 
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ATOM 97 
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8 135.073 
8 136.755 
8 136.213 
8 135.467 

8 134.723 

9 135.537 

9 134.950 
9 133.745 
9 132.629 
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9 135.015 
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10 133.977 
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4.916 1. 
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00 0.00 
00 0.00 
00 0.00 
00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
. 00 0. 00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
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.00 0.00 
.00 0.00 
.00 0.00 



mSE# 2003-3083148 



ATOM 


111 


1HE 


MET 


ATOM 


112 


2HE 


MET 


ATOM 


113 


3HE 


MET 


ATOM 


114 


N 


PRO 


ATOM 


115 


CA 


PRO 


ATOM 


116 


C 


PRO 


ATOM 


117 


0 


PRO 


ATOM 


118 


CB 


PRO 


ATOM 


119 


CG 


PRO 


ATOM 


120 


CD 


PRO 


ATOM 


121 


HA 


PRO 


ATOM 


122 


1HB 


PRO 


ATOM 


123 


2HB 


PRO 


ATOM 


124 


1HG 


PRO 


ATOM 


125 


2HG 


PRO 


ATOM 


126 


1HD 


PRO 


ATOM 


127 


2HD 


PRO 


ATOM 


128 


N 


PRO 


ATOM 


129 


CA 


PRO 


ATOM 


130 


C 


PRO 


ATOM 


131 


0 


PRO 


ATOM 


132 


CB 


PRO 


ATOM 


133 


CG 


PRO 


ATOM 


134 


CD 


PRO 


ATOM 


135 


HA 


PRO 


ATOM 


136 


1HB 


PRO 


ATOM 


137 


2HB 


PRO 


ATOM 


138 


1HG 


PRO 


ATOM 


139 


2HG 


PRO 





#1 


12 0 0 2 


-2 3 e 


A 


10 


128. 831 


15.110 


A 


10 


129.742 


14.634 


A 


10 


130. 153 


16. 122 


A 


11 


132. 208 


9.938 


A 


11 


132. 396 


9.459 


A 


11 


133. 132 


10.473 


A 


11 


134. 059 


10. 114 


A 


11 


130.970 


9.244 


A 


11 


130. 125 


9.113 


A 


11 


130. 790 


9.935 


A 


11 


132.931 


8.521 


A 


11 


130. 671 


10. 090 


A 


11 


130.936 


8.345 


A 


11 


129. 137 


9.495 


A 


11 


130. 075 


8.078 


A 


11 


130. 391 


10. 938 


A 


11 


130.664 


9.470 


A 


12 


132. 736 


11.759 


A 


12 


133.378 


12.813 


A 


12 


134. 869 


12.923 


A 


12 


135. 631 


13.466 


A 


12 


132.653 


14. 092 


A 


12 


131.361 


13. 627 


A 


12 


131.646 


12.290 


A 


12 


133. 232 


12.654 


A 


12 


133.249 


14. 614 


A 


12 


132. 494 


14. 727 


A 


12 


131.023 


14. 325 


A 


12 


130.622 


13. 529 



12 9 s*-Z? : 728/ 

2.345 1.00 0.00 

0.911 1.00 0.00 

1.763 1.00 0.00 
-0.352 1.00 0.00 
-1.725 1.00 0.00 
-2.599 1.00 0.00 
-3.325 1.00 0.00 
-2.241 1.00 0.00 
-1.020 1.00 0.00 

0.049 1.00 0.00 
-1.742 1.00 0.00 
-2.841 1.00 0.00 
-2.840 1.00 0.00 
-1.219 1.00 0.00 
-0.718 1.00 0.00 

0.056 1.00 0.00 

1.014 1.00 0.00 
-2.541 1.00 0.00 
-3.334 1.00 0.00 
-3.039 1.00 0.00 
-3.838 1.00 0.00 
-2.900 1.00 0.00 
-2.322 1.00 0.00 
-1.702 1.00 0.00 
-4.392 1.00 0.00 
-2.166 1.00 0.00 
-3.758 1.00 0.00 
-1.569 1.00 0.00 
-3.102 1.00 0.00 
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12 131.969 12.408 

12 130.775 11.657 

13 135.278 12.404 
13 136.677 12.454 
13 137.536 11.512 
13 138.032 11.882 
13 134.624 11.983 
13 137.039 13.462 

13 136.764 12.186 

14 137.714 10.292 
14 138.520 9.294 
14 137.658 8.456 
14 137.807 8.520 
14 139.226 8.385 
14 139.889 9.167 
14 139.791 8.801 
14 140.569 10.250 
14 137.292 10.057 
14 139.263 9.816 
14 138.503 7.712 
14 139.983 7.811 
14 140.604 10.482 

14 141.006 10.774 

15 136.756 7.668 
15 135.870 6.817 
15 134.814 6.168 
15 133.642 6.086 
15 136.675 5.738 
15 136.145 5.486 



-0.678 1.00 0.00 
-1.754 1.00 0.00 
-1.885 1.00 0.00 
-1.503 1.00 0.00 
-2.324 1.00 0.00 
-3.388 1.00 0.00 
-1.287 1.00 0.00 
-1.637 1.00 0.00 
-0.460 1.00 0.00 
-1.828 1.00 0.00 
-2.521 1.00 0.00 
-3.459 1.00 0.00 
-4.680 1.00 0.00 
-1.513 1.00 0.00 
-0.395 1.00 0.00 
0.776 1.00 0.00 
-0.752 1.00 0.00 
-0.975 1.00 0.00 
-3.105 1.00 0.00 
-1.076 1.00 0.00 
-2.025 1.00 0.00 
-1.704 1.00 0.00 
-0.049 1.00 0.00 
-2.882 1.00 0.00 
-3.666 1.00 0.00 
-2.777 1.00 0.00 
-3.146 1.00 0.00 
-4.392 1.00 0.00 
-5.682 1.00 0.00 
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^-v I 730/ 



ATOM 169 
ATOM 170 
ATOM 171 
ATOM 172 
ATOM 173 
ATOM 174 
ATOM 175 
ATOM 176 
ATOM 177 
ATOM 178 
ATOM 179 
ATOM 180 
ATOM 181 
ATOM 182 
ATOM 183 
ATOM 184 
ATOM 185 
ATOM 186 
ATOM 187 
ATOM 188 
ATOM 189 
ATOM 190 
ATOM 191 
ATOM 192 
ATOM 193 
ATOM 194 
ATOM 195 
ATOM 196 
ATOM 197 



H 


SER A 


15 


HA 


SER A 


15 


1HB 


SER A 


15 


2HB 


SER A 


15 


HG 


SER A 


15 


N 


HIS. A 


16 


CA 


HIS A 


16 


C 


HIS A 


16 


0 


HIS A 


16 


CB 


HIS A 


16 


CG 


HIS A 


16 


ND1 


HIS A 


16 


CD2 


HIS A 


16 


CE1 


HIS A 


16 


NE2 


HIS A 


16 


H 


HIS A 


16 


HA 


HIS A 


16 


1HB 


HIS A 


16 


2HB 


HIS A 


16 


HD1 


HIS A 


16 


HD2 


HIS A 


16 


HE1 


HIS A 


16 


HE2 


HIS A 


16 


N 


GLY A 


17 


CA 


GLY A 


17 


C 


GLY A 


17 


0 


GLY A 


17 


H 


GLY A 


17 


1HA 


GLY A 


17 



136.685 7.661 

135.375 7.438 

137.699 6.064 

136. 645 4. 822 

136.794 5.013 

135.237 5.708 

134. 328 5. 066 

134.819 5.241 

134.579 4.390 

134. 188 3. 578 

133. 030 3. 270 

131.716 3.386 

132.994 2.848 

130. 921 3. 048 

131.672 2.718 

136.183 5.803 

133.363 5.540 

135.087 3.239 

134.054 3.026 

131.410 3.672 

133. 846 2. 651 

129.841 3.042 

131.339 2.344 

135.509 6.349 

136. 023 6. 614 

137. 291 5. 838 

137. 373 5. 129 

135.671 6.991 

136. 231 7. 669 



-1.904 1.00 0.00 
-4.397 1.00 0.00 
-4.495 1.00 0.00 
-3.819 1.00 0.00 
-6.208 1.00 0.00 
-1.604 1.00 0.00 
-0.661 1.00 0.00 
0.773 1.00 0.00 
1.629 1.00 0.00 
-0.988 1.00 0.00 
-1.886 1.00 0.00 
-1.485 1.00 0.00 
-3.173 1.00 0.00 
-2.485 1.00 0.00 
-3.520 1.00 0.00 
-1.367 1.00 0.00 
-0.758 1.00 0.00 
-1.479 1.00 0.00 
-0.069 1.00 0.00 
-0.599 1.00 0.00 
-3.806 1.00 0.00 
-2.461 1.00 0.00 
-4.363 1.00 0.00 
1.026 1.00 0.00 
2.357 1.00 0.00 
2.655 1.00 0.00 
3.658 1.00 0.00 
0.304 1.00 0.00 
2.447 1.00 0.00 



HilE# 2003-3083148 
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^-v: 731/ 



ATOM 198 
ATOM 199 
ATOM 200 
ATOM 201 
ATOM 202 
ATOM 203 
ATOM 204 
ATOM 205 
ATOM 206 
ATOM 207 
ATOM 208 
ATOM 209 
ATOM 210 
ATOM 211 
ATOM 212 
ATOM 213 
ATOM 214 
ATOM 215 
ATOM 216 
ATOM 217 
ATOM 218 
ATOM 219 
ATOM 220 
ATOM 221 
ATOM 222 
ATOM 223 
ATOM 224 
ATOM 225 
ATOM 226 



2HA 


GLY A 


17 


N 


LEU A 


18 


CA 


LEU A 


18 


C 


LEU A 


18 


0 


LEU A 


18 


CB 


LEU A 


18 


CG 


LEU A 


18 


CD1 


LEU A 


18 


CD2 


LEU A 


18 


H 


LEU A 


18 


HA 


LEU A 


18 


1HB 


LEU A 


18 


2HB 


LEU A 


18 


HG 


LEU A 


18 


1HD1 


LEU A 


18 


2HD1 LEU A 


18 


3HD1 LEU A 


18 


1HD2 LEU A 


18 


2HD2 LEU A 


18 


3HD2 LEU A 


18 


N 


GLU A 


19 


CA 


GLU A 


19 


C 


GLU A 


19 


0 


GLU A 


19 


CB 


GLU A 


19 


CG 


GLU A 


19 


CD 


GLU A 


19 


0E1 


GLU A 


19 


0E2 


GLU A 


19 



135. 271 6. 343 

138.283 5.971 

139.554 5.277 

140.649 6.246 

141.244 6.935 

139. 959 4. 580 

138.878 3.699 

139.227 3.369 

138.695 2.424 

138. 157 6. 552 

139.423 4.533 

140. 239 5. 337 

140.822 3.963 

137.940 4.234 

140.039 2.657 

139.526 4.271 

138.364 2.944 

138.956 2.612 

139.334 1.649 

137. 664 2. 105 

140.909 6.294 

141.933 7.179 

142.893 6.410 

142.733 5.209 

141.286 8.323 

140. 180 7. 869 

138. 807 7. 933 

137. 904 7. 200 

138.636 8.715 



3.082 1.00 0.00 
1.780 1.00 0.00 
1.953 1.00 0.00 
2.386 1.00 0.00 
1.559 1.00 0.00 
0.654 1.00 0.00 
0.027 1.00 0.00 
-1.416 1.00 0.00 
0.837 1.00 0.00 
1.000 1.00 0.00 
2.725 1.00 0.00 
-0.064 1.00 0.00 
0.855 1.00 0.00 
0.029 1.00 0.00 
-1.436 1.00 0.00 
-1.929 1.00 0.00 
-1.908 1.00 0.00 
1.868 1.00 0.00 
0.440 1.00 0.00 
0.779 1.00 0.00 
3.689 1.00 0.00 
4.232 1.00 0.00 
5.134 1.00 0.00 
5.347 1.00 0.00 
5.014 1.00 0.00 
5.954 1.00 0.00 
5.313 1.00 0.00 
5.770 1.00 0.00 
4.354 1.00 0.00 



fcBIE#2 003-3083 148 



&m 2002-236129 



^-vl 732/ 



ATOM 227 
ATOM 228 
ATOM 229 
ATOM 230 
ATOM 231 
ATOM 232 
ATOM 233 
ATOM 234 
ATOM 235 
ATOM 236 
ATOM 237 
ATOM 238 
ATOM 239 
ATOM 240 
ATOM 241 
ATOM 242 
ATOM 243 
ATOM 244 
ATOM 245 
ATOM 246 
ATOM 247 
ATOM 248 
ATOM 249 
ATOM 250 
ATOM 251 
ATOM 252 
ATOM 253 
ATOM 254 
ATOM 255 



H 


GLU 


A 


19 


HA 


GLU 


A 


19 


1HB 


GLU 


A 


19 


2HB 


GLU 


A 


19 


1HG 


GLU 


A 


19 


2HG 


GLU 


A 


19 


N 


VAL 


A 


20 


CA 


VAL 


A 


20 


C 


VAL 


A 


20 


0 


VAL 


A 


20 


CB 


VAL 


A 


20 


CGI 


VAL 


A 


20 


CG2 


VAL 


A 


20 


H 


VAL 


A 


20 


HA 


VAL 


A 


20 


HB 


VAL 


A 


20 


1HG1 


VAL 


A 


20 


2HG1 


VAL 


A 


20 


3HG1 


VAL 


A 


20 


1HG2 


VAL 


A 


20 


2HG2 


VAL 


A 


20 


3HG2 


VAL 


A 


20 


N 


GLY 


A 


21 


CA 


GLY 


A 


21 


C 


GLY 


A 


21 


0 


GLY 


A 


21 


H 


GLY 


A 


21 


1HA 


GLY 


A 


21 


2HA 


GLY 


A 


21 



140.400 5.720 

142.488 7.591 

142. 045 8. 819 

140.865 9.031 

140.374 6.849 

140. 184 8. 504 

143. 892 7. 112 

144.879 6.496 

144.212 5.870 

143.239 6.406 

145. 928 7. 522 

147. 026 6. 838 

146. 514 8. 269 

143. 967 8. 068 

145.386 5.723 

145.439 8.240 

147. 242 5. 874 

146.697 6.706 

147. 917 7. 448 

146.464 7.643 

147. 544 8. 520 

145. 949 9. 174 

144. 742 4. 733 

144. 184 4. 052 

143.152 3.010 

143.170 1.890 

145.516 4.352 

144. 984 3. 569 

143. 719 4. 783 



4.299 1.00 0.00 
3.403 1.00 0.00 
5.600 1.00 0.00 
4.314 1.00 0.00 
6.251 1.00 0.00 
6.827 1.00 0.00 
5.660 1.00 0.00 
6.540 1.00 0.00 
7.760 1.00 0.00 
8.292 1.00 0.00 
7.010 1.00 0.00 
7.811 1.00 0.00 
5.820 1.00 0.00 
5.452 1.00 0.00 
5.982 1.00 0.00 
7.652 1.00 0.00 
7.375 1.00 0.00 
8.832 1.00 0.00 
7.795 1.00 0.00 
4.942 1.00 0.00 
6.025 1.00 0.00 
5.650 1.00 0.00 
8.199 1.00 0.00 
9.354 1.00 0.00 
8.969 1.00 0.00 
9.482 1.00 0.00 
7.736 1.00 0.00 
9.893 1.00 0.00 
9.998 1.00 0.00 



tiiiE# 2003-3083148 
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! 733/ 



ATOM 256 
ATOM 257 
ATOM 258 
ATOM 259 
ATOM 260 
ATOM 261 
ATOM 262 
ATOM 263 
ATOM 264 
ATOM 265 
ATOM 266 
ATOM 267 
ATOM 268 
ATOM 269 
ATOM 270 
ATOM 271 
ATOM 272 
ATOM 273 
ATOM 274 
ATOM 275 
ATOM 276 
ATOM 277 
ATOM 278 
ATOM 279 
ATOM 280 
ATOM 281 
ATOM 282 
ATOM 283 
ATOM 284 



N 


SER 


A 


22 


CA 


SER 


A 


22 


C 


SER 


A 


22 


0 


SER 


A 


22 


CB 


SER 


A 


22 


OG 


SER 


A 


22 


H 


SER 


A 


22 


HA 


SER 


A 


22 


1HB 


SER 


A 


22 


2HB 


SER 


A 


22 


HG 


SER 


A 


22 


N 


LEU 


A 


23 


CA 


LEU 


A 


23 


C 


LEU 


A 


23 


0 


LEU 


A 


23 


CB 


LEU 


A 


23 


CG 


LEU 


A 


23 


CD1 


LEU 


A 


23 


CD2 


LEU 


A 


23 


H 


LEU 


A 


23 


HA 


LEU 


A 


23 


1HB 


LEU 


A 


23 


2HB 


LEU 


A 


23 


HG 


LEU 


A 


23 


1HD1 LEU 


A 


23 


2HD1 LEU 


A 


23 


3HD1 LEU 


A 


23 


1HD2 LEU 


A 


23 


2HD2 LEU 


A 


23 



142.249 3.378 

141.204 2.467 

141.786 1.358 

142. 822 1. 538 

140.134 3.232 

139.423 4.122 

142. 286 4. 284 

140. 750 2. 024 

140. 604 3. 802 

139. 435 2. 531 

138. 513 4. 188 

141.116 0.211 

141.567 -0.929 

141.124 -0.794 

140. 077 -0. 212 

141.027 -2.233 

141.478 -2.531 

140.431 -3.358 

142.820 -3.250 

140. 297 0. 128 

142.646 -0.949 

139.947 -2.188 

141.345 -3.049 

141.599 -1.599 

139.753 -2.701 

140.918 -4.011 

139.879 -3.950 

143.428 -2.871 

142.659 -4.309 



8.067 1.00 0.00 
7.615 1.00 0.00 
6.747 1.00 0.00 
6.104 1.00 0.00 
6.834 1.00 0.00 
7.678 1.00 0.00 
7.696 1.00 0.00 
8.489 1.00 0.00 
6.047 1.00 0.00 
6.403 1.00 0.00 
7.381 1.00 0.00 
6.730 1.00 0.00 
5.940 1.00 0.00 
4.487 1.00 0.00 
4.198 1.00 0.00 
6.531 1.00 0.00 
7.961 1.00 0.00 
8.690 1.00 0.00 
7.957 1.00 0.00 
7.263 1.00 0.00 

5.974 1.00 0.00 
6.518 1.00 0.00 
5.899 1.00 0.00 
8.496 1.00 0.00 
9.213 1.00 0.00 
9.400 1.00 0.00 

7.975 1.00 0.00 
7.148 1.00 0.00 
7.822 1.00 0.00 



thfE# 2003-3083148 



2002-236129 



^-v : 734/ 



ATOM 285 


3HD2 LEU A 


23 143.323 


-3.079 


ATOM 286 


N 


ALA A 


24 141.926 


-1.332 


ATOM 287 


CA 


ALA A 


24 141.616 


-1.272 


ATOM 288 


C 


ALA A 


24 142.176 


-2.483 


ATOM 289 


0 


ALA A 


24 143.212 


-3.029 


ATOM 290 


CB 


ALA A 


24 142.160 


0.014 


ATOM 291 


H 


ALA A 


24 142.746 


-1.783 


ATOM 292 


HA 


ALA A 


24 140.541 


-1.265 


ATOM 293 


1HB 


ALA A 


24 141.945 


0.035 


ATOM 294 


2HB 


ALA A 


24 143.229 


0.059 


ATOM 295 


3HB 


ALA A 


24 141.694 


0.863 


ATOM 296 


N 


GLU A 


25 141.485 


-2. 897 


ATOM 297 


CA 


GLU A 


25 141.914 


-4.044 


ATOM 298 


C 


GLU A 


25 142.278 


-3.617 


ATOM 299 


0 


GLU A 


25 141.740 


-2. 641 


ATOM 300 


CB 


GLU A 


25 140.812 


-5. 104 


ATOM 301 


CG 


GLU A 


25 141.271 


-6.438 


ATOM 302 


CD 


GLU A 


25 140.118 


-7. 287 


ATOM 303 


0E1 


GLU A 


25 140.180 


-8. 524 


ATOM 304 


0E2 


GLU A 


25 139.154 


-6.715 


ATOM 305 


H 


GLU A 


25 140. 668 


-2.420 


ATOM 306 


HA 


GLU A 


25 142.790 


-4.465 


ATOM 307 


1HB 


GLU A 


25 140.451 


-5.267 


ATOM 308 


2HB 


GLU A 


25 140.000 


-4.739 


ATOM 309 


1HG 


GLU A 


25 141.944 


-6. 253 


ATOM 310 


2HG 


GLU A 


25 141.793 


-6. 982 


ATOM 311 


N 


VAL A 


26 143.193 


-4.356 


ATOM 312 


CA 


VAL A 


26 143.628 


-4.055 


ATOM 313 


C 


VAL A 


26 143.295 


-5. 201 



8.896 1.00 0.00 
3.576 1.00 0.00 
2.153 1.00 0.00 
1.414 1.00 0.00 
1.794 1.00 0.00 
1.549 1.00 0.00 
3.867 1.00 0.00 
2.046 1.00 0.00 
0.491 1.00 0.00 
1.700 1.00 0.00 
2.027 1.00 0.00 
0.357 1.00 0.00 
-0.436 1.00 0.00 
-1.855 1.00 0.00 
-2.377 1.00 0.00 
-0.475 1.00 0.00 
-1.041 1.00 0.00 
-1.539 1.00 0.00 
-1.381 1.00 0.00 
-2.089 1.00 0.00 
0.104 1.00 0.00 
0.037 1.00 0.00 
0.528 1.00 0.00 
-1.087 1.00 0.00 
-1.865 1.00 0.00 
-0.267 1.00 0.00 
-2.473 1.00 0.00 
-3.833 1.00 0.00 
-4.783 1.00 0.00 
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735/ 



ATOM 314 


0 


VAL A 


ATOM 315 


CB 


VAL A 


ATOM 316 


CGI 


VAL A 


ATOM 317 


CG2 


VAL A 


ATOM 318 


H 


VAL A 


ATOM 319 


HA 


VAL A 


ATOM 320 


HB 


VAL A 


ATOM 321 


1HG1 VAL A 


ATOM 322 


2HG1 VAL A 


ATOM 323 


3HG1 VAL A 


ATOM 324 


1HG2 VAL A 


ATOM 325 


2HG2 VAL A 


ATOM 326 


3HG2 VAL A 


ATOM 327 


N 


LYS A 


ATOM 328 


CA 


LYS A 


ATOM 329 


C 


LYS A 


ATOM 330 


0 


LYS A 


ATOM 331 


CB 


LYS A 


ATOM 332 


CG 


LYS A 


ATOM 333 


CD 


LYS A 


ATOM 334 


CE 


LYS A 


ATOM 335 


NZ 


LYS A 


ATOM 336 


H 


LYS A 


ATOM 337 


HA 


LYS A 


ATOM 338 


1HB 


LYS A 


ATOM 339 


2HB 


LYS A 


ATOM 340 


1HG 


LYS A 


ATOM 341 


2HG 


LYS A 


ATOM 342 


1HD 


LYS A 



26 143.563 -6.365 

26 145.142 -3.779 

26 145.542 -3.276 

26 145.544 -2.784 

26 143.585 -5.123 

26 143.108 -3.166 

26 145.664 -4.708 

26 145.881 -4.106 

26 146.338 -2.552 

26 144.690 -2.811 

26 145.218 -1.794 

26 146.618 -2.790 

26 145.082 -3.061 

27 142.711 -4.862 
27 142.343 -5.861 
27 143.544 -6.240 
27 143.826 -5.593 
27 141.211 -5.337 
27 139.824 -5.630 
27 138.839 -4.529 
27 137.412 -5.050 
27 137.180 -5.955 
27 142.524 -3.916 
27 142.000 -6.741 
27 141.316 -4.267 
27 141.293 -5.792 
27 139.474 -6.563 
27 139.883 -5.709 
27 138.906 -3.743 



-4.486 1.00 0.00 
-3.889 1.00 0.00 
-5.268 1.00 0.00 
-2.812 1.00 0.00 
-2.005 1.00 0.00 
-4.160 1.00 0.00 
-3.706 1.00 0.00 
-5.870 1.00 0.00 
-5.170 1.00 0.00 
-5.743 1.00 0.00 
-3.097 1.00 0.00 
-2.699 1.00 0.00 
-1.876 1.00 0.00 
-5.928 1.00 0.00 
-6.923 1.00 0.00 
-7.783 1.00 0.00 
-8.793 1.00 0.00 
-7.809 1.00 0.00 
-7.261 1.00 0.00 
-7.622 1.00 0.00 
-7.659 1.00 0.00 
-8.818 1.00 0.00 
-6.107 1.00 0.00 
-6.399 1.00 0.00 
-7.911 1.00 0.00 
-8.785 1.00 0.00 
-7.675 1.00 0.00 
-6.184 1.00 0.00 
-6.886 1.00 0.00 
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ATOM 343 


2HD 


LYS A 


27 


139. 095 


-4.136 


ATOM 344 


1HE 


LYS A 


27 


137. 216 


-5.592 


ATOM 345 


2HE 


LYS A 


27 


136.737 


-4. 209 


ATOM 346 


1HZ 


LYS A 


27 


138. 080 


-6.370 


ATOM 347 


2HZ 


LYS A 


27 


136. 760 


-5.425 


ATOM 348 


3HZ 


LYS A 


27 


136. 531 


-6. 722 


ATOM 349 


N 


GLU A 


28 


144. 248 


-7. 292 


ATOM 350 


CA 


GLU A 


28 


145. 419 


-7. 756 


ATOM 351 


C 


GLU A 


28 


145.464 


-9.280 


ATOM 352 


0 


GLU A 


28 


144. 576 


-9.953 


ATOM 353 


CB 


GLU A 


28 


146. 698 


-7.213 


ATOM 354 


CG 


GLU A 


28 


147. 678 


-6. 624 


ATOM 355 


CD 


GLU A 


28 


147.048 


-5. 559 


ATOM 356 


0E1 


GLU A 


28 .147. 122 


-4.368 


ATOM 357 


0E2 


GLU A 


28 


146. 480 


-5.916 


ATOM 358 


H 


GLU A 


28 


143. 974 


-7. 767 


ATOM 359 


HA 


GLU A 


28 


145. 348 


-7. 381 


ATOM 360 


1HB 


GLU A 


28 


146.432 


-6.442 


ATOM 361 


2HB 


GLU A 


28 


147. 194 


-8.016 


ATOM 362 


1HG 


GLU A 


28 


148. 502 


-6. 180 


ATOM 363 


2HG 


GLU A 


28 


148.049 


-7.417 


ATOM 364 


N 


ASN A 


29 


146. 504 


-9.819 


ATOM 365 


CA 


ASN A 


29 


146. 664 


-11.264 


ATOM 366 


C 


ASN A 


29 146.770 


-11.906 


ATOM 367 


0 


ASN A 


29 


145. 957 


-12.756 


ATOM 368 


CB 


ASN A 


29 


147.905 


-11.598 


ATOM 369 


CG 


ASN A 


29 


147. 568 


-11.905 


ATOM 370 


0D1 


ASN A 


29 


147. 707 


-13.040 


ATOM 371 


ND2 


ASN A 


29 


147. 121 


-10.890 



-8.595 1.00 0.00 
-6.746 1.00 0.00 
-7.728 1.00 0.00 
-9.134 1.00 0.00 
-9.607 1.00 0.00 
-8.548 1.00 0.00 
-7.378 1.00 0.00 
-8.113 1.00 0.00 
-8.158 1.00 0.00 
-7.632 1.00 0.00 
-7.470 1.00 0.00 
-8.470 1.00 0.00 
-9.346 1.00 0.00 
-8.979 1.00 0. 00 
10.400 1.00 0.00 
-6.566 1.00 0.00 
-9.123 1.00 0.00 
-6.762 1.00 0.00 
-6.944 1.00 0.00 
-7.931 1.00 0.00 
-9.103 1.00 0.00 
-8.786 1.00 0.00 
-8.897 1.00 0.00 
-7.515 1.00 0.00 
-7.154 1.00 0.00 
-9.727 1.00 0.00 
-11.173 1.00 0.00 
-11.628 1.00 0.00 
-11.905 1.00 0.00 
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ATOM 372 
ATOM 373 
ATOM 374 
ATOM 375 
ATOM 376 
ATOM 377 
ATOM 378 
ATOM 379 
ATOM 380 
ATOM 381 
ATOM 382 
ATOM 383 
ATOM 384 
ATOM 385 
ATOM 386 
ATOM 387 
ATOM 388 
ATOM 389 
ATOM 390 
ATOM 391 
ATOM 392 
ATOM 393 
ATOM 394 
ATOM 395 
ATOM 396 
ATOM 397 
ATOM 398 
ATOM 399 
ATOM 400 



H ASN A 
HA ASN A 
1HB ASN A 
2HB ASN A 
1HD2 ASN A 
2HD2 ASN A 
N PRO A 



CA 

C 

0 



PRO A 
PRO A 
PRO A 

CB PRO A 

CG PRO A 

CD PRO A 

HA PRO A 

1HB PRO A 

2HB PRO A 

1HG PRO A 

2HG PRO A 

1HD PRO A 

2HD PRO A 

N PRO A 

CA PRO A 

C PRO A 

0 PRO A 

CB PRO A 

CG PRO A 

CD PRO A 

HA PRO A 

1HB PRO A 



29 147.179 
29 145.791 
29 148.582 
29 148.395 
29 147.036 

29 146.896 

30 147.778 
30 147.987 
30 147.010 
30 147.110 
30 149.417 
30 149.612 
30 148.794 
30 147. 919 
30 149.514 
30 150.108 
30 149.261 
30 150.656 
30 148.328 

30 149.413 

31 146.049 
31 145.058 
31 145.678 
31 145.993 
31 144.073 
31 144.865 
31 145.851 
31 144.543 
31 143.707 



-9. 231 
-11.656 
-10. 758 
-12.461 
-10. 013 
-11.059 
-11.503 
-12. 042 
-11.453 
-10. 279 
-11.613 
-10. 350 
-10.492 
-13.119 
-11.450 
-12. 378 

-9. 510 
-10. 228 

-9. 553 
-10.838 
-12.260 
-11.803 
-11.530 
-12.457 
-12. 971 
-14. 165 
-13. 676 
-10.918 
-13.064 



-9. 184 
-9.396 
-9. 706 
-9.300 
-11.476 
-12. 842 
-6.723 
-5. 377 
-4.360 
-4.003 
-5.053 
-5. 820 
-7. 077 
-5, 365 
-3. 989 
-5. 371 
-5. 238 
-6. 065 
-7. 331 
-7. 892 
-3. 875 
-2. 895 
-1.530 
-0. 783 
-2.811 
-3. 217 
-4.241 
-3. 239 
-1.799 



1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 



tBiE#2 003-3083148 



#02002 



-236129 



738/ 



ATOM 401 


2HB 


PRO A 


31 


143.247 • 


-12. 798 


-3.485 1.00 0.00 


ATOM 402 


1HG 


PRO A 


31 


145.383 


-14. 570 


-2.361 1.00 0.00 


ATOM 403 


2HG 


PRO A 


31 


144.213 


-14.909 


-3.651 1.00 0.00 


ATOM 404 


1HD 


PRO A 


31 


146.777 


-14. 227 


-4.165 1.00 0.00 


ATOM 405 


2HD 


PRO A 


31 


145.439 


-13.763 


-5.235 1.00 0.00 


ATOM 406 


N 


PHE A 


32 


145. 851 


-10. 252 


-1.209 1.00 0.00 


ATOM 407 


CA 


PHE A 


32 


146.434 


-9.855 


0.067 1.00 0.00 


ATOM 408 


C 


PHE A 


32 


145.612 


-8.748 


0.720 1.00 0.00 


ATOM 409 


0 


PHE A 


32 


144.860 


-8.042 


0.049 1.00 0.00 


ATOM 410 


CB 


PHE A 


32 


147.877 


-9.388 


-0.130 1.00 0.00 


ATOM 411 


CG 


PHE A 


32 


148.019 


-8. 298 


-1.154 1.00 0.00 


ATOM 412 


CD1 


PHE A 


32 


147. 534 


-7. 025 


-0.902 1.00 0.00 


ATOM 413 


CD2 


PHE A 


32 


148. 640 


-8.547 


-2.368 1.00 0.00 


ATOM 414 


CEl 


PHE A 


'32 147.664 


-6. 020 


-1.841 1.00 0.00 


ATOM 415 


CE2 


PHE A 


32 


148. 773 


-7. 546 


-3.312 1.00 0.00 


ATOM 416 


CZ 


PHE A 


32 


148. 284 


-6. 282 


-3.048 1.00 0.00 


ATOM 417 


H 


PHE A 


32 


145. 580 


-9. 558 


-1.846 1.00 0.00 


ATOM 418 


HA 


PHE A 


32 


146.430 


-10.719 


0.715 1.00 0.00 


ATOM 419 


1HB 


PHE A 


32 


148. 258 


-9.013 


0.808 1.00 0.00 


ATOM 420 


2KB 


PHE A 


32 


148.479 


-10. 226 


-0.449 1.00 0.00 


ATOM 421 


HD1 


PHE A 


32 


147.050 


-6.820 


0.041 1.00 0.00 


ATOM 422 


HD2 


PHE A 


32 


149. 021 


-9. 536 


-2.575 1.00 0.00 


ATOM 423 


HE1 


PHE A 


32 


147. 282 


-5. 032 


-1.634 1.00 0.00 


ATOM 424 


HE2 


PHE A 


32 


149.257 


-7. 753 


-4.255 1.00 0.00 


ATOM 425 


HZ 


PHE A 


32 


148.387 


-5.497 


-3.785 1.00 0.00 


ATOM 426 


N 


TYR A 


33 


145. 762 


-8.603 


2.033 1.00 0.00 


ATOM 427 


CA 


TYR A 


33 


145.034 


-7. 581 


2.776 1.00 0.00 


ATOM 428 


C 


TYR A 


33 


145. 997 


-6. 644 


3.499 1.00 0.00 


ATOM 429 


0 


TYR A 


33 


147. 087 


-7. 049 


3.903 1.00 0.00 



mSE# 20 0 3- 3083148 



#M 2002-236129 



739/ 



ATOM 430 


CB 


TYR A 


ATOM 431 


CG 


TYR A 


ATOM 432 


CD1 


TYR A 


ATOM 433 


CD2 


TYR A 


ATOM 434 


CE1 


TYR A 


ATOM 435 


CE2 


TYR A 


ATOM 436 


CZ 


TYR A 


ATOM 437 


OH 


TYR A 


ATOM 438 


H 


TYR A 


ATOM 439 


HA 


TYR A 


ATOM 440 


1HB 


TYR A 


ATOM 441 


2HB 


TYR A 


ATOM 442 


HD1 


TYR A 


ATOM 443 


HD2 


TYR A 


ATOM 444 


HE1 


TYR A 


ATOM 445 


HE2 


TYR A 


ATOM 446 


HH 


TYR A 


ATOM 447 


N 


GLY A 


ATOM 448 


CA 


GLY A 


ATOM 449 


C 


GLY A 


ATOM 450 


0 


GLY A 


ATOM 451 


H 


GLY A 


ATOM 452 


1HA 


GLY A 


ATOM 453 


2HA 


GLY A 


ATOM 454 


N 


VAL A 


ATOM 455 


CA 


VAL A 


ATOM 456 


C 


VAL A 


ATOM 457 


0 


VAL A 


ATOM 458 


CB 


VAL A 



33 144.087 -8.234 
33 142.732 -8.579 
33 141.918 -7.595 
33 142.269 -9.888 
33 140.679 -7.907 
33 141.032 -10.209 
33 140.241 -9.215 
33 139.009 -9.529 
33 146.377 -9.197 
33 144.454 -7.007 
33 144.533 -9.146 
33 143.933 -7.557 
33 142.264 -6.572 
33 142.890 -10.665 
33 140.061 -7.129 
33 140.689 -11.232 

33 139.108 -9.788 

34 145.588 -5.390 
34 146.426 -4.415 
34 145.678 -3.140 
34 144.607 -2.877 
34 144.709 -5.124 
34 146.802 -4.851 

34 147.260 -4.172 

35 146.244 -2.346 
35 145.624 -1.091 
35 146.363 0.106 
35 147.579 0.065 
35 145.590 -0.957 



3.785 1.00 0.00 
3.208 1.00 0.00 
2.662 1.00 0.00 
3.211 1.00 0.00 
2.134 1.00 0.00 
2.685 1.00 0.00 
2.148 1.00 0.00 
1.623 1.00 0.00 
2.512 1.00 0.00 
2.070 1.00 0.00 
4.150 1.00 0.00 
4.614 1.00 0.00 
2.652 1.00 0.00 
3. 633 1.00 0.00 
1.713 1.00 0.00 
2.695 1.00 0.00 
0.703 1.00 0.00 
3.655 1.00 0.00 
4.328 1.00 0.00 
4.665 1.00 0.00 
4.118 1.00 0.00 
3.312 1.00 0.00 
5.242 1.00 0.00 
3.688 1.00 0.00 
5.568 1.00 0.00 
5.977 1.00 0.00 
5.385 1.00 0.00 
5.197 1.00 0.00 
7.512 1.00 0.00 

U5liE# 2003-3083148 



2002-236129 



^-v: 740/ 



ATOM 


459 


CGI 


VAL A 


35 


147.001 


-0.934 


8.085 


1.00 0.00 


ATOM 


460 


CG2 


VAL A 


35 


144.819 


0.290 


7.924 


1.00 0.00 


ATOM 


461 


H 


VAL A 


35 147.099 


-2.610 


5.969 


1.00 0.00 


ATOM 


462 


HA 


VAL A 


35 


144. 607 


-1.089 


5.613 


1.00 0.00 


ATOM 


463 


HB 


VAL A 


35 


145.078 


-1.818 


7.917 


1.00 0.00 


ATOM 


464 


1HG1 


VAL A 


35 


147.266 


0.078 


8.350 


1.00 0.00 


ATOM 


465 


2HG1 


VAL A 


35 


147. 694 


-1.306 


7.345 


1.00 0.00 


ATOM 


466 


3HG1 


VAL A 


35 


147.042 


-1.560 


8.964 


1.00 0.00 


ATOM 


467 


1HG2 


VAL A 


35 145.219 


1.148 


7.405 


1.00 0.00 


ATOM 


468 


2HG2 


VAL A 


35 


144.916 


0.437 


8.990 


1.00 0.00 


ATOM 


469 


3HG2 


VAL A 


35 


143.777 


0.168 


7.671 


1.00 0.00 


ATOM 


470 


N 


ILE A 


36 


145.621 


1.169 


5.094 


1.00 0.00 


ATOM 


471 


CA 


ILE A 


36 


146.207 


2.375 


4.523 


1.00 0.00 


ATOM 


472 . 


C 


ILE A 


36 


147. 145 


3. 051 


5,518 


.1.00 0. 00 


ATOM 


473 


0 


ILE A 


36 146. 891 


3.051 


6.723 


1.00 o.'oo 


ATOM 


474 


CB 


ILE A 


36 


145. 120 


3.381 


4.093 


1.00 0.00 


ATOM 


475 


CGI 


ILE A 


36 


144.081 


2.694 


3.203 


1.00 0.00 


ATOM 


476 


CG2 


ILE A 


36 


145.747 


4.563 


3.367 


1.00 0.00 


ATOM 


477 


CDl 


ILE A 


36 


142.977 


3.619 


2.739 


1.00 0.00 


ATOM 


478 


H 


ILE A 


36 


144.656 


1.141 


5.267 


1.00 0.00 


ATOM 


479 


HA 


ILE A 


36 


146. 771 


2.090 


3.647 


1.00 0.00 


ATOM 


480 


HB 


ILE A 


36 


144.634 


3.753 


4.981 


1.00 0.00 


ATOM 


481 


1HG1 


ILE A 


36 


144. 572 


2.298 


2.327 


1.00 0.00 


ATOM 


482 


2HG1 


ILE A 


36 


143. 626 


1.883 


3. 753 


1.00 0.00 


ATOM 


483 


1HG2 


ILE A 


36 


144.978 


5.272 


3.103 


1.00 0.00 


ATOM 


484 


2HG2 


ILE A 


36 


146. 239 


4.214 


2.471 


1.00 0.00 


ATOM 


485 


3HG2 


ILE A 


36 


146.472 


5.038 


4. 013 


1.00 0.00 


ATOM 


486 


1HD1 


ILE A 


36 


143.311 


4.643 


2.812 


1.00 0.00 


ATOM 


487 


2HD1 


ILE A 


36 


142. 105 


3.479 


3.360 


1.00 0.00 



HiiE#2 003-3083148 
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^-vl 741/ 



ATOM 488 
ATOM 489 
ATOM 490 
ATOM 491 
ATOM 492 
ATOM 493 
ATOM 494 
ATOM 495 
ATOM 496 
ATOM 497 
ATOM 498 
ATOM 499 
ATOM 500 
ATOM 501 
ATOM 502 
ATOM 503 
ATOM 504 
ATOM 505 
ATOM 506 
ATOM 507 
ATOM 508 
ATOM 509 
ATOM 510 
ATOM 511 
ATOM 512 
ATOM 513 
ATOM 514 
ATOM 515 
ATOM 516 



3HD1 


ILE 


A 


36 


N 


ARG 


A 


37 


CA 


ARG 


A 


37 


C 


ARG 


A 


37 


0 


ARG 


A 


37 


CB 


ARG 


A 


37 


CG 


ARG 


A 


37 


CD 


ARG 


A 


37 


NE 


ARG 


A 


37 


CZ 


ARG 


A 


37 


NH1 


ARG 


A 


37 


NH2 


ARG 


A 


37 


H 


ARG 


A 


37 


HA 


ARG 


A 


37 


1HB 


ARG 


A 


37 


2HB 


ARG 


A 


37 


1HG 


ARG 


A 


37 


2HG 


ARG 


A 


37 


1HD 


ARG 


A 


37 


2HD 


ARG 


A 


37 


HE 


ARG 


A 


37 


1HH1 ARG 


A 


37 


2HH1 ARG 


A 


37 


1HH2 ARG 


A 


37 


2HH2 


ARG 


A 


37 


N 


TRP 


A 


38 


CA 


TRP 


A 


38 


C 


TRP 


A 


38 


0 


TRP 


A 


38 



142. 728 3. 394 

148.228 3.626 

149.204 4.304 

149.446 5.729 

149. 122 6. 695 

150. 523 3. 529 

150.357 2.054 

150.282 1.811 

149. 059 2. 357 

148. 901 2. 596 

149.884 2.341 

147. 755 3. 094 

148. 374 3. 592 

148,808 4.340 

150.989 3.617 

151.174 3.964 

149.445 1.696 

151.200 1.511 

150. 312 0. 748 

151.134 2.279 

148. 317 2. 555 

150.750 1.966 

149. 759 2. 524 

147. 012 3. 289 

147. 636 3. 274 

150. 018 5. 857 

150. 303 7. 167 

149. 570 7. 354 

149.606 6.486 



1.711 1.00 0.00 
5.006 1.00 0.00 
5.850 1.00 0.00 
5.366 1.00 0.00 
6.059 1.00 0.00 
5.865 1.00 0.00 
6.182 1.00 0.00 
7.681 1.00 0.00 
8.264 1.00 0.00 
9.564 1.00 0.00 
10.419 1.00 0.00 
10.011 1.00 0.00 
4.037 1.00 0.00 
6.853 -1.00 0.00 
4.894 1.00 0.00 
6.608 1.00 0.00 
5.725 1.00 0.00 
5.780 1.00 0.00 
7.862 1.00 0.00 
8.150 1.00 0.00 
7.656 1.00 0.00 
10.088 1.00 0.00 
11.393 1.00 0.00 
9.372 1.00 0.00 
10.988 1.00 0.00 
4.174 1.00 0.00 
3.600 1.00 0.00 
2.273 1.00 0.00 
1.403 1.00 0.00 



miiE# 2003-3083148 
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^-v: 742/ 



ATOM 517 


CB 


TRP A 


ATOM 518 


CG 


TRP A 


ATOM 519 


CD1 


TRP A 


ATOM 520 


CD2 


TRP A 


ATOM 521 


NE1 


TRP A 


ATOM 522 


CE2 


TRP A 


ATOM 523 


CE3 


TRP A 


ATOM 524 


CZ2 


TRP A 


ATOM 525 


CZ3 


TRP A 


ATOM 526 


CH2 


TRP A 


ATOM 527 


H 


TRP A 


ATOM 528 


HA 


TRP A 


ATOM 529 


1HB 


TRP A 


ATOM 530 


2HB 


*TRP A 


ATOM 531 


HD1 


TRP A 


ATOM 532 


HE1 


TRP A 


ATOM 533 


HE3 


TRP A 


ATOM 534 


HZ2 


TRP A 


ATOM 535 


HZ3 


TRP A 


ATOM 536 


HH2 


TRP A 


ATOM 537 


N 


ILE A 


ATOM 538 


CA 


ILE A 


ATOM 539 


C 


ILE A 


ATOM 540 


0 


ILE A 


ATOM 541 


CB 


ILE A 


ATOM 542 


CGI 


ILE A 


ATOM 543 


CG2 


ILE A 


ATOM 544 


CD1 


ILE A 


ATOM 545 


H 


ILE A 



38 151.811 7.343 

38 152.167 8.555 

38 152.439 9.807 

38 152.280 8.629 

38 152.716 10.655 

38 152.626 9.954 

38 152.126 7.701 

38 152.817 10.374 

38 152.317 8.119 

38 152.659 9.445 

38 150.254 5.050 

38 149.955 7.915 

38 152.290 7.435 

38 152.202 .6.474 

38 152.434 10.079 

38 152.942 11.605 

38 151.862 6.676 

38 153.078 11.394 

38 152.201 7.416 

38 152.798 9.727 

39 148.917 8.501 
39 148.186 8.818 
39 148.671 10.138 
39 148.372 11.210 
39 146.670 8.909 
39 146.190 7.688 
39 145.914 9.031 
39 144.834 7.878 
39 148.935 9.157 



3.394 1.00 0.00 
2.584 1.00 0.00 
3.055 1.00 0.00 
1.158 1.00 0.00 
2.009 1.00 0.00 
0.834 1.00 0.00 
0.124 1.00 0.00 
-0.480 1.00 0.00 
-1.180 1.00 0.00 
-1.472 1.00 0.00 
3.669 1.00 0.00 
4.296 1.00 0.00 
4.358 1.00 0.00 
2. 885 1.00 0.00 
4.100 1.00 0.00 
2.091 1.00 0.00 
0.329 1.00 0.00 
-0.723 1.00 0.00 
-1.991 1.00 0.00 
-2.506 1.00 0.00 
2.127 1.00 0.00 
0.908 1.00 0.00 
0.321 1.00 0.00 
0.847 1.00 0.00 
1.166 1.00 0.00 
1.952 1.00 0.00 
-0.149 1.00 0.00 
2.597 1.00 0.00 
2.857 1.00 0.00 

ffi!E#2 003-3083148 
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I 743/ 



ATOM 546 


HA 


ILE A 


ATOM 547 


HB 


ILE A 


ATOM 548 


1HG1 


ILE A 


ATOM 549 


2HG1 


ILE A 


ATOM 550 


1HG2 


ILE A 


ATOM 551 


2HG2 


ILE A 


ATOM 552 


3HG2 


ILE A 


ATOM 553 


1HD1 


ILE A 


ATOM 554 


2HD1 


ILE A 


ATOM 555 


3HD1 


ILE A 


ATOM 556 


N 


GLY A 


ATOM 557 


CA 


GLY A 


ATOM 558 


C 


GLY A. 


ATOM 559 


0 


GLY*A 


ATOM 560 


H v GLY A 


ATOM 561 


1HA 


GLY A 


ATOM 562 


2HA 


GLY A 


ATOM 563 


N 


GLN A 


ATOM 564 


. CA 


GLN A 


ATOM 565 


C 


GLN A 


ATOM 566 


0 


GLN A 


ATOM 567 


CB 


GLN A 


ATOM 568 


CG 


GLN A 


ATOM 569 


CD 


GLN A 


ATOM 570 


0E1 


GLN A 


ATOM 571 


NE2 


GLN A 


ATOM 572 


H 


GLN A 


ATOM 573 


HA 


GLN A 


ATOM 574 


1HB 


GLN A 



39 148.365 8.027 

39 146.478 9.800 

39 146.124 6.842 

39 146.901 7.469 

39 146.209 9.940 

39 144.853 9.054 

39 146.147 8.182 

39 144.207 7.029 

39 144.375 8.777 

39 144.953 7.966 

40 149.430 10.056 
40 149.949 11.255 
40 150.476 11.005 
40 i50.229 9.951 
40 149. 641 9. 176 
40 149.161 11.991 

40 150.750 11.647 

41 151.202 11.981 
41 151.768 11.874 
41 153.268 12.169 
41 153.680 13.290 
41 151.058 12.843 
41 149.543 12.769 
41 148.888 14.133 
41 148.913 14.900 
41 148.296 14.444 
41 151.360 12.796 
41 151.612 10.865 
41 151.361 13.850 



0.193 1.00 0.00 
1.746 1.00 0.00 
1.286 1.00 0.00 
2.735 1.00 0.00 
-0.650 1.00 0.00 
0.047 1.00 0.00 
-0.776 1.00 0.00 
2.372 1.00 0.00 
2.211 1.00 0.00 
3.666 1.00 0.00 
-0.768 1.00 0.00 
-1.397 1.00 0.00 
-2.796 1.00 0.00 
-3.382 1.00. 0.00 
-1.144 1.00 0.00 
-1.449 1.00 0.00 
-0.788 1.00 0.00 . 
-3.330 1.00 0.00 
-4.667 1.00 0.00 
-4.645 1.00 0.00 
-4.342 1.00 0.00 
-5.612 1.00 0.00 
-5.531 1.00 0.00 
-5.604 1.00 0.00 
-4.641 1.00 0.00 
-6.750 1.00 0.00 
-2. 811 1. 00 0. 00 
-5.016 1.00 0.00 
-5.368 1.00 0.00 

fctiSE# 2003-3083148 



ATOM 575 


2HB 


GLN A 


ATOM 576 


1HG 


GLN A 


ATOM 577 


2HG 


GLN A 


ATOM 578 


1HE2 GLN A 


ATOM 579 




PT \T A 

GLN A 


ATOM 580 


M 

JM 


"DDA A 

PRO A 


ATOM 581 


PA 

LA 


PRO A 


ATOM 582 


L 


"DDA A 

PRO A 


ATOM 583 


a 
0 


PRO A 


ATOM 584 


pr> 


PRO A 


ATOM 585 


pp 


PRO A 


ATOM 586 


CD 


PRO A 


ATOM 587 


HA 


PRO A 


ATOM 588 


i t m 

1HB 


P RO A 


ATOM 589 




nnA a 

PRO A 


ATOM 590 


1 TJP 

1HG 


nnA A 

PRO A 


ATOM 591 


OUP 

2H(j 


nnA a 

PRO A 


ATOM 592 


inn 


T)T>A A 

PRO A 


ATOM 593 


Zrlu 


"DDA A 
PRO A 


ATOM 594 


N 


nnA a 

PRO A 


ATOM 595 


P A 

LA 


PRO A 


ATOM 596 


C 


PRO A 


ATOM 597 


0 


PRO A 


ATOM 598 


CB 


PRO A 


ATOM 599 


CG 


PRO A 


ATOM 600 


CD 


PRO A 


ATOM 601 


HA 


PRO A 


ATOM 602 


1HB 


PRO A 


ATOM 603 


2HB 


PRO A 





2 0 0 2 


-236 


41 


151.356 


12. 623 


41 


149. 179 


12. 169 


41 


149. 266 


12. 302 


41 


148. 315 


13. 784 


41 


147. 866 


15.321 


42 154.108 


11.168 


42 155.566 


11.336 


42 


156.014 


12. 453 


42 


155. 280 


12.847 


42 


156. 085 


9.983 


42 154.986 


9.022 


42 


153.712 


9.798 


42 


155.947 


11.528 


42 156.287" 


10.038 


42 


156. 989 


9.723 


42 


155. 017 


8. 199 


42 


155.077 


8.659 


42 


153. 374 


9.759 


42 


152. 951 


9.422 


43 


157.233 


12.979 


43 


157. 777 


14.056 


43 


158. 155 


13.574 


43 


159.298 


13. 186 


43 


159. 025 


14.499 


43 


159.441 


13.297 


43 


158. 174 


12.565 


43 


157. 087 


14.882 


43 


159. 788 


14.801 


43 158.777 


15. 322 



12 9 

-6.624 1.00 0.00 
-6.352 1.00 0.00 
-4.597 1.00 0.00 
-7.474 1.00 0.00 
-6.827 1.00 0.00 
-4.962 1.00 0.00 
-4.971 1.00 0.00 
-5.908 1.00 0.00 
-6.814 1.00 0.00 
-5.467 1.00 0.00 
-5.171 1.00 0.00 
-5.334 1.00 0.00 
-3.978 1.00 0.00 
-6.527 1.00 0.00 
-4.936 1.00 0.00 
-5.869 1.00 0.00 
-4.157 1.00 0.00 
-6.360 1.00 0.00 
-4.667 1.00 0.00 
-5.702 1.00 0.00 
-6.534 1.00 0.00 
-7.929 1.00 0.00 
-8.174 1.00 0.00 
-5.769 1.00 0.00 
-4.994 1.00 0.00 
-4.644 1.00 0.00 
-6.614 1.00 0.00 
-6.470 1.00 0.00 
-5.117 1.00 0.00 



^--Jl 744/ 



ffi!E# 2 0 0 3 



-3083148 



#M 2002-236129 



^-v ! 745/ 



ATOM 604 


1HG 


PRO A 


43 


160. 079 


12. 671 


ATOM 605 


2HG 


PRO A 


43 159.957 


13. 601 


ATOM 606 


1HD 


PRO A 


43 


158. 335 


11.498 


ATOM 607 


2HD 


PRO A 


43 


157. 817 


12. 873 


ATOM 608 


N 


GLY A 


A A 

44 


157. 190 


13. 600 


ATOM 609 


CA 


GLY A 


A A 

44 


157.445 


13. 163 


ATOM 610 


C 


GLY A 


44 


156. 181 


12. 744 


ATOM 611 


0 


GLY A 


A A 

44 


155. 911 


13.204 


ATOM 612 


H 


GLY A 


A A 

44 


156. 298 


13.919 


ATOM 613 


1HA 


GLY A 


A A 

44 


157. 907 


13.971 


ATOM 614 


2HA 


GLY A 


A A 

44 


158. 126 


12. 325 


ATOM 615 


N 


LEU A 


45 


155.404 


11.870 


ATOM 616 


CA 


LEU A 


45 


154. 160 


11.392 


.ATOM 617 


G 


LEU A 


45 


152.973 


11.708 


ATOM 618 


0 


LEU A 


45 


152. 855 


11.166 


ATOM 619 


CB 


LEU A 


45 


154. 235 


9.885 


ATOM 620 


CG 


LEU A 


45 154.759 


9.057 


ATOM 621 


CD1 


LEU A 


45 


154. 329 


7.602 


ATOM 622 


CD2 


LEU A 


45 


156. 276 


9.165 


ATOM 623 


H 


LEU A 


45 


155. 669 


11.540 


ATOM 624 


HA 


LEU A 


45 


154. 026 


11.899 


ATOM 625 


1HB 


LEU A 


45 


153.244 


9.533 


ATOM 626 


2HB 


LEU A 


45 


154. 882 


9.715 


ATOM 627 


HG 


LEU A 


45 


154. 340 


9.444 


ATOM 628 


1HD1 LEU A 


45 


153. 655 


7.351 


ATOM 629 


2HD1 LEU A 


45 


155. 198 


6.963 


ATOM 630 


3HD1 LEU A 


45 


153. 827 


7.460 


ATOM 631 


1HD2 LEU A 


45 156.700 


8.182 


ATOM 632 


2HD2 LEU A 


45 156.541 


9.792 



-5.601 1.00 0.00 
-4.095 1.00 0.00 
-4.668 1.00 0.00 
-3.672 1.00 0.00 
-8.840 1.00 0.00 
10.199 1.00 0.00 
10.922 1.00 0.00 
12.031 1.00 0.00 
-8.589 1.00 0.00 
10.745 1.00 0.00 
10.175 1.00 0.00 
10.292 1.00 0.00 
•10.885 1.00 0.00 
-9.985 1.00 0.00 
-8.887 1.00 0.00 
-11.138 1.00 0.00 
-9.963 1.00 0.00 
-10.098 1.00 0.00 
-9.870 1.00 0.00 
-9.406 1.00 0.00 
-11.829 1.00 0.00 
-11.385 1.00 0.00 
-11.985 1.00 0.00 
-9.045 1.00 0.00 
-9.292 1.00 0.00 
-10.053 1.00 0.00 
-11.044 1.00 0.00 
-9.733 1.00 0.00 
-9.032 1.00 0.00 



mSE# 2003-3083148 



#112 0 0 2 



-236129 



746/ 



ATOM 


633 


3HD2 


LEU 


A 


45 


156.661 


9.600 


-10. 781 


1.00 


0.00 


ATOM 


634 


N 


ASN 


A 


46 


152. 092 


12.585 


-10.453 


1.00 


0.00 


ATOM 


635 


CA 


ASN 


A 


46 


150.917 


12.960 


-9. 678 


1.00 


0.00 


ATOM 


636 


C 


ASN 


A 


46 


149. 897 


11.827 


-9. 676 


1.00 


0.00 


ATOM 


637 


0 


ASN 


A 


46 


149. 248 


11.560 


-10. 688 


1.00 


0.00 


ATOM 


638 


CB 


ASN 


A 


46 


150. 287 


14.231 


-10. 253 


1.00 


0.00 


ATOM 


639 


CG 


ASN 


A 


46 


149. 594 


15.064 


-9. 194 


1.00 


0.00 


ATOM 


640 


0D1 


ASN 


A 


46 


150.201 


15.450 


-8. 195 


1.00 


0.00 


ATOM 


641 


ND2 


ASN 


A 


46 


148. 314 


15.348 


-9.407 


1.00 


0.00 


ATOM 


642 


H 


ASN 


A 


46 


152. 233 


12. 986 


-11.337 


1.00 


0.00 


ATOM 


643 


HA 


ASN 


A 


46 


151.232 


13. 150 


-8. 662 


1.00 


0.00 


ATOM 


644 


1HB 


ASN 


A 


46 


151.059 


14. 833 


-10. 709 


1.00 


0.00 


ATOM 


645 


2HB 


ASN 


A 


46 


149.560 


13.957 


-11.002 


1.00 


0.00 


ATOM 


646 


1HD2 


ASN 


A 


46 147.894 


15. 007 


-10.225 


1.00 


0.00 


ATOM 


647 


2HD2 


ASN 


A 


46 


147.841 


15. 886 


-8. 738 


1.00 


0.00 


ATOM 


648 


N 


GLU 


A 


47 


149.764 


11. 164 


-8. 533 


1.00 


0.00 


ATOM 


649 


CA 


GLU 


A 


47 


148.825 


10.057 


-8. 394 


1.00 


0.00 


ATOM 


650 


C 


GLU 


A 


47 


148. 632 


9.691 


-6. 927 


1.00 


0.00 


ATOM 


651 


0 


GLU 


A 


47 


149. 588 


9.338 


-6.237 


1.00 


0.00 


ATOM 


652 


CB 


GLU 


A 


47 


149.318 


8.836 


-9. 176 


1.00 


0.00 


ATOM 


653 


CG 


GLU 


A 


47 


150.823 


8.625 


-9. 095 


1.00 


0.00 


ATOM 


654 


CD 


GLU 


A 


47 


151.334 


7.670 


-10. 157 


1.00 


0.00 


ATOM 


655 


0E1 


GLU 


A 


47 


151.504 


8. 106 


-11.316 


1.00 


0.00 


ATOM 


656 


0E2 


GLU 


A 


47 


151. 564 


6.487 


-9. 830 


1.00 


0.00 


ATOM 


657 


H 


GLU 


A 


47 


150.311 


11.425 


-7. 764 


1.00 


0.00 


ATOM 


658 


HA 


GLU 


A 


47 


147.877 


10. 375 


-8. 802 


1.00 


0.00 


ATOM 


659 


1HB 


GLU 


A 


47 


148.833 


7.955 


-8. 786 


1.00 


0.00 


ATOM 


660 


2HB 


GLU 


A 


47 


149.049 


8.956 


-10.215 


1.00 


0.00 


ATOM 


661 


1HG 


GLU 


A 


47 


151.315 


9.577 


-9. 225 


1.00 


0.00 



miiE# 2003-3083148 



#0 2002-236129 



747/ 



ATOM 662 
ATOM 663 
ATOM 664 
ATOM 665 
ATOM 666 
ATOM 667 
ATOM 668 
ATOM 669 
ATOM 670 
ATOM 671 
ATOM 672 
ATOM 673 
ATOM 674 
ATOM 675 
ATOM 676 
ATOM 677 
ATOM 678 
ATOM 679 
ATOM 680 
ATOM 681 
ATOM 682 
ATOM 683 
ATOM 684 
ATOM 685 
ATOM 686 
ATOM 687 
ATOM 688 
ATOM 689 
ATOM 690 



2HG GLU A 
N VAL A 
CA VAL A 
C VAL A 
0 VAL A 
CB VAL A 
CGI VAL A 
CG2 VAL A 
H VAL A 
HA VAL A 
HB VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N LEU A 



CA 
C 
0 
CB 



LEU A 
LEU A 
LEU A 
LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 



47 151.067 

48 147.394 
48 147.090 
48 147.386 
48 146.588 
48 145.617 
48 145.372 
48 145.225 
48 146.669 
48 147.715 
48 144.999 
48 144.386 
48 146.111 
48 145.443 
48 144. 827 
48 146.096 

48 144.476 

49 148.540 
49 148.943 
49 148.854 
49 149.567 
49 150.369 
49 150.575 
49 152.038 
49 150.086 
49 149.136 
49 148.269 
49 151.033 
49 150.642 



8.224 
9.770 
9.436 
7.966 
7.090 
9.726 
9.565 
11.120 
10. 052 
10.046 
9.009 
9.932 
10. 129 
8.522 
11.066 
11.759 
11.525 
7.705 
6.339 
6.082 
6.701 
6.080 
6.243 
6.510 
. 5.007 
8.445 
5.669 
6.764 
5.071 



-8. 123 
-6.455 
-5.070 
-4. 794 
-5. 124 
-4. 729 
-3. 236 
-5. 195 
-7.051 
-4.434 
-5.251 
-2. 992 
-2.688 
-2.970 
-6. 197 
-5. 187 
-4.530 
-4. 191 
-3. 876 
-2.378 
-1.587 
-4.366 
-5.874 
-6. 186 
-6.614 
-3.954 
-4. 385 
-3.857 
-4.095 



1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0. 00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1. 00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 



mfl# 2003-3083148 



<&m 2002-236129 



748/ 



ATOM 


691 


HG 


LEU 


A 


49 


150.000 


7.090 


ATOM 


692 


JLJUJ1 L/TjU 


A 


49 


152.291 


6.063 


ATOM 


693 


9T4H1 T T?TT 


A 


49 


152.657 


6.081 


ATOM 


694 


3HD1 LEU 


A 


49 


152. 208 


7.576 


ATOM 


695 


1HD2 LEU 


A 


49 


149.062 


5.156 


ATOM 


696 


2HD2 LEU 


A 


49 


150. 143 


4.150 


ATOM 


697 


3HD2 LEU 


A 


49 


150.704 


4.840 


ATOM 


698 


JN 


AT A 

ALA 


A 


50 


147.974 


5.167 


ATOM 


699 


LA 


AT A 

ALA 


A 


50 


147.792 


4.831 


ATOM 


700 


n 
t 


AT A 

ALA 


A 


50 


148. 688 


3.666 


ATOM 


701 


U 


AT A 

ALA 


A 


50 


148.525 


2.546 


ATOM 


702 


PT3 


AT A 

ALA 


A 


50 


146.333 


4.503 


ATOM 


703 


TJ 

n 


AT A 

ALA 


A 


50 


147.433 


4.707 


ATOM 


704 


TJ A - 

HA 


AT A 

ALA 


A 


50 


148.061 


5 . 700 


ATOM 


705 


1 LTD 

lriD 


AT A 

ALA 


A 


50 


146.211 


3.432 


ATOM 


706 


OLID 


AT A 

ALA 


A 


50 


145.718 


4.888 


ATOM 


707 


QTJD 

ono 


AT A 

ALA 


A 


50 


146.036 


4.956 


ATOM 


708 


JN 


PT V 


A 


51 


149. 636 


3.935 


ATOM 


709 


CA 


GLY 


A 


51 


150. 544 


2.898 


ATOM 


710 


c 


GLY 


A 


51 


149.868 


1.892 


ATOM 


711 


0 


GLY 


A 


51 


149.409 


2.241 


ATOM 


712 


H 


GLY 


A 


51 


149.719 


4.845 


ATOM 


713 


1HA 


GLY 


A 


51 


150. 938 


2.379 


ATOM 


714 


2HA 


GLY 


A 


51 


151.361 


3.359 


ATOM 


715 


N 


LEU 


A 


52 


149. 805 


0.641 


ATOM 


716 


CA 


LEU 


A 


52 


149. 180 


-0.418 


ATOM 


717 


C 


LEU 


A 


52 


150. 233 


-1.315 


ATOM 


718 


0 


LEU 


A 


52 


151.307 


-1.530 


ATOM 


719 


CB 


LEU 


A 


52 


148. 252 


-1.254 



-6.218 1.00 0.00 

-7.136 1.00 0.00 

-5.411 1.00 0.00 

-6.233 1.00 0.00 

-6.924 1.00 0.00 

-5.959 1.00 0.00 

-7.482 1.00 0.00 

-1.992 1.00 0.00 

-0.587 1.00 0.00 

-0.182 1.00 0.00 

-0.669 1.00 0.00 

-0.306 1.00 0.00 

-2.668 1.00 0.00 

-0.004 1.00 0. 00 

-0.242 1.00 0.00 

-1.105 1.00 0.00 

0.628 1.00 0.00 
0.710 1.00 0.00 

1.164 1.00 0.00 

2.075 1.00 0.00 

3.164 1.00 0.00 

1.063 1.00 0.00 

0.303 1.00 0.00 

1.699 1.00 0.00 
1.630 1.00 0.00 

2.412 1.00 0.00 

3.054 1.00 0.00 

2.492 1.00 0.00 

1.528 1.00 0.00 



fcbfiE# 2003-3083148 
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749/ 



ATOM 720 


CG 


LEU A 


52 


147. 044 


-0. 503 


0.965 1.00 0.00 


ATOM 721 


CD1 


LEU A 


52 


146.417 


-1.283 


-0. 179 1. 00 0. 00 


ATOM 722 


CD2 


LEU A 


52 


146. 020 


-0.245 


2.061 1.00 0.00 


ATOM 723 


H 


LEU A 


52 


150. 189 


0.427 


0.754 1.00 0.00 


ATOM 724 


HA 


LEU A 


52 


148. 597 


0.047 


3.193 1.00 0.00 


ATOM 725 


1HB 


LEU A 


52 


148. 829 


-1.639 


0.700 1.00 0.00 


ATOM 726 


2HB 


LEU A 


52 


147. 889 


-2. 088 


2.110 1.00 0.00 


ATOM 727 


HG 


LEU A 


52 


147. 370 


0.453 


0.579 1.00 0.00 


ATOM 728 


1HD1 


LEU A 


52 


145. 575 


-0. 733 


-0.572 1.00 0.00 


A /TVM # nnA 

ATOM 729 


2HD1 


LEU A 


52 


146. 083 


-2.245 


0.181 1.00 0.00 


ATOM 730 


3HD1 


LEU A 


52 


147. 149 


-1.426 


-0.960 1.00 0.00 


ATOM 731 


1HD2 


LEU A 


52 


146.499 


0.255 


2.889 1.00 0.00 


ATOM 732 


2HD2 


LEU A 


52 


145. 608 


-1. 185 


2.397 1.00 0.00 


ATOM 733 


3HD2 


LEU A 


52 


145. 228 


Q.377 


, 1. 673 .1.00 0. 00 


ATOM 734 


N 


GLU A 


53 


149. 920 


-1.837 


4.235 1.00 0.00 


ATOM 735 


CA 


GLU A 


53 


150.839 


-2. 711 


4.955 1.00 0.00 


ATOM 736 


C 


GLU A 


53 


150.313 


-4.142 


4.991 1.00 0.00 


ATOM 737 


0 


GLU A 


53 


149. 343 


-4. 440 


5.687 1.00 0.00 


ATOM 738 


CB 


GLU A 


53 


151.054 


-2. 198 


6.380 1.00 0.00 


ATOM 739 


CG 


GLU A 


53 


152. 076 


-3. 001 


7.168 1.00 0.00 


ATOM 740 


CD 


GLU A 


53 


151.719 


-3. 118 


8.637 1.00 0.00 


A TVM I n A t 

ATOM 741 


0E1 


GLU A 


53 


150. 550 


-3.430 


8.941 1.00 0.00 


ATOM 742 


0E2 


GLU A 


53 


152.611 


-2. 896 


9.484 1.00 0.00 


ATOM 743 


H 


GLU A 


53 


149. 049 


-1.629 


4.633 1.00 0.00 


A TVM t i—r a A 

ATOM 744 


HA 


GLU A 


53 


151.784 


-2. 700 


4.431 1.00 0.00 


ATOM 745 


1HB 


GLU A 


53 


151.391 


-1.173 


6.335 1.00 0.00 


ATOM 746 


2HB 


GLU A 


53 


150. 113 


-2. 236 


6.909 1.00 0.00 


ATOM 747 


1HG 


GLU A 


53 


152. 135 


-3. 995 


6.748 1.00 0.00 


ATOM 748 


2HG 


GLU A 


53 


153. 039 


-2. 518 


7.082 1.00 0.00 



tfcJi£# 2003-3083148 
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^-v : 750/ 



ATOM 


749 


N 


LEU 


A 


54 


150. 962 


-5. 024 


4.237 


1.00 0.00 


ATOM 


750 


CA 


LEU 


A 


54 


150. 559 


-6.425 


4.184 


1.00 0.00 


ATOM 


751 


C 


LEU 


A 


54 


150. 879 


-7. 133 


5.496 


1.00 0.00 


ATOM 


752 


0 


LEU 


A 


54 


151.963 


-6. 967 


6.054 


1.00 0.00 


ATOM 


753 


CB 


LEU 


A 


54 


151.260 


-7. 134 


3.023 


1.00 0.00 


ATOM 


754 


CG 


LEU 


A 


54 


151.173 


-6.415 


1.676 


1.00 0.00 


ATOM 


755 


CD1 


LEU 


A 


54 


152.099 


-7.067 


0.662 


1.00 0.00 


ATOM 


756 


CD2 


LEU 


A 


54 


149. 740 


-6.410 


1.167 


1.00 0.00 


ATOM 


757 


H 


LEU 


A 


54 


151. 728 


-4. 727 


3.704 


1.00 0.00 


ATOM 


758 


HA 


LEU 


A 


54 


149. 492 


-6.457 


4.021 


1.00 0.00 


ATOM 


759 


1HB 


LEU 


A 


54 


152. 303 


-7. 253 


3.279 


1.00 0.00 


ATOM 


760 


2HB 


LEU 


A 


54 


150. 821 


-8. 114 


2.910 


1.00 0.00 


ATOM 


761 


HG 


LEU 


A 


54 


151. 487 


-5. 389 


1.803 


1.00 0.00 


ATOM 


762\. 


1HD1 


LEU 


A. 


54 


152.425 


« 

-6.328 


^0.056 


1. 00 0.00 


ATOM 


763 


2HD1 


LEU 


A 


54 


151. 572 


-7. 857 


0.149 


1.00 0.00 


ATOM 


764 


3HD1 


LEU 


A 


54 


152. 958 


-7.479 


1.171 


1.00 0.00 


ATOM 


765 


1HD2 


LEU 


A 


54 


149. 733 


-6.184 


0.111 


1.00 0.00 


ATOM 


766 


2HD2 


LEU 


A 


54 


149. 172 


-5.661 


1.699 


1.00 0.00 


ATOM 


767 


3HD2 


LEU 


A 


54 


149. 297 


-7. 381 


1.331 


1.00 0.00 


ATOM 


768 


N 


GLU 


A 


55 


149. 927 


-7. 923 


5.983 


1.00 0.00 


ATOM 


769 


CA 


GLU 


A 


55 


150. 107 


-8. 656 


7.231 


1.00 0.00 


ATOM 


770 


C 


GLU 


A 


55 


151. 145 


-9. 762 


7.068 


1.00 0.00 


ATOM 


771 


0 


GLU 


A 


55 


151. 941 


-10.018 


7.971 


1.00 0.00 


ATOM 


772 


CB 


GLU 


A 


55 


148. 777 


-9. 253 


7.693 


1.00 0.00 


ATOM 


773 


CG 


GLU 


A 


55 


147. 874 


-8.254 


8.399 


1.00 0.00 


ATOM 


774 


CD 


GLU 


A 


55 


146.405 


-8. 609 


8.276 


1.00 0.00 


ATOM 


775 


0E1 


GLU 


A 


55 


146. 074 


-9.809 


8.379 


1.00 0.00 


ATOM 


776 


0E2 


GLU 


A 


55 


145. 587 


-7. 687 


8.079 


1.00 0.00 


ATOM 


777 


H 


GLU 


A 


55 


149. 084 


-8.014 


5.493 


1.00 0.00 



fctJ!iE# 2003-3083148 



mm 2002-236129 



^-v: 751/ 



ATOM 778 
ATOM 779 
ATOM 780 
ATOM 781 
ATOM 782 
ATOM 783 
ATOM 784 
ATOM 785 
ATOM 786 
ATOM 787 
ATOM 788 
ATOM 789 
ATOM 790 
ATOM. 791 
ATOM 792' 
ATOM 793 
ATOM 794 
ATOM 795 
ATOM 796 
ATOM 797 
ATOM 798 
ATOM 799 
ATOM 800 
ATOM 801 
ATOM 802 
ATOM 803 
ATOM 804 
ATOM 805 
ATOM 806 



HA GLU A 
1HB GLU A 
2HB GLU A 
1HG GLU A 
2HG GLU A 
N ASP A 
CA ASP A 
C ASP A 
ASP A 
ASP A 
CG ASP A 
0D1 ASP A 
0D2 ASP A 
ASP A 
ASP A 
1HB ASP A 
2HB ASP A 
GLU A 



0 
CB 



H 
HA 



N 
CA 
C 
0 



GLU A 
GLU A 
GLU A 
CB GLU A 
CG GLU A 
CD GLU A 
0E1 GLU A 
0E2 GLU A 
H GLU A 
HA GLU A 
1KB GLU A 



55 150.457 
55 148.249 
55 148.978 
55 148.136 

55 148.031 

56 151.131' 
56 152.071 
56 153.436 
56 153.564 
56 151.531 
56 150.706 
56 149.498 
56 151.266 
•56 150,472 
56 152.181 
56 150.910 

56 152.361 

57 154.450 
57 155.806 
57 156.388 
57 156.885 
57 156.703 
57 156.726 
57 158.025 
57 158.589 
57 158.478 
57 154.285 
57 155.760 
57 156.352 



-7.958 7.978 1.00 0.00 

-9.636 6.832 1.00 0.00 

-10.067 8.373 1.00 0.00 

-8.228 9.445 1.00 0.00 

-7.277 7.964 1.00 0.00 

-10.414 5.910 1.00 0.00 

-11.493 5.629 1.00 0.00 

-10.937 5.235 1.00 0.00 

-10.234 4.232 1.00 0.00 

-12.390 4.514 1.00 0.00 

-13.544 5.048 1.00 0.00 

-13.344 5.299 1.00 0.00 

-14.647 5.216 1.00 0.00 

-10.164 5. 228 1.00 0.00 

-12.079 6.529 1.00 0.00 

-11.802 3.855 1.00 0.00 

-12.794 3.952 1.00 0.00 

-11.257 6.030 1.00 0.00 

-10.789 5.765 1.00 0.00 

-11.479 4.536 1.00 0.00 

-12.602 4.617 1.00 0.00 

-11.045 6.978 1.00 0.00 

-9.893 7.971 1.00 0.00 

-9.819 8.748 1.00 0.00 

-8.710 8.857 1.00 0.00 

-10.870 9.247 1.00 0.00 

-11.820 6.814 1.00 0.00 

-9.727 5.580 1.00 0.00 

-11.927 7.492 1.00 0.00 



ffiiE# 2003-3083148 



&m 2002-236129 



^-v I 752/ 



ATOM 807 


2HB 


GLU A 


ATOM 808 


1HG 


GLU A 


ATOM 809 


2HG 


GLU A 


ATOM 810 


N 


CYS A 


ATOM 811 


CA 


CYS A 


ATOM 812 


C 


CYS A 


ATOM 813 


0 


CYS A 


ATOM 814 


CB 


CYS A 


ATOM 815 


SG 


CYS A 


ATOM 816 


H 


CYS A 


ATOM 817 


HA 


CYS A 


ATOM 818 


1HB 


CYS A 


ATOM 819 


2HB 


CYS A 


-ATOM .820 


HG " 


CYS A 


ATOM 821 


N 


ALA A 


ATOM 822 


CA 


ALA A 


ATOM 823 


C 


ALA A 


ATOM 824 


0 


ALA A 


ATOM 825 


CB 


ALA A 


ATOM 826 


H 


ALA A 


ATOM 827 


HA 


ALA A 


ATOM 828 


1HB 


ALA A 


ATOM 829 


2HB 


ALA A 


ATOM 830 


3HB 


ALA A 


ATOM 831 


N 


GLY A 


ATOM 832 


CA 


GLY A 


ATOM 833 


C 


GLY A 


ATOM 834 


0 


GLY A 


ATOM 835 


H 


GLY A 



57 157.712 -11.216 
57 156.593 -8.967 

57 155.912 -10.021 

58 156.324 -10.798 
58 156.845 -11.345 
58 158. 162 -10. 675 
58 158.232 -9.454 
58 155.824 -11.166 
58 155.774 -12.540 
58 155.917 -9.907 
58 157.022 -12.400 
58 154.839 -11.066 
58 156.063 -10.269 

58 154.908 -12,949 

59 159.202 -11.483 
59 160.516 -10.969 
59 160.463 -10.227 
59 159.799 -10.664 
59 161.527 -12.103 
59 159.083 -12.449 
59 160.831 -10.282 
59 161.646 -12.421 
59 161.176 -12.934 

59 162.477 -11.762 

60 161.170 -9.103 
60 161.191 -8.318 
60 160.533 -6.963 
60 160.888 -6.002 
60 161.680 -8.804 



6.636 1.00 0.00 
7.431 1.00 0.00 
8.669 1.00 0.00 
3.395 1.00 0.00 
2.148 1.00 0.00 
1.768 1.00 0.00 
1.635 1.00 0.00 
1.023 1.00 0.00 
•0.153 1.00 0.00 
3.394 1.00 0.00 
2.297 1.00 0.00 
1.453 1.00 0.00 
0.471 1.00 0.00 
-0.091.1.0.0 0.00 
1.594 1.00 0.00 
1.228 1.00 0.00 
-0. 103 1. 00 0. 00 
•1.042 1.00 0.00 
1.163 1.00 0.00 
1.713 1.00 0.00 
2.000 1.00 0.00 
0.137 1.00 0.00 
1.758 1.00 0.00 
1.545 1.00 0.00 
-0.175 1.00 0.00 
-1.396 1.00 0.00 
-1.226 1.00 0.00 
-1.909 1.00 0.00 
0.606 1.00 0.00 

i±J®E# 2003-3083148 



mm 2002-236129 



I 753/ 



ATOM 836 
ATOM 837 
ATOM 838 
ATOM 839 
ATOM 840 
ATOM 841 
ATOM 842 
ATOM 843 
ATOM 844 
ATOM 845 
ATOM 846 
ATOM 847 
ATOM 848 
-ATOM 849 
ATOM 850 
ATOM 851 
ATOM 852 
ATOM 853 
ATOM 854 
ATOM 855 
ATOM 856 
ATOM. 857 
ATOM 858 
ATOM 859 
ATOM 860 
ATOM 861 
ATOM 862 
ATOM 863 
ATOM 864 



1HA 


GLY A 


60 


162.216 


-8. 172 


-1.699 


1.00 0.00 


2HA 


GLY A 


60 


160.671 


-8. 863 


-2. 171 


1.00 0.00 


N 


CYS A 


61 


159.571 


-6.885 


-0.311 


1.00 0.00 


CA 


CYS A 


61 


158. 862 


-5.638 


-0. 052 


1.00 0.00 


C 


CYS A 


61 


159.720 


-4. 685 


0.773 


1.00 0.00 


0 


CYS A 


61 


160. 794 


-5.054 


1.249 


1.00 0.00 


CB 


CYS A 


61 


157.545 


-5.916 


0.675 


1.00 0.00 


SG 


CYS A 


61 


156.398 


-6.962 


-0.252 


1.00 0.00 


H 


CYS A 


61 


159.333 


-7.686 


0.202 


1.00 0.00 


HA 


CYS A 


61 


158.646 


-5. 176 


-1.004 


1.00 0.00 


1HB 


CYS A 


61 


157. 757 


-6.412 


1.610 


1.00 0.00 


2HB 


CYS A 


61 


157.047 


-4. 979 


0.875 


1.00 0.00 


HG 


CYS A 


61 


156.641 


-6.919 


-1.180 


1.00 0.00 


N 


THR A 


62 


159.239 


-3.456 


Q.939 


1.00 0.00 


CA 


THR A 


62 


159.963 


-2.450 


1.708 


1.00 0.00 


C 


THR A 


62 


159.381 


-2.315 


3.111 


1.00 0. 00 


0 


THR A 


62 


158.425 


-3.005 


3.466 


1.00 0.00 


CB 


THR A 


62 


159.916 


-1.100 


0. 991 


1.00 0.00 


0G1 


THR A 


62 


158.579 


-0.739 


0. 691 


1.00 0.00 


CG2 


THR A 


62 


160. 698 


-1.081 


-0. 304 


1.00 0.00 


H 


THR A 


62 


158. 378 


-3.222 


0. 536 


1.00 0.00 


HA 


THR A 


62 


160. 991 


-2.770 


1.786 


1.00 0.00 


HB 


THR A 


62 


160. 333 


-0.344 


1.641 


1.00 0.00 


HG1 


THR A 


62 


158.526 


0.211 


0.559 


1.00 0.00 


1HG2 THR A 


62 


161.753 


-1.009 


-0. 086 


1.00 0.00 


2HG2 THR A 


62 


160.394 


-0.231 


-0. 896 


1.00 0.00 


3HG2 THR A 


62 


160. 506 


-1.990 


-0. 854 


1.00 0.00 


N 


ASP A 


63 


159.965 


-1.423 


3. 905 


1.00 0.00 


CA 


ASP A 


63 


159. 504 


-1.198 


5.270 


1.00 0.00 



mtE# 2003-3083148 



#12002-236129 



^-v : 754/ 



ATOM 865 
ATOM 866 
ATOM 867 
ATOM 868 
ATOM 869 
ATOM 870 
ATOM 871 
ATOM 872 
ATOM 873 
ATOM 874 
ATOM 875 
ATOM 876 
ATOM 877 
ATOM 878 
ATOM 879 
ATOM 880 
ATOM 881 
ATOM 882 
ATOM 883 
ATOM 884 
ATOM 885 
ATOM 886 
ATOM 887 
ATOM 888 
ATOM 889 
ATOM 890 
ATOM 891 
ATOM 892 
ATOM 893 



C ASP A 

0 ASP A 

CB ASP A 

CG ASP A 

0D1 ASP A 

0D2 ASP A 

H ASP A 

HA ASP A 

1HB ASP A 

2HB ASP A 

N GLY A 



CA 

C 

0 



GLY A 
GLY A 
GLY A 
H GLY A 
1HA GLY A 
2HA GLY A 
N THR A 
CA THR A 
THR A 
THR A 
CB THR A 
0G1 THR A 
CG2 THR A 
H THR A 
HA THR A 
HB THR A 
HG1 THR A 
1HG2 THR A 



C 
0 



63 158.813 
63 158.857 
63 160.679 
63 161.788 
63 161.497 
63 162.946 
63 160.723 
63 158.795 
63 160.328 

63 161.086 

64 158.175 
64 157.484 
64 158.202 
64.158.319 
64 158.174 
64 156.491 

64 157.400 

65 158.685 
65 159.396 
65 158.996 
65 159.192 
65 160.908 
65 161.280 
65 161.417 
65 158.560 
65 159.129 
65 161.410 
65 161.430 
65 160.950 



0.156 5.394 1.00 0.00 

0.791 6.448 1.00 0.00 

-1.275 6.246 1.00 0.00 

-0.301 5.895 1.00 0.00 

0.713 5.227 1.00 0.00 

-0.553 6.289 1.00 0.00 

-0.904 3.565 1.00 0.00 

-1.975 5.513 1.00 0.00 

-1.048 7.242 1.00 0.00 

-2.276 6.232 1.00 0.00 

0.590 4.313 1.00 0.00 

1.866 4.322 1.00 0.00 

2.922 3.504 1.00 0.00 

4.072 . 3.928 1.00 .0.00 

0.041 3.502 1.00 0.00 

1.728 3.919 1.00 0.00 

2.211 5.342 1.00 0.00 

2.531 2.330 1.00 0.00 

3.451 1.451 1.00 0.00 

3.233 -0.005 1.00 0.00 

2.152 -0.558 1.00 0.00 

3.273 1.608 1.00 0.00 

1.926 1.381 1.00 0.00 

3.668 2.977 1.00 0.00 

1.600 2.047 1.00 0.00 

4.457 1.738 1.00 0.00 

3.892 0.877 1.00 0.00 

1.788 0.444 1.00 0.00 

4.592 3.283 1.00 0.00 



tBiE# 2 0 0 3 



-3083148 



mm 2002-236129 ^- V \ 755/ 



ATOM 894 


2HG2 THR A 


65 162.488 


3.801 


o AOH 1 AA A AA 

2-939 1.00 0.00 


ATOM 895 


3HG2 THR A 


65 161.177 


2.890 


rv /»rirt 1 A A A A A 

3.688 1.00 0.00 


ATOM 896 


M 

N 


DUD A 


66 158.432 


4.269 


/\ /* i /\ i /"v A A AA 

-0.619 1.00 0.00 


ATOM 897 


a 

OA 


Din? a 
r Hi!/ A 


66 158.003 


4. 191 


ai A 1 AA A A A 

-2.010 1.00 0.00 


ATOM 898 


C 


"Din? a 
r rib A 


66 158.983 


4.919 


-2.924 1.00 0.00 


ATOM 899 


0 

* 


nm? a 

irrm A 


66 159.112 


6.141 


z-k r\ r* a i A A A AA 

-2.864 1.00 0.00 


ATOM 900 


CB 


PHE A 


66 156.603 


4.786 


r\ t r\ 1 AA A AA 

-2. 169 1.00 0.00 


ATOM 901 


oa 

CG 


T~>T TP A 

PHE A 


66 155.984 


4.516 


r\ p» t i T l\t\ A A A 

-3.511 1.00 0.00 


ATOM 902 


CD1 


PHE A 


66 155.770 


3.216 


-3.941 1.00 0.00 


ATOM 903 


CD2 


PHE A 


66 155.616 


5.562 


A oil 1 f\f\ f\ AA 

-4.341 1.00 0.00 


ATOM 904 


CE1 


PHE A 


66 155.201 


2.966 


-5.176 1.00 0.00 


ATOM 905 


CE2 


PHE A 


66 155.047 


5.318 


-5.577 1.00 0.00 


ATOM 906 


CZ 


PHE A 


66 154.839 


4.018 


-5.994 1.00 0.00 


ATOM 907 


H 


PHE A 


66 158.302 


. 5,105 


-0.125 1. 00 0.00 



ATOM 908 HA PHE A 66 157.975 3.148 -2.2911.00 0.00 

ATOM 909 1HB PHE A 66 155.954 4.366 -1.414 1.00 0.00 

ATOM 910 2HB PHE A 66 156.657 5.856 -2.035 1.00 0.00 

ATOM 911 HD1 PHE A 66 156.053 2.393 -3.302 1.00 0.00 

ATOM 912 HD2 PHE A 66 155.778 6.579 -4.016 1.00 0.00 

ATOM 913 HE1 PHE A 66 155.040 1.948 -5.5011.00 0.00 

ATOM 914 HE2 PHE A 66 154.765 6.142 -6.214 1.00 0.00 

ATOM 915 HZ PHE A 66 154.394 3.824 -6.960 1.00 0.00 

ATOM 916 N ARG A 67 159.672 4.160 -3.769 1.00 0.00 

ATOM 917 CA ARG A 67 160.642 4.733 -4.696 1.00 0.00 

ATOM 918 C ARG A 67 161.753 5.458 -3.942 1.00 0.00 

ATOM 919 0 ARG A 67 162.225 6.510 -4.373 1.00 0.00 

ATOM 920 CB ARG A 67 159.949 5.699 -5.659 1.00 0.00 

ATOM 921 CG ARG A 67 158.864 5.045 -6.499 1.00 0.00 

ATOM 922 CD ARG A 67 158.302 6.010 -7.530 1.00 0.00 



tBSE# 2003-3083148 



mm 2002-236129 



^- v : 756/ 



ATOM 923 NE ARG A 67 158. 965 

ATOM 924 CZ ARG A 67 158. 894 

ATOM 925 NH1 ARG A 67 158. 193 

ATOM 926 NH2 ARG A 67 159. 527 

ATOM 927 H ARG A 67 159. 526 

ATOM 928 HA ARG A 67 161. 078 

ATOM 929 1HB ARG A 67 159. 500 

ATOM 930 2HB ARG A 67 160. 688 

ATOM 931 1HG ARG A 67 159. 283 

ATOM 932 2HG ARG A 67 158.064 

ATOM 933 1HD ARG A 67 157. 248 

ATOM 934 2HD ARG A 67 158. 436 

ATOM 935 HE ARG A 67 159.490 

ATOM 936 1HH1 ARG A 67 157.713 

ATOM 937 2HH1 ARG A 67 158. 144 

ATOM 938 1HH2 ARG A 67 160.057 

ATOM 939 2HH2 ARG A 67 159.475 

ATOM 940 N GLY A 68 162. 165 

ATOM 941 CA GLY A 68 163. 216 

ATOM 942 C GLY A 68 162. 744 

ATOM 943 0 GLY A 68 163. 533 

ATOM 944 H GLY A 68 161.751 

ATOM 945 1HA GLY A 68 163. 569 

ATOM 946 2HA GLY A 68 164. 033 

ATOM 947 N THR A 69 161.454 

ATOM 948 CA THR A 69 160.878 

ATOM 949 C THR A 69 160.006 
ATOM 950 0 THR A 69 158. 823 
ATOM 951 CB THR A 69 160. 052 



5.875 -8.825 1.00 0.00 
4.783 -9.583 1.00 0.00 
3.731 -9.182 1.00 0.00 
4.744 -10.749 1.00 0.00 

3.191 -3.770 1.00 0.00 
3.924 -5.262 1.00 0.00 
6.498 -5.088 1.00 0.00 
6.117 -6.326 1.00 0.00 

4.192 -7.011 1.00 0.00 
4.721 -5.849 1.00 0.00 
5.810 -7.655 1.00 0.00 
7.019 -7.171 1.00 0.00 
6.637 -9.146 1.00 0.00 
3; 753 -8.305 1.00 0. 00 
2.914 -9.756 1.00 0.00 
5.534 -11.057 1.00 0.00 
3.924 -11.318 1.00 0.00 
4. 888 -2. 814 1. 00 0. 00 
5.494 -2.018 1.00 0.00 
6.731 -1.280 1.00 0.00 
7.634 -1.000 1.00 0.00 
4.050 -2.521 1.00 0.00 

4.771 -1.298 1.00 0.00 
5.766 -2.669 1.00 0.00 

6.772 -0.962 1.00 0.00 
7.907 -0.252 1.00 0.00 
7.437 0.908 1.00 0.00 
7.148 0.730 1.00 0.00 
8.769 -1.208 1.00 0.00 



i£liE# 2003-3083148 



Sfrm 2002-236129 



^-v: 757/ 



ATOM 952 


0G1 


THR A 


ATOM 953 


CG2 


THR A 


ATOM 954 


H 


THR A 


ATOM 955 


HA 


THR A 


ATOM 956 


HB 


THR A 


ATOM 957 


HG1 


THR A 


ATOM 958 


1HG2 


THR A 


ATOM 959 


2HG2 


THR A 


ATOM 960 


3HG2 


THR A 


ATOM 961 


N 


ARG A 


ATOM 962 


CA 


ARG A 


ATOM 963 


C 


ARG A 


ATOM 964 


0 


ARG A 


ATOM 965 


CB . 


ARG A 


ATOM 966 


CG 


ARG A 


ATOM 967 


CD 


ARG A 


ATOM 968 


NE 


ARG A 


ATOM 969 


CZ 


ARG A 


ATOM 970 


NH1 


ARG A 


ATOM 971 


NH2 


ARG A 


ATOM 972 


H 


ARG A 


ATOM 973 


HA 


ARG A 


ATOM 974 


1HB 


ARG A 


ATOM 975 


2HB 


ARG A 


ATOM 976 


1HG 


ARG A 


ATOM 977 


2HG 


ARG A 


ATOM 978 


1HD 


ARG A 


ATOM 979 


2HD 


ARG A 


ATOM 980 


HE 


ARG A 



69 160.652 8.810 

69 159.884 10.196 

69 160.876 6.021 

69 161.691 8.500 

69 159.068 8.335 

69 161.498 9.260 

69 159.331 10.204 

69 159.343 10.762 

69 160.855 10.641 

70 160.599 7.363 
70 159.876 6.928 
70 158.715 7.867 
70 158.835 9.085 
70 160.822 6.862 
70 160.172 6.303 
70 160.941 6.699 
70 162.372 6.430 
70 163.254 6.623 
70 162.857 7.084 
70 164.536 6.353 
70 161.545 7.608 
70 159.484 5.941 
70 161.664 6.235 
70 161.179 7.857 
70 159.165 6.686 
70 160.145 5.225 
70 160.798 7.754 
70 160.554 6.138 
70 162.692 6.088 



2.490 1.00 0.00 
0.734 1.00 0.00 
•1.213 1.00 0.00 
0.141 1.00 0.00 
-1.309 1.00 0.00 
-2.435 1.00 0.00 
0.195 1.00 0.00 
-1.479 1.00 0.00 
-0.579 1.00 0.00 
2.095 1.00 0.00 
3.284 1.00 0.00 

3.589 1.00 0.00 

3.454 1.00 0.00 ' 

4.485 1.00 0.00 

5.740 1.00 0.00 

6.990 1.00 0.00 

6.859 1.00 0.00 

7.838 1.00 0.00 

9.017 1.00 0.00 

7.637 1.00 0.00 

2.172 1.00 0.00 

3.091 1.00 0.00 

4.231 1.00 0.00 

4.703 1.00 0.00 

5.813 1.00 0.00 

5.671 1.00 0.00 

7.166 1.00 0.00 

7.828 1.00 0.00 

5.999 1.00 0.00 

tBSE# 2003-3083148 



mm 2002-236129 



758/ 



ATOM 981 


1HH1 ARG A 


70 


161.891 


7.290 


ATOM 982 


2HH1 ARG A 


70 163.524 


7.227 


ATOM 983 


1HH2 ARG A 


70 164.840 


6.005 


ATOM 984 


2HH2 


ARG A 


70 


165. 199 


6.497 


ATOM 985 


N 


TYR A 


71 


157. 589 


7.295 


ATOM 986 


CA . 


TYR A 


71 


156. 404 


8.081 


ATOM 987 


C 


TYR A 


71 


155. 921 


7.778 


ATOM 988 


0 


TYR A 


71 


155. 586 


8.687 


ATOM 989 


CB 


TYR A 


71 


155. 286 


7.795 


ATOM 990 


CG 


TYR A 


71 


155. 489 


8.465 


ATOM 991 


CD1 


TYR A 


71 


155. 380 


7.745 


ATOM 992 


CD2 


TYR A 


71 


155. 793 


9.819 


ATOM 993 


CE1 


TYR A 


71 


155. 565 


8.354 


ATOM 994 


CE2 


TYR A 


71 155.980 


10.435 


ATOM 995 


CZ 


TYR A 


71 


155. 865 


9.698 


ATOM 996 


OH 


TYR A 


71 


156.051 


10. 308 


ATOM 997 


H 


TYR A 


71 


157. 554 


6.319 


ATOM 998 


HA 


TYR A 


71 


156. 672 


9.125 


ATOM 999 


1HB 


TYR A 


71 


155. 226 


6.730 


ATOM 1000 


2HB 


TYR A 


71 


154.349 


8.144 


ATOM 1001 


HD1 


TYR A 


71 


155. 144 


6.692 


ATOM 1002 


HD2 


TYR A 


71 


155. 882 


10.393 


ATOM 1003 


HE1 


TYR A 


71 


155. 475 


7.777 


ATOM 1004 


HE2 


TYR A 


71 


156. 215 


11.488 


ATOM 1005 


HH 


TYR A 


71 


156. 907 


10.059 


ATOM 1006 


N 


PHE A 


72 


155. 889 


6.496 


ATOM 1007 


CA 


PHE A 


72 


155.447 


6.073 


ATOM 1008 


C 


PHE A 


72 156.408 


5.047 


ATOM 1009 


0 


PHE A 


72 157.303 


4.553 



9.177 1.00 0.00 
9.748 1.00 0.00 
6.750 1.00 0.00 
8.370 1.00 0.00 
4.002 1.00 0.00 
4.326 1.00 0.00 
5.741 1.00 0.00 
6.501 1.00 0.00 
3.322 1.00 0.00 
1.982 1.00 0.00 
0.799 1.00 0.00 
1.900 1.00 0.00 

-0.427 1.00 0.00 
0.677 1. 00 0.00 

-0.483 1.00 0.00 

-1.702 1.00 0.00 
4.091 1.00 0.00 
4.266 1.00 0.00 
3.154 1.00 0.00 
3.729 1.00 0.00 
0.846 1.00 0.00 
2.810 1.00 0.00 

-1.335 1.00 0.00 
0.635 1.00 0.00 

-2.058 1.00 0.00 
6.088 1.00 0.00 
7.412 1.00 0.00 
8.004 1.00 0.00 
7.320 1.00 0.00 



ttJtiE# 2003-3083148 



2002-236129 



^-v*: 759/ 



ATOM 1010 
ATOM 1011 
ATOM 1012 
ATOM 1013 
ATOM 1014 
ATOM 1015 
ATOM 1016 
ATOM 1017 
ATOM 1018 
ATOM 1019 
ATOM 1020 
ATOM 1021 
ATOM 1022 
ATOM 1023 
ATOM 1024 
ATOM 1025 
ATOM 1026 
ATOM 1027 
ATOM 1028 
ATOM 1029 
ATOM 1030 
ATOM 1031 
ATOM 1032 
ATOM 1033 
ATOM 1034 
ATOM 1035 
ATOM 1036 
ATOM 1037 
ATOM 1038 



CB 


PHE A 


CG 


PHE A 


CD1 


PHE A 


CD2 


PHE A 


CE1 


PHE A 


CE2 


PHE A 


CZ 


PHE A 


H 


PHE A 


HA 


PHE A 


1HB 


PHE A 


2HB 


PHE A 


HD1 


PHE A 


HD2 


PHE A 


HE1 


PHE A 


HE2 


PHE A 


HZ 


PHE A 


N 


THR A 


CA 


THR A 


C 


THR A 


0 


THR A 


CB 


THR A 


0G1 


THR A 


CG2 


THR A 


H 


THR A 


HA 


THR A 


HB 


THR A 


HG1 


THR A 



1HG2 THR A 
2HG2 THR A 



72 154.037 
72 153.868 
72 153.748 
72 153.831 
72 153.593 
72 153.677 
72 153.558 
72 156.168 
72 155.431 
72 153.803 
72 153.331 
72 153.776 
72 153.925 
72 153.499 
72 153.649 

72 153.436 

73 156.216 
73 157.064 
73 156.309 
73 155.430 
73 157.573 
73 157.559 
73 158.981 
73 155.485 
73 157.909 
73 156.922 
73 157.401 
73 159.622 
73 158.978 



5.485 7.338 1.00 0.00 

4.464 6.249 1.00 0.00 

4.858 4.926 1.00 0.00 

3.112 6.548 1.00 0.00 

3.921 3.921 1.00 0.00 

2.171 5.548 1.00 0.00 

2.576 4.234 1.00 0.00 

5.817 5.438 1.00 0.00 

6.944 8.049 1.00 0.00 

5.009 8.278 1.00 0.00 

6.283 7.159 1.00 0.00 

5.909 4.680 1.00 0.00 
2.795 7.576 1.00 0.00 
4.240 . 2.894 1.00 0.00 
1.120 5.795 1.00 0.00 
1.841 3.450 1.00 0.00 
4.732 9.281 1.00 0.00 
3.765 9.966 1.00 0.00 
2.466 10.227 1.00 0.00 
2.409 11.086 1.00 0.00 
4.346 11.286 1.00 0.00 
5.762 11.249 1.00 0.00 

3.910 11.630 1.00 0.00 
5.160 9.774 1.00 0.00 
3.554 9.327 1.00 0.00 
4.021 12.085 1.00 0.00 
6.105 12.132 1.00 0.00 
4.056 10.773 1.00 0.00 
2.865 11.903 1.00 0.00 



fcfcifE# 2003-3083148 



mm 2002-236129 
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ATOM 1039 
ATOM 1040 
ATOM 1041 
ATOM 1042 
ATOM 1043 
ATOM 1044 
ATOM 1045 
ATOM 1046 
ATOM 1047 
ATOM 1048 
ATOM 1049 
ATOM. 1050 
ATOM 1051 
ATOM 1052 
ATOM 1053 
ATOM 1054 
ATOM 1055 
ATOM 1056 
ATOM 1057 
ATOM 1058 
ATOM 1059 
. ATOM 1060 
ATOM 1061 
ATOM 1062 
ATOM 1063 
ATOM 1064 
ATOM 1065 
ATOM 1066 
ATOM 1067 



3HG2 THR A 73 159.348 
N CYS A 74 156.658 
CA CYS A 74 156.013 
C CYS A 74 157.050 
0 CYS A 74 158.254 
CB CYS A 74 155.055 
SG CYS A 74 153.368 
H CYS A 74 157.366 
HA CYS A 74 155.450 
1HB CYS A 74 155.428 
2HB CYS A 74 155.008 
HG CYS A 74 153.059 
N ALA A 75 156.573 
ALA A 75 157. 459 
ALA A 75 158. 186 
ALA A 75 157.865 
ALA A 75 156.671 
ALA A 75 155. 604 
ALA A 75 158. 189 
1HB ALA A 75 155.655 
2HB ALA A 75 156.672 
3HB ALA A 75 157. 129 
N LEU A 76 159. 167 
CA LEU A 76 159.941 
C LEU A 76 159. 236 
0 LEU A 76 158. 624 
CB LEU A 76 161.340 
CG LEU A 76 162. 346 
CD1 LEU A 76 163. 333 



CA 

C 

0 

CB 

H 

HA 



4.498 12.457 1.00 0.00 

1.424 9.478 1.00 0.00 

0.125 9.628 1.00 0.00 

-0.992 9.703 1.00 0.00 

-0.735 9.695 1.00 0.00 

-0.130 8.464 1.00 0.00 

0.453 8.755 1.00 0.00 

1.531 8.810 1.00 0.00 

0.139 10.550 1.00 0.00 

0.373 7.584 1.00 0.00 

-1.192 8.272 1.00 0.00 

0.879 7.951 1.00 0.00 

-2.230 9.775 1.00 0.00 

-3.386 9.850 1.00 0.00 

-3.607 8.528 1.00 0.00 

-2.980 7.520 1.00 0.00 

-4.629 10.237 1.00 0.00 

-2.370 9.777 1.00 0.00 

-3.196 10.623 1.00 0.00 

-4.535 9.885 1.00 0.00 

-4.736 11.311 1.00 0.00 

-5.498 9.787 1.00 0.00 

-4.503 8.542 1.00 0.00 

-4.808 7.343 1.00 0.00 

-5.858 6.492 1.00 0.00 

-6.787 7.019 1.00 0.00 

-5.296 7.724 1.00 0.00 

-4.192 8.050 1.00 0.00 

-4.663 9.106 1.00 0.00 



miE# 2 0 0 3- 
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2002-236129 



^-v : 761/ 



ATOM 1068 


CD2 


LEU A 


76 163.078 


ATOM 1069 


H 


LEU A 


76 159.377 


ATOM 1070 


HA 


LEU A 


76 


160. 032 


ATOM 1071 


1HB 


LEU A 


76 


161.250 


ATOM 1072 


2HB 


LEU A 


76 


161.731 


ATOM 1073 


HG 


LEU A 


76 


161.816 


ATOM 1074 


1HD1 


LEU A 


76 163.489 


ATOM 1075 


2HD1 


LEU A 


76 


162. 938 


ATOM 1076 


3HD1 


LEU A 


76 164.273 


ATOM 1077 


1HD2 


LEU A 


76 


163. 303 


ATOM 107.8 


2HD2 


LEU A 


76 


162.455 


ATOM 1079 


3HD2 


LEU A 


76 


163. 998 


ATOM 1080 


N 


LYS A 


77 159.327 


ATOM 1081 


CA 


LYS A 


77 


158.698 


ATOM 1082 


C 


LYS A 


77 


157. 182 


ATOM 1083 


0 


LYS A 


77 


156. 538 


ATOM 1084 


CB 


LYS A 


77 


159. 248 


ATOM 1085 


CG 


LYS A 


77 160.765 


ATOM 1086 


CD 


LYS A 


77 


161.413 


ATOM 1087 


CE 


LYS A 


77 


162. 826 


ATOM 1088 


NZ 


LYS A 


77 


162. 834 


ATOM 1089 


H 


LYS A 


77 


159. 830 


ATOM 1090 


HA 


LYS A 


77 


158. 934 


ATOM 1091 


1HB 


LYS A 


77 


158. 843 


ATOM 1092 


2HB 


LYS A 


77 


158. 932 


ATOM 1093 


1HG 


LYS A 


77 


161.094 


ATOM 1094 


2HG 


LYS A 


77 


161.068 


ATOM 1095 


1HD 


LYS A 


77 


161.452 


ATOM 1096 


2HD 


LYS A 


77 160.818 



-3. 752 
-4.970 
-3. 898 
-5. 940 
-5.878 
-3.337 
-5. 726 
-4.450 
-4.147 
-2. 697 
-3. 935 
-4.310 
-5. 706 
-6.642 
-6. 642 
-7. 688 
-8. 053 
-8. 109 
-7. 639 
-7. 132 
-5.847 
-4. 943 
-6. 323 
-8.448 
-8. 680 
-7.472 
-9. 127 
-8.467 
-6. 842 



6.792 
9.377 
6.768 
8.588 
6.903 
8.447 
9.004 
10.089 
8.976 
6.855 
5.930 
6.696 
5.175 
4.250 
4.423 
4.339 
4.466 
4.551 
3.259 
3.496 
4.248 
4.816 
3.246 
5.386 
3.646 
5.358 
4.748 
2.566 
2.838 



1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 

i.oo o.oo 

1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 



ffi!I# 2003-3083148 
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762/ 



ATOM 1097 
ATOM 1098 
ATOM 1099 
ATOM 1100 
ATOM 1101 
ATOM 1102 
ATOM 1103 
ATOM 1104 
ATOM 1105 
ATOM 1106 
ATOM 1107 
ATOM 1108 
ATOM 1109 
ATOM 1110 
ATOM 1111 
ATOM 1112 
ATOM 1113 
ATOM 1114 
ATOM 1115 
ATOM 1116 
ATOM 1117 
ATOM 1118 
ATOM 1119 
ATOM 1120 
ATOM 1121 
ATOM 1122 
ATOM 1123 
ATOM 1124 
ATOM 1125 



1HE LYS A 

2HE LYS A 

1HZ LYS A 

2HZ LYS A 

3HZ LYS A 

N LYS A 

CA LYS A 



LYS A 
LYS A 

CB LYS A 

CG LYS A 

CD LYS A 

CE LYS A 

NZ . LYS A 

H LYS A 

HA LYS A 

1HB LYS A 

2HB LYS A 

1HG LYS A 

2HG LYS A 

1HD LYS A 

2HD LYS A 

1HE LYS A 

2HE LYS A 

1HZ LYS A 

2HZ LYS A 

3HZ LYS A 

N ALA A 

CA ALA A 



77 163.371 
77 163.307 
77 161.959 
77 162.903 

77 163.648 

78 156.620 
78 155.179 
78 154.704 
78 153.844 
78 154.805 
78 155.324 
78 154.929 
78 153.688 
78 152.655 
78 157.186 
78 154.695 
78 155.211 
78 153.729 
78 154.912 
78 156.401 
78 155.745 
78 154.728 
78 153.272 
78 153.975 
78 153.069 
78 151.870 

78 152.279 

79 155.270 
79 154.904 



-7.872 4.061 1.00 0.00 

-6.984 2.540 1.00 0.00 

-5.750 4.801 1.00 0.00 

-5.046 3.588 1.00 0.00 

-5.817 4.897 1.00 0.00 

-5.463 4.664 1.00 0.00 

-5.326 4.848 1.00 0.00 

-3.943 4.414 1.00 0.00 

-3.341 5.056 1.00 0.00 

-5.573 6.310 1.00 0.00 

-6.893 6.858 1.00 0.00 

-7.085 8.313 1.00 0.00 

-7.957 8.445 1.00 0.00 

-7.323 9. 310 1.00 0.00 

-4.665 4.720 1.00 0.00 

-6.070 4.232 1.00 0.00 

-4.774 6.913 1.00 0.00 

-5.569 6.400 1.00 0.00 

-7.701 6.272 1.00 0.00 

-6.904 6.782 1.00 0.00 

-7.558 8.838 1.00 0.00 

-6.119 8.752 1.00 0.00 

-8.121 7.463 1.00 0.00 

-8.905 8.877 1.00 0.00 

-7.058 10.226 1.00 0.00 

-7.986 9.474 1.00 0.00 

-6.468 8.850 1.00 0.00 

-3.445 3.320 1.00 0.00 

-2.132 2.800 1.00 0.00 



mH# 2003-3083148 
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ATOM 1126 C 

ATOM 1127 0 

ATOM 1128 CB 

ATOM 1129 H 



ATOM 1137 0 
ATOM 1138 CB 



ALA A 79 154. 645 -2. 189 
ALA A 79 155. 565 -2. 390 
ALA A 79 155.996 -1.120 
ALA A 79 155. 950 -3. 972 
ATOM 1130 HA ALA A 79 153.999 -1.816 
ATOM 1131 1HB ALA A 79 156.440 -1.352 
ATOM 1132 2HB ALA A 79 155. 568 -0. 129 
ATOM 1133 3HB ALA A 79 156.752 -1.159 
ATOM 1134 N LEU A 80 153.385 -2.009 
ATOM 1135 CA LEU A 80 153.003 -2.039 
ATOM 1136 C LEU A 80 152.162 -0.819 
LEU A 80 151.115 -0.574 
LEU A 80 152.226 -3.319 
ATOM 1139 CG LEU A 80 151.701 -3.427 
ATOM 1140 CD1 LEU A 80 152.848 -3.637 
ATOM 1141 CD2 LEU A 80 150.689 -4.557 
ATOM 1142 H LEU A 80 152.695 -1.853 
ATOM 1143 HA LEU A 80 153.908 -2.025 
ATOM 1144 1HB LEU A 80 152.874 -4.163 
ATOM 1145 2HB LEU A 80 151.384 -3.378 
ATOM 1146 HG LEU A 80 151.204 -2.504 
ATOM 1147 1HD1 LEU A 80 153. 181 -4. 664 
ATOM 1148 2HD1 LEU A 80 153.665 -2.980 
ATOM 1149 3HD1 LEU A 80 152.513 -3.419 
ATOM 1150 1HD2 LEU A 80 149. 784 -4. 284 
ATOM 1151 2HD2 LEU A 80 151.100 -5.454 
ATOM 1152 3HD2 LEU A 80 150.464 -4.736 
ATOM 1153 N PHE A 81 152.628 -0.055 
ATOM 1154 CA PHE A 81151.917 1.141 



1.298 1.00 0.00 
0.506 1.00 0.00 
3.111 1.00 0.00 
2.850 1.00 0.00 
3.300 1.00 0.00 
4.068 1.00 0.00 
3.145 1.00 0.00 
2.342 1.00 0.00 
0.914 1.00 0.00 
-0.493 1.00 0.00 
-0.854 1.00 0.00 
-0.254 1.00 0.00 
-0.804 1.00 0.00 
-2. 237 1. 00 0. 00 
-3.212 1.00 0.00 
-2.349 1.00 0.00 
1.592 1.00 0.00 
-1.082 1.00 0.00 
-0.616 1.00 0.00 
-0.131 1.00 0.00 
-2.500 1.00 0.00 
-3.160 1.00 0.00 
-2.954 1.00 0.00 
-4.216 1.00 0.00 
-1.827 1.00 0.00 
-1.910 1.00 0.00 
-3.390 1.00 0.00 
-1.837 1.00 0.00 
-2.278 1.00 0.00 



ffilE#2 0 0 3 
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ATOM 1155 C PHE A 81151.046 0.840 -3.493 1.00 0.00 

ATOM 1156 0 PHE A 81151.391 0.000 -4.323 1.00 0.00 

ATOM 1157 CB PHE A 81152.911 2.255 -2.612 1.00 0.00 

ATOM 1158 CG PHE A 81153.620 2.808 -1.408 1.00 0.00 

ATOM 1159 CD1 PHE A 81154.678 2.121 -0.835 1.00 0.00 

ATOM 1160 CD2 PHE A 81 153.227 4.014 -0.849 1.00 0.00 

ATOM 1161 CE1 PHE A 81155.333 2.628 0.272 1.00 0.00 

ATOM 1162 CE2 PHE A 81153.877 4.525 0.257 1.00 0.00 

ATOM 1163 CZ PHE A 81154.931 3.831 0.819 1.00 0.00 

ATOM 1164 H PHE A 81153.468 -0.301 -2.277 1.00 0.00 

ATOM 1165 HA PHE A 81151.284 1.467 -1.467 1.00 0.00 

ATOM 1166 1HB PHE A 81153.659 1.870 -3.289 1.00 0.00 

ATOM 1167 2HB PHE A 81152.383 3.067 -3.0911.00 0.00 

ATOM 1168 HD1 PHE. A 81 154.993 1.182 -1. 263 1. 00 Q. 00 

ATOM 1169 HD2 PHE A 81 152; 403 4.557 -1.289 1.00 0.00 

ATOM 1170 HE1 PHE A 81156.156 2.083 0.709 1.00 0.00 

ATOM 1171 HE2 PHE A 81153.562 5.466 0.683 1.00 0.00 

ATOM 1172 HZ PHE A 81155.441 4.229 1.684 1.00 0.00 

ATOM 1173 N VAL A 82 149.916 ' 1.532 -3.589 1.00 0.00 

ATOM 1174 CA VAL A 82 148.995 1.338 -4.703 1.00 0.00 

ATOM 1175 C VAL A 82 148.135 2.578 -4.926 1.00 0.00 

ATOM 1176 0 VAL A 82 148.064 3.458 -4.069 1.00 0.00 

ATOM 1177 CB VAL A 82 148.075 0.126 -4.469 1.00 0.00 

ATOM 1178 CGI VAL A 82 148.849 -1.173 -4.634 1.00 0.00 

ATOM 1179 CG2 VAL A 82 147.433 0.201 -3.092 1.00 0.00 

ATOM 1180 H VAL A 82 149.695 2.187 -2.895 1.00 0.00 

ATOM 1181 HA VAL A 82 149.581 1.153 -5.592 1.00 0.00 

ATOM 1182 HB VAL A 82 147.290 0.146 -5.210 1.00 0.00 

ATOM 1183 1HG1 VAL A 82 148.168 -2.008 -4.578 1.00 0.00 
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ATOM 1184 


2HG1 


ATOM 1185 


3HG1 


ATOM 1186 


1HG2 


ATOM 1187 


2HG2 


ATOM 1188 


3HG2 


ATOM 1189 


N 


ATOM 1190 


CA 


ATOM 1191 


C 


ATOM 1192 


0 


ATOM 1193 


CB 


ATOM 1194 


CG 


ATOM 1195 


CD 


ATOM 1196 


CE 


ATOM li97 




ATOM 1198 


H 


ATOM 1199 


HA 


ATOM 1200 


1HB 


ATOM 1201 


2HB 


ATOM 1202 


1HG 


ATOM 1203 


2HG 



ATOM 1204. 1HD 

ATOM 1205 2HD 

ATOM 1206 1HE 

ATOM 1207 2HE 

ATOM 1208 1HZ 

ATOM 1209 2HZ 

ATOM 1210 3HZ 

ATOM 1211 N 

ATOM 1212 CA 



VAL A 82 149. 586 
VAL A 82 149. 345 
VAL A 82 147. 004 
VAL A 82 146. 658 
VAL A 82 148. 183 
LYS A 83 147.485 
LYS A 83 146.629 
LYS A 83 145. 383 
LYS A 83 144. 618 
LYS A 83 146. 229 
LYS A 83 147.387 
LYS A 83 146.976 
LYS A 83 147.609 
LYS A 83 148.043 
LYS A 83 147. 582 
LYS A 83 147. 192 
LYS A 83 145.816 
LYS A 83 145.474 
LYS A 83 147. 723 
LYS A 83 148. 193 
LYS A 83 147.291 
LYS A 83 145.901 
LYS A 83 146. 887 
LYS A 83 148.468 
LYS A 83 147.884 
LYS A 83 147. 502 
LYS A 83 149. 055 
LEU A 84 145. 185 
LEU A 84 144. 032 



1.256 -3.849 1.00 0.00 
1.176 -5.594 1.00 0.00 
0.759 -2.842 1.00 0.00 
0.951 -3.096 1.00 0.00 
0.461 -2.359 1.00 0.00 
2.641 -6.083 1.00 0.00 
3.772 -6.419 1.00 0.00 
3.794 -5.543 1.00 0.00 
2.829 -5.507 1.00 0.00 
3.716 -7.894 1.00 0.00 
3.960 -8.849 1.00 0.00 
3.731 -10.293 1.00 0.00 
4.754 -11.223 1.00 0.00 
4.144 -12.510 1.00 0.00 
1.908 -6.726 1.00 0.00 
4.677 -6.243 1.00 0.00 
2.741 -8.106 1.00 0.00 
4.465 -8.079 1.00 0.00 
4.980 -8.738 1.00 0.00 
3.285 -8.600 1.00 0.00 
2.743 -10.595 1.00 0.00 
3.806 -10.369 1.00 0.00 
5.530 -11.428 1.00 0.00 
5.185 -10.730 1.00 0.00 
4.810 -13.292 1.00 0.00 
3.275 -12.694 1.00 0.00 
3.907 -12.470 1.00 0.00 
4.902 -4.837 1.00 0.00 
5.055 -3.958 1.00 0.00 



ffifiE# 2003-3083148 



#12002-236129 



*-5? I 766/ 



ATOM 1213 
ATOM 1214 
ATOM 1215 
ATOM 1216 
ATOM 1217 
ATOM 1218 
ATOM 1219 
ATOM 1220 
ATOM 1221 
ATOM 1222 
ATOM 1223 
ATOM 1224 
ATOM 1225 
ATOM 1226 
ATOM 1227 
ATOM 1228 
ATOM 1229 
ATOM 1230 
ATOM 1231 
ATOM 1232 
ATOM 1233 
ATOM 1234 
ATOM 1235 
ATOM 1236 
ATOM 1237 
ATOM 1238 
ATOM 1239 
ATOM 1240 
ATOM 1241 



c 


LEU A 


0 


LEU A 


CB 


LEU A 


CG 


LEU A 


CD1 


LEU A 


CD2 


LEU A 


H 


LEU A 


HA 


LEU A 


1HB 


LEU A 


2HB 


LEU A 


HG 


LEU A 


1HD1 LEU A 


2HD1 LEU A 


3HD1 LEU A 


1HD2 LEU A 


2HD2 LEU A 


3HD2 LEU A 


N 


LYS A 


CA 


LYS A 


C 


LYS A 


0 


LYS A 


CB 


LYS A 


CG 


LYS A 


CD 


LYS A 


CE 


LYS A 


NZ 


LYS A 


H 


LYS A 


HA 


LYS A 


1HB 


LYS A 



84 142.731 
84 141.738 
84 144.106 
84 142.898 
84 142.905 
84 142.884 
84 145.831 
84 144.056 
84 144.988 
84 144.212 
84 141.993 
84 142.442 
84 142.357 
'84 143.925 
84 143.845 
84 142.115 

84 142.682 

85 142.744 
85 141.565 
85 141.184 
85 140.025 
85 141.818 
85 143.122 
85 144.216 
85 145.058 
85 144.401 
85 143.566 
85 140.750 
85 141.006 



4.965 -4.749 1.00 0.00 

4.418 -4.270 1.00 0.00 

6.394 -3.222 1.00 0.00 

6.721 -2.344 1.00 0.00 

5.865 -1.087 1.00 0.00 

8.199 -1.986 1.00 0.00 

5.635 -4.909 1.00 0.00 

4.255 -3.236 1.00 0.00 

6.390 -2.599 1.00 0.00 

7.178 -3.958 1.00 0.00 

6.500 -2.892 1.00 0.00 

4.913 -1.296 1.00 0.00 

6.370 -0.305 1.00 0.00 

5.706 -0. 766 1. 00 0.00 ', 

8.481 -1.581 1.00 0.00 

8.384 -1.249 1.00 0.00 

8.783 -2.872 1.00 0.00 

5.505 -5.963 1.00 0.00 

5.484 -6.822 1.00 0.00 

4.054 -7.191 1.00 0.00 

3.767 -7.489 1.00 0.00 

6.301 -8.091 1.00 0.00 

5.950 -8.790 1.00 0.00 

6.955 -8.467 1.00 0.00 

7.276 -9.693 1.00 0.00 

8.286 -10.568 1.00 0.00 

5.926 -6.291 1.00 0.00 

5.931 -6.274 1.00 0.00 

6.129 -8.783 1.00 0.00 



{±ilE# 2003-3083148 



#H 2002-236129 



^-v: 767/ 



ATOM 1242 2HB LYS A 

ATOM 1243 1HG LYS A 

ATOM 1244 2HG LYS A 

ATOM 1245 1HD LYS A 

ATOM 1246 2HD LYS A 

ATOM 1247 1HE LYS A 

ATOM 1248 2HE LYS A 

ATOM 1249 1HZ LYS A 

ATOM 1250 2HZ LYS A 

ATOM 1251 3HZ LYS A 

ATOM 1252 N SER A 

ATOM 1253 CA SER A 

ATOM 1254 C SER A 

ATOM 1255 0 SER A 

ATOM 1256 CB SER A 

ATOM 1257 OG SER A 

ATOM 1258 H SER A 

ATOM 1259 HA SER A 

ATOM 1260 1HB SER A 
ATOM 1261 2HB SER A 

ATOM 1262 HG SER A 

ATOM 1263 N CYS A 

ATOM 1264 CA CYS A 

ATOM 1265 C CYS A 

ATOM 1266 0 CYS A 

ATOM 1267 CB CYS A 

ATOM 1268 SG CYS A 

ATOM 1269 H CYS A 

ATOM 1270 HA CYS A 



85 141.844 
85 143.441 
85 142.956 
85 143.762 
85 144.856 
85 146.012 
85 145.211 
85 143.439 
85 144.947 

85 144.347 

86 142.166 
86 141.931 
86 141.941 
86 142. 372 . 
86 142.990 
86 143.426 
86 143.072 
86 140.959 
86 143.840 
86 142.572 

86 144.097 

87 141.463 
87 141.416 
87 139.976 
87 139.114 
87 142.176 
87 143.976 
87 141.134 
87 141.893 



7.349 -7.832 1.00 0.00 
4.971 -8.468 1.00 0.00 
5.943 -9.858 1.00 0.00 
7.866 -8.107 1.00 0.00 
6.543 -7.701 1.00 0.00 
7.662 -9.366 1.00 0.00 
6.367 -10.256 1.00 0.00 
7.976 -10.812 1.00 0.00 
8.408 -11.445 1.00 0.00 
9.202 -10.078 1.00 0.00 
3.157 -7.170 1.00 0.00 
1.758 -7.502 1.00 0.00 
0.892 -6.246 1.00 0.00 
-0.260 -6.278 1.00 0.00 
1.260 -8.487 1.00 0. 00 
2.305 -9.340 1.00 0.00 
3.444 -6.925 1.00 0.00 
1.686 -7.966 1.00 0.00 
0.883 -7.938 1.00 0.00 
0.469 -9.092 1.00 0.00 
1.971 -9.940 1.00 0.00 
1.457 -5.142 1.00 0.00 
0.736 -3.874 1.00 0.00 
0.507 -3.430 1.00 0.00 
1.366 -3.614 1.00 0.00 
1.512 -2.796 1.00 0.00 
1.402 -2.937 1.00 0.00 
2.378 -5.180 1.00 0.00 
-0.221 -4.019 1.00 0.00 



miE# 2003-30831 4 8 



#M 2 0 0 2 



-236129 



768/ 



ATOM 1271 
ATOM 1272 
ATOM 1273 
ATOM 1274 
ATOM 1275 
ATOM 1276 
ATOM 1277 
ATOM 1278 
ATOM 1279 
ATOM 1280 
ATOM 1281 
ATOM 1282 
ATOM 1283 
AT0M*1284 
ATOM 1285 
ATOM 1286 
ATOM 1287 
ATOM 1288 
ATOM 1289 
• ATOM 1290 
ATOM 1291 
ATOM 1292 
ATOM 1293 
ATOM 1294 
ATOM 1295 
ATOM 1296 
ATOM 1297 
ATOM 1298 
ATOM 1299 



1HB 


CYS A 


87 


2HB 


CYS A 


87 


HG 


CYS A 


87 


N 


ARG A 


88 


CA 


ARG A 


88 


C 


ARG A 


88 


0 


ARG A 


88 


CB 


ARG A 


88 


CG 


ARG A 


88 


CD 


ARG A 


88 


NE 


ARG A 


88 


CZ 


ARG A 


88 


NH1 


ARG A 


88 


NH2 


ARG A 


88 


H 


ARG A 


88 


HA 


ARG A 


88 


1HB 


ARG A 


88 


2HB 


ARG A 


88 


1HG 


ARG A 


88 


2HG 


ARG A 


88 


1HD 


ARG A 


88 


2HD 


ARG A 


88 


HE 


ARG A 


88 


1HH1 ARG A 


88 


2HH1 ARG A 


88 


1HH2 ARG A 


88 


2HH2 ARG A 


88 


N 


PRO A 


89 


CA 


PRO A 


89 



141.907 2.556 

141.898 1.130 

144.247 0.545 

139.723 -0.658 

138.386 -1.003 

138.324 -0.963 

139.294 -1.303 

137.987 -2.392 

137.161 -2.359 

135.687 -2.609 

134.830 -1.636 

134.636 -1.603 

135.235 -2.487 

133.840 -0.685 

140.451 -1.302 

137.697 -0.273 

138.883 -2.964 

137.409 -2.889 

137.270 -1.390 

137.525 -3.124 

135.431 -3.599 

135.519 -2.547 

134.375 -0.971 

135.837 -3.182 

135.086 -2.458 

133.385 -0.017 

133.693 -0.661 

137.177 -0.547 

136.999 -0.468 



-2.857 1.00 0.00 
-1.825 1.00 0.00 
-2.597 1.00 0.00 
-2.843 1.00 0.00 
-2.371 1.00 0.00 
-0.845 1.00 0.00 
-0.169 1.00 0.00 
-2.876 1.00 0.00 
-4.153 1.00 0.00 
-3.873 1.00 0.00 
-4.546 1.00 0.00 
-5.863 1.00 0.00 
-6.651 1.00 0.00 
-6.393 1.00.0.00 
-2.725 1.00 0.00 
-2.768 1.00 0.00 
-3.067 1.00 0.00 
-2.111 1.00 0.00 
-4.616 1.00 0.00 
-4.824 1.00 0.00 
-4.220 1.00 0.00 
-2.809 1.00 0.00 
-3.987 1.00 0.00 
-6.258 1.00 0.00 
-7.639 1.00 0.00 
-5. 803 1. 00 0. 00 
-7. 382 1. 00 0. 00 
-0.281 1.00 0.00 
1.169 1.00 0.00 



tBlE# 2003-3083148 



#112 002-236129 



I 769/ 



ATOM 1300 


C 


PRO A 


89 136.896 


-1.846 


1.815 1.00 0.00 


ATOM 1301 


0 


PRO A 


89 135.910 


-2. 558 


1.627 1.00 0.00 


ATOM 1302 


CB 


PRO A 


89 135.687 


0.298 


1.331 1.00 0.00 


ATOM 1303 


CG 


PRO A 


89 134.940 


0.078 


0.064 1.00 0.00 


ATOM 1304 


CD 


PRO A 


89 135.968 


-0. 126 


-1.013 1.00 0.00 


ATOM 1305 


HA 


PRO A 


89 137.802 


0.085 


1.634 1.00 0.00 


ATOM 1306 


1HB 


PRO A 


89 135.144 


-0.098 


2.172 1.00 0.00 


ATOM 1307 


2HB 


PRO A 


89 135.894 


1.346 


1.490 1.00 0.00 


ATOM 1308 


1HG 


PRO A 


89 134.317 


-0.798 


0.154 1.00 0.00 


ATOM 1309 


2HG 


PRO A 


89 134.335 


0.946 


-0.159 1.00 0.00 


ATOM 1310 


1HD 


PRO A 


89 135.645 


-0.899 


-1.687 1.00 0.00 


ATOM 1311 


2HD 


PRO A 


89 136.144 


0.795 


-1.548 1.00 0.00 


ATOM 1312 


' N 


ASP A 


90 137.923 


-2.215 


2.574 1.00 0.00 



ATOM 1313 


CA 


ASP A 


90 137.949 


-3.506 . 


'3. 249 1.00 0?00 


ATOM 1314 


C 


ASP A 


90 136.957 


-3. 538 


4.406 1.00 0.00 


ATOM 1315 


0 


ASP A 


90 136.914 


-2. 621 


5.226 1.00 0.00 


ATOM 1316 


CB 


ASP A 


90 139.359 


-3.807 


3.763 1.00 0.00 


ATOM 1317 


CG 


ASP A 


90 139.628 


-5.294 


3.883 1.00 0.00 


ATOM 1318 


0D1 


ASP A 


90 140.606 


-5. 667 


4.563 1.00 0.00 


ATOM 1319 


0D2 


ASP A 


90 138.859 


-6. 086 


3. 298 1.00 0.00 


ATOM 1320 


H 


ASP A 


90 138.680 


-1.602 


2.684 1.00 0.00 


ATOM 1321 


HA 


ASP A 


90 137.671 


-4.262 


2.530 1.00 0.00 


ATOM 1322 


1HB 


ASP A 


90 140.082 


-3.384 


3.081 1.00 0.00 


ATOM 1323 


2HB 


ASP A 


90 139.484 


-3.357 


4.737 1.00 0.00 


ATOM 1324 


N 


SER A 


91 136.160 


-4.600 


4.465 1.00 0.00 


ATOM 1325 


CA 


SER A 


91 135.168 


-4.753 


5.523 1.00 0.00 


ATOM 1326 


C 


SER A 


91 135.540 


-5. 899 


6.458 1.00 0.00 


ATOM 1327 


0 


SER A 


91 134.669 


-6. 551 


7.033 1.00 0.00 


ATOM 1328 


CB 


SER A 


91 133.784 


-5.001 


4.920 1.00 0.00 



mmm 2003 



-3083148 



# m 2002-236129 



: 770/ 



ATOM 1329 


OG 


SER A 


ATOM 1330 


H 


SER A 


ATOM 1331 


HA 


SER A 


ATOM 1332 


1HB 


SER A 


ATOM 1333 


2HB 


SER A 


ATOM 1334 


HG 


SER A 


ATOM 1335 


N 


ARG A 


ATOM 1336 


CA 


ARG A 


ATOM 1337 


C 


ARG A 


ATOM 1338 


0 


ARG A 


ATOM 1339 


CB 


ARG A 


ATOM 1340 


CG 


ARG A 


ATOM 1341 


CD . 


ARG A 


ATOM 1342 


NE 


ARG A 


ATOM 1343 


CZ 


ARG A 


ATOM 1344 


NH1 


ARG A 


ATOM 1345 


NH2 


ARG A 


ATOM 1346 


H 


ARG A 


ATOM 1347 


HA 


ARG A 


ATOM 1348 


1HB 


ARG A 


ATOM 1349 


2HB 


ARG A 


ATOM 1350 


1HG 


ARG A 


ATOM 1351 


2HG 


ARG A 


ATOM 1352 


1HD 


ARG A 


ATOM 1353 


2HD 


ARG A 


ATOM 1354 


HE 


ARG A 


ATOM 1355 


1HH1 ARG A 


ATOM 1356 


2HH1 ARG A 


ATOM 1357 


1HH2 ARG A 



91 132.762 -4.490 5.758 1.00 0.00 

91 136.242 -5.298 3.783 1.00 0.00 

91 135.144 -3.834 6.090 1.00 0.00 

91 133.720 -4.513 3.958 1.00 0.00 

91 133.634 -6.063 4.796 1.00 0.00 

91 132.352 -5.213 6.239 1.00 0.00 

92 136. 839 -6. 140 6. 603 1. 00 0. 00 
92 137.327 -7.208 7.467 1.00 0.00 
92 136.932 -6.957 8.918 1.00 0.00 
92 136.465 -7.862 9.610 1.00 0.00 
92 138.848 -7.331 7.353 1.00 0.00 
92 139.304 -8.143 6.151 1.00 0.00 
92 140.560 -8.939 6.463 1.00 0.00 
92 140.258 -10.191 7.152 1. 00 0.00 
92 141.185 -10.991 7.674 1.00 0.00 
92 142.471 -10.675 7.587 1.00 0.00 
92 140.824 -12.112 8.285 1.00 0.00 
92 137.486 -5.586 6.117 1.00 0.00 
92 136.874 -8.132 7.138 1.00 0.00 
92 139.272 -6.341 7.273 1.00 0.00 
92 139.226 -7.805 8.246 1.00 0.00 
92 138.517 -8.827 5.871 1.00 0.00 
92 139.508 -7.469 5.331 1.00 0.00 
92 141.067 -9.163 5.536 1.00 0.00 
92 141.205 -8.340 7.089 1.00 0.00 
92 139.316 -10.448 7.230 1.00 0.00 
92 142.750 -9.832 7.128 1. 00 0.00 
92 143.162 -11.281 7.981 1.00 0.00 
92 139.856 -12.355 8.354 1.00 0.00 



fflSE# 2 0 0 3 



-3083148 



mm 2002-236129 



^-v: 771/ 



ATOM 1360 CA 

ATOM 1361 C 

ATOM 1362 0 

ATOM 1363 CB 



ATOM 1358 2HH2 ARG A 92 141.520 -12.714 
ATOM 1359 N PHE A 93 137.123 -5.724 
PHE A 93 136.787 -5.354 
PHE A 93 135.505 -4.527 
PHE A 93 135.283 -3.763 
PHE A 93 137.936 -4.569 
ATOM 1364 CG PHE A 93 139.158 -5.402 
ATOM 1365 CD1 PHE A 93 139. 645 -5. 547 
ATOM 1366 CD2 PHE A 93 139.819 -6.038 
ATOM 1367 CE1 PHE A 93 140. 769 -6. 312 
ATOM 1368 CE2 PHE A 93 140. 943 -6. 805 
ATOM 1369 CZ PHE A 93 141.418 -6.941 
ATOM 1370 H PHE A 93 137. 499 -5. 046 
ATOM 1371 HA PHE A 93 136.634 -6.265 
ATOM 1372 1HB PHE A 93 138. 221 -3. 765 
ATOM 1373 2HB PHE A 93 137.604 -4.154 
ATOM 1374 HD1 PHE A 93 139.138 -5.056 
ATOM 1375 HD2 PHE A 93 139.448 -5.932 
ATOM 1376 HE1 PHE A 93 141.139 -6.417 
ATOM 1377 HE2 PHE A 93 141.449 -7.297 
ATOM 1378 HZ PHE A 93 142. 297 -7. 539 
ALA A 94 134.664 -4.683 
ALA A 94 133.406 -3.949 
ALA A 94 132. 231 -4. 835 
ALA A 94 132.011 -5.894 
ALA A 94 133.200 -3.391 
ALA A 94 134.893 -5.307 
ATOM 1385 HA ALA A 94 133.468 -3.118 
ATOM 1386 1HB ALA A 94 133. 860 -3. 896 



ATOM 1379 N 

ATOM 1380 CA 

ATOM 1381 C 

ATOM 1382 0 

ATOM 1383 CB 

ATOM 1384 H 



8.678 1.00 0.00 
9.374 1.00 0.00 
10.744 1.00 0.00 
10.791 1.00 0.00 
11.731 1.00 0.00 
11.379 1.00 0.00 
11.646 1.00 0.00 
12.934 1.00 0.00 
10. 607 1. 00. 0. 00 
13. 183 1. 00 0. 00 
10.849 1.00 0.00 
12.139 1.00 0.00 
8.774 1.00 0.00 
11.304 1.00 0.00 
10.717 1.00 0.00 
12.319 1.00 0.00 
13.751 1.00 0.00 
9.599 1.00 0.00 
14.193 1.00 0.00 
10.032 1.00 0.00 
12.332 1.00 0.00 
9.773 1.00 0.00 
9.703 1.00 0.00 
10.103 1.00 0.00 
9.515 1.00 0.00 
8.302 1.00 0.00 
9.052 1.00 0.00 
10.391 1.00 0.00 
7.613 1.00 0.00 



2 0 0 3 



-3083148 



#IS 2002-236129 



^-v: 772/ 



ATOM 1387 
ATOM 1388 
ATOM 1389 
ATOM 1390 
ATOM 1391 
ATOM 1392 
ATOM 1393 
ATOM 1394 
ATOM 1395 
ATOM 1396 
ATOM 1397 
ATOM 1398 
ATOM 1399 
ATOM 1400 
ATOM 1401 
ATOM 1402 
ATOM 1403 
ATOM 1404 
ATOM 1405 
ATOM 1406 
ATOM 1407 
ATOM 1408 
ATOM 1409 
ATOM 1410 
ATOM 1411 
ATOM 1412 
ATOM 1413 
ATOM 1414 
ATOM 1415 



2HB ALA A 
3HB ALA A 
SER A 



N 
CA 
C 
0 
CB 



SER A 
SER A 
SER A 
SER A 
OG SER A 
H SER A 
HA SER A 
1HB SER A 
2HB SERA 
HG SER A 
N LEU A 
CA LEU A 



C 
0 



LEU A 
LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 



94 133.420 

94 132.175 

95 131.480 
95 130.327 
95 129.146 
95 129.018 
95 129.930 
95 130.871 
95 131.706 
95 130.607 
95 129.883 
95 128.961 

95 131.760 

96 128.285 
96 127. 113 
96 125.874 
96 124.778 
96 126.879 
96 126.293 
96 126.771 
96 124.773 
96 128.439 
96 127.303 
96 127.825 
96 126.203 
96 126.632 
96 126.084 
96 127.754 
96 126.814 



-2.333 8.301 1.00 0.00 

-3.545 7.999 1.00 0.00 

-4.395 11.106 1.00 0.00 

-5.148 11.585 1.00 0.00 

-4.997 10.631 1.00 0.00 

-3.986 9.941 1.00 0.00 

-4.679 12.986 1.00 0.00 

-5.109 13.953 1.00 0.00 

-3.544 11.536 1.00 0.00 

-6.191 11.629 1.00 0.00 

-3.600 13.002 1.00 0.00 

-5.085 13.238 1.00 0.00 

-4.956 13.626 1.00 0.00 

-6.009 10,599 1.00 0.00 

-5.988 9.7311.00 0.00 

-5.541 10.499 1.00 0.00 

-6.061 10.288 1.00 0.00 

-7.371 9.121 1.00 0.00 

-7.366 7.708 1.00 0.00 

-8.580 6.928 1.00 0.00 

-7.329 7.763 1.00 0.00 

-6.788 11.173 1.00 0.00 

-5.282 8.936 1.00 0.00 

-7.895 9.095 1.00 0.00 

-7.915 9.764 1.00 0.00 

-6.481 7.189 1.00 0.00 

-9.400 7.081 1.00 0.00 

-8.865 7.272 1.00 0.00 

-8.338 5.876 1.00 0.00 



ffiSE#2 0 0 3 



-308314 8. 



!&m 2002-236129 



^-v: 773/ 



ATOM 1416 
ATOM 1417 
ATOM 1418 
ATOM 1419 
ATOM 1420 
ATOM 1421 
ATOM 1422 
ATOM 1423 
ATOM 1424 
ATOM 1425 
ATOM 1426 
ATOM 1427 
ATOM 1428 
ATOM 1429 
ATOM 1430 
ATOM 1431 
ATOM 1432 
ATOM 1433 
ATOM 1434 
ATOM 1435 
ATOM 1436 
ATOM 1437 
ATOM 1438 
ATOM 1439 
ATOM 1440 
ATOM 1441 
ATOM 1442 
ATOM 1443 
ATOM 1444 



1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N GLN A 
CA GLN A 
C GLN A 



0 
CB 



GLN A 
GLN A 
CG GLN A 
CD GLN A 
0E1 GLN A 
NE2 GLN A 
H GLN A 
HA GLN A 
1HB GLN A 
2HB GLN A 
1HG GLN A 
2HG GLN A 
1HE2 GLN A 
2HE2 GLN A 
N PRO A 
CA PRO A 
C PRO A 
PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 



0 



96 124.443 
96 124.427 

96 124.371 

97 126.055 
97 124.950 
97 125.030 
97 125.704 
97 124.963 
97 124.766 
97 125.082 
97 124.623 
97 125,870 
97 126.952 
97 124.029 
97 125.913 
97 124. 173 
97 123.736 
97 125.414 
97 126.200 

97 126.091 

98 124.340 
98 124.338 
98 123.503 
98 122.523 
98 123.717 
98 122.837 
98 123.510 
98 125.341 
98 123.151 



-6.314 7.924 1.00 0.00 
-7.954 8.575 1.00 0.00 
-7.695 6.831 1.00 0.00 
-4.571 11.390 1.00 0.00 
-4.053 12.189 1.00 0.00 
-2.532 12.306 1.00 0.00 
-2.005 13.192 1.00 0.00 
-4.683 13.583 1.00 0.00 
-6.190 13. 571 1.00 0.00 
-6.830 14.909 1.00 0.00 
-6.370 15.954 1.00 0.00 
-7.898 14.882 1.00 0.00 
-4.196 11.513 1.00 0.00 
-4.318 .11.695 LOO 0,00, 
-4.470 14.054 1.00 0.00 
-4.242 14.172 1.00 0.00 
-6.403 13.322 1.00 0.00 
-6.620 12.821 1.00 0.00 
-8.209 14.013 1.00 0.00 
-8.332 15.732 1.00 0.00 
-1.804 11.411 1.00 0.00 
-0.339 11.421 1.00 0.00 
0.233 12.562 1.00 0.00 
-0.378 12.993 1.00 0.00 
0.020 10.071 1.00 0.00 
-1.136 9.742 1.00 0.00 
-2.352 10.321 1.00 0.00 
0.058 11.477 1.00 0.00 
0.936 10.164 1.00 0.00 
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ATOM 1452 C 
ATOM 1453 0 



ATOM 1445 2HB PROA 98 124.495 0.145 
ATOM 1446 1HG PROA 98 121.864 -0.996 
ATOM 1447 2HG PROA 98 122.744 -1.234 
ATOM 1448 1HD PROA 98 122.773 -3.041 
ATOM 1449 2HD PROA 98 124.123 -2.834 
ATOM 1450 N SERA 99 123.896 1.405 
ATOM 1451 CA SERA 99 123.183 2.058 
SER A 99 121.936 2.769 
SER A 99 121.949 3.978 
ATOM 1454 CB SERA 99 124.099 3.058 
ATOM 1455 OG SER A 99 123. 376 3. 838 
ATOM 1456 H SERA 99 124.685 1.842 
ATOM 1457 HA SERA 99 122.885 1.297 
ATOM 1458 , 1HB SER A[ -99 124. 878 2.522 
ATOM 1459 2HB SER A 99 124. 543 3. 717 
ATOM 1460 HG SERA 99 123.687 4.746 
ATOM 1461 N GLY A 100 120.858 2.011 
ATOM 1462 CA GLY A 100 119.617 2.585 
ATOM 1463 C GLY A 100 118.641 2.890 
GLY A 100 118.712 2.283 
GLY A 100 120.906 1.053 
ATOM 1466 1HA GLY A 100 119.839 3.500 
ATOM 1467 2HA GLY A 100 119.154 1.890 
ATOM 1468 N PRO A 101 117.710 3.837 
ATOM 1469 CA PRO A 101 116.718 4.211 
ATOM 1470 C PRO A 101 115.686 3.114 
PRO A 101 115.170 2.959 
PRO A 101 116.052 5.453 

5.309 



ATOM 1464 0 
ATOM 1465 H 



ATOM 1471 0 
ATOM 1472 CB 



ATOM 1473 CG PRO A 101 116.233 



9.334 1.00 0.00 
10.192 1.00 0.00 
8.671 1.00 0.00 
10.7.08 1.00 0.00 
9.576 1.00 0.00 
13.048 1.00 0.00 
14.139 1.00 0.00 
13.625 1.00 0.00 
13.392 1.00 0.00 
14.847 1.00 0.00 
15.784 1.00 0.00 
12.662 1.00 0.00 
14.843 1.00 0.00 
15.369 1.00 0.00 
14.115 1.00 0. 00 
15.754 1.00 0.00 
13.452 1.00 0.00 
12.966 1.00 0.00 
14.088 1.00 0.00 
15.156 1.00 0.00 
13.654 1.00 0.00 
12.438 1.00 0.00 
12.281 1.00 0.00 
13.874 1.00 0.00 
14.886 1.00 0.00 
15.120 1.00 0.00 
16.227 1.00 0.00 
14.289 1.00 0.00 
12.818 1.00 0.00 
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ATOM 1474 
ATOM 1475 
ATOM 1476 
ATOM 1477 
ATOM 1478 
ATOM 1479 
ATOM 1480 
ATOM 1481 
ATOM 1482 
ATOM 1483 
ATOM 1484 
ATOM 1485 
ATOM 1486 
ATOM 1487 
ATOM 1488 
ATOM 1489 
ATOM 1490 
ATOM 1491 
ATOM 1492 
ATOM 1493 
ATOM 1494 
ATOM 1495 
ATOM 1496 
ATOM 1497 
ATOM 1498 
ATOM 1499 
ATOM 1500 
ATOM 1501 
ATOM 1502 



CD PRO A 101 117.552 

HA PRO A 101 117. 188 

1HB PRO A 101 115.006 

2HB PRO A 101 116.539 

1HG PRO A 101 115.431 

2HG PRO A 101 116. 254 

1HD PRO A 101 117. 515 

2HD PRO A 101 118.349 

N SER A 102 115.391 

CA SER A 102 114.422 

C SER A 102 115.026 

0 SER A 102 115.981 

CB . SER A 102 113. 174 

OG SER A 102 113/518 



H SER A 102 115.837 

HA SER A 102 114. 140 

1HB SER A 102 112. 535 

2HB SER A 102 112. 640 

HG SER A 102 114. 158 

N SER A 103 114.464 

CA SER A 103 114.948 

C SER A 103 113.793 

0 SER A 103 113.006 

CB SER A 103 115.712 
OG SER A 103 116.827 
H SER A 103 113.705 
HA SER A 103 115. 619 
1HB SER A 103 116.064 
2HB SER A 103 115.053 



4.612 12.629 1.00 0.00 
4.468 15.824 1.00 0.00 
5.468 14.559 1.00 0.00 
6.341 14.661 1.00 0.00 
4.713 12.405 1.00 0.00 
6.283 12.353 1.00 0.00 
3.959 11.769 1.00 0.00 
5.334 12.521 1.00 0.00 
2.353 14.071 1.00 0.00 
1.268 14.162 1.00 0.00 
-0.046 13.678 1.00 0.00 
-0.051 12.900 1.00 0.00 
1.602 13.342 1.00 0.00 
1.991 12.024 1.00 0.00 
2.524 13.215 1.00 0.00 
1.160 15.200 1.00 0.00 
0.731 13.291 1.00 0.00 
2.412 13.817 1.00 0.00 
1.372 11.664 1.00 0.00 
-1.158 14.141 1.00 0.00 
-2.477 13.755 1.00 0.00 
-3.377 13.328 1.00 0.00 
-3.830 14.160 1.00 0.00 
-3.123 14.912 1.00 0.00 
-3.859 14.441 1.00 0.00 
-1.088 14.757 1.00 0.00 
-2.352 12.918 1.00 0.00 
-2.352 15.583 1.00 0.00 
-3.791 15.447 1.00 0.00 
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ATOM 1503 HG SER A 103 117.625 -3.339 14.550 1.00 0.00 

ATOM 1504 N GLY A 104 113.698 -3.632 12.027 1.00 0.00 

ATOM 1505 CA GLY A 104 112.636 -4.477 11.513 1.00 0.00 

ATOM 1506 C GLY A 104 113.033 -5.939 11.455 1.00 0.00 

ATOM 1507 0 GLY A 104 114.116 -6.238 10.910 1.00 0.00 

ATOM 1508 OXT GLY A 104 112.263 -6.784 11.956 1.00 0.00 

ATOM 1509 H GLY A 104 114.353 -3.244 11.412 1.00 0.00 

ATOM 1510 IHA GLY A 104 111.770 -4.376 12.151 1.00 0.00 

ATOM 1511 2HA GLY A 104 112.377 -4.146 10.518 1.00 0.00 

TER 1512 GLY A 104 
ENDMDL 

[0 112] 

zmmmmm 1 5 .. . - 



ATOM 


1 


N 


GLY A 


1 


120.679 


30. 983 


-5. 770 


1.00 


0.00 


ATOM 


2 


CA 


GLY A 


1 


121.946 


31. 445 


-6.400 


1.00 


0.00 


ATOM 


3 


C 


GLY A 


1 


122.753 


30. 303 


-6. 986 


1.00 


0.00 


ATOM 


4 


0 


GLY A 


1 


122.711 


30.059 


-8. 191 


1.00 


0.00 


ATOM 


5 


1H 


GLY A 


1 


120.030 


30.619 


-6.498 


1.00 


0.00 


ATOM 


6 


2H 


GLY A 


1 


120.217 


31.771 


-5. 273 


1.00 


0.00 


ATOM 


7 


3H 


GLY A 


1 


120. 875 


30.224 


-5. 086 


1.00 


0.00 


ATOM 


8 


IHA 


GLY A 


1 


121.710 


32. 145 


-7. 187 


1.00 


0.00 


ATOM 


9 


2HA 


GLY A 


1 


122. 543 


31.947 


-5. 653 


1.00 


0.00 


ATOM 


10 


N 


SER A 


2 


123.490 


29. 602 


-6. 130 


1.00 


0.00 


ATOM 


11 


CA 


SER A 


2 124.311 


28.479 


-6. 568 


1.00 


0.00 


ATOM 


12 


C 


SER A 


2 124.545 


27.497 


-5.426 


1.00 


0.00 


ATOM 


13 


0 


SER A 


2 125.589 


27. 525 


-4.775 


1.00 


0.00 


ATOM 


14 


CB 


SER A 


2 


125.652 


28.981 


-7. 110 


1.00 


0.00 


ATOM 


15 


OG 


SER A 


2 126.417 


27.915 


-7. 643 


1.00 


0.00 
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ATOM 16 


H 


SER A 


2 123.482 


29.846 


-5.180 1.00 0.00 


ATOM 17 


HA 


SER A 


2 123.781 


27. 972 


-7.360 1.00 0.00 


ATOM 18 


1HB 


SER A 


2 125.473 


29. 706 


-7.890 1.00 0.00 


ATOM 19 


2HB 


SER A 


2 126.209 


29.443 


-6.309 1.00 0.00 


ATOM 20 


HG 


SER A 


2 127.121 


28. 270 


-8.192 1.00 0.00 


ATOM 21 


N 


SER A 


3 123.568 


26. 629 


-5.188 1.00 0.00 


ATOM 22 


CA 


SER A 


3 123.668 


25. 638 


-4.124 1.00 0.00 


ATOM 23 


C 


SER A 


3 122.933 


24. 356 


-4.503 1.00 0.00 


ATOM 24 


0 


SER A 


3 121.819 


24. 107 


-4.040 1.00 0.00 


ATOM 25 


CB 


SER A 


3 123.099 


26. 199 


-2.820 1.00 0.00 


ATOM 26 


OG 


SER A 


3 123.804 


25.698 


-1.698 1.00 0.00 


ATOM 27 


H 


SER A 


3 122.760 


26.656 


-5.742 1.00 0.00 


ATOM 28 


HA 


SER A 


3 124.714 


25.409 


-3.981 1.00 0.00 


ATOM 29 


1HB 


SER A. 


3 123. 181 


. 27.276 


-2.828 1. 00 0.00 


ATOM 30 


2HB 


SER A 


3 122.060 


25.918 


-2.732 1. 00 0.00 


ATOM 31 


HG 


SER A 


3 123.329 


25. 922 


-0.893 1.00 0.00 


ATOM 32 


N 


GLY A 


4 123.562 


23.546 


-5.348 1.00 0.00 


ATOM 33 


CA 


GLY A 


4 122.953 


22. 300 


-5.776 1.00 0.00 


ATOM 34 


C 


GLY A 


4 123.909 


21. 127 


-5.686 1.00 0.00 


ATOM 35 


0 


GLY A 


4 125.081 


21.243 


-6.045 1.00 0.00 


ATOM 36 


H 


GLY A 


4 124.448 


23.797 


-5.684 1.00 0.00 


ATOM 37 


1HA 


GLY A 


4 122.095 


22. 100 


-5.152 1.00 0.00 


ATOM 38 


2HA 


GLY A 


4 122.625 


22.406 


-6.799 1.00 0.00 


ATOM 39 


N 


SER A 


5 123.408 


19.994 


-5.206 1.00 0.00 


ATOM 40 


CA 


SER A 


5 124.225 


18. 794 


-5.070 1.00 0.00 


ATOM 41 


C 


SER A 


5 123.495 


17.574 


-5.622 1.00 0.00 


ATOM 42 


0 


SER A 


5 122.346 


17.311 


-5.267 1.00 0.00 


ATOM 43 


CB 


SER A 


5 124.590 


18. 563 


-3.603 LOO 0.00 


ATOM 44 


OG 


SER A 


5 125.250 


19.693 


-3.058 1.00 0.00 
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ATOM 45 


H 


SER A 


5 122.466 


19.964 


-4.937 1.00 0.00 


ATOM 46 


HA 


SER A 


5 125.131 


18. 943 


-5.637 1.00 0.00 


ATOM 47 


1HB 


SER A 


5 123.690 


18. 380 


-3.034 1.00 0.00 


ATOM 48 


2HB 


SER A 


5 125.244 


17.708 


-3.527 1.00 0.00 


ATOM 49 


HG 


SER A 


5 124.629 


20. 205 


f\ f* fX F* y*\ f\ f\ /X f\ 

-2.535 1.00 0.00 


ATOM 50 


N 


SER A 


6 124.170 


16. 830 


/X A g~\ dT% ~t /X /X /X FV f\ 

-6.493 1.00 0.00 


ATOM 51 


CA 


SER A 


6 123.587 


15.637 


-7.094 1.00 0.00 


ATOM 52 


C 


SER A 


6 123.342 


14.561 


-6.042 1.00 0.00 


ATOM 53 


0 


SER A 


6 122.320 


13. 877 


A y% A <w f\ fx a fx /X 

-6.064 1.00 0.00 


ATOM 54 


CB 


SER A 


6 124.502 


15. 094 


-8.194 1.00 0.00 


ATOM 55 


OG 


SER A 


6 124.009 


13. 870 


-8.709 1.00 0.00 


ATOM 56 


H 


SER A 


6 125.083 


17. 091 


Ft f'X FT -I VX yX FN /X /X 

-6.737 1.00 0.00 


ATOM 57 


HA 


SER A 


6 122.640 


15.917 


-7.532 1.00 0.00 


ATOM 58 


. 1HB 


SER A 


6 124.560 


15.813 


-8.998 1.00 0.00 


ATOM 59 


2HB 


SER A 


6 125. 489 


14. 929 


-7.787 1.00 0.00 


ATOM 60 


HG 


SER A 


6 124.036 


13. 200 


FX f\ FX A T, FA. ^X /X /X FX 

-8.024 1.00 0.00 


ATOM 61 


N 


GLY A 


7 124.290 


14.415 


-5.121 1.00 0.00 


ATOM 62 


GA 


GLY A 


7 124.159 


13. 420 


-4.073 1.00 0.00 


ATOM 63 


C 


GLY A 


7 124.966 


12. 168 


-4.358 1.00 0.00 


ATOM 64 


0 


GLY A 


7 124.410 


11.130 


J FT T F* T ^X /X /X /\ /X 

-4.715 1.00 0.00 


ATOM 65 


H 


GLY A 


7 125.084 


14. 989 


-5.153 1.00 0.00 


ATOM 66 


1HA 


GLY A 


7 124.496 


13. 848 


FX T A T T FX /X f\ £\ 4*\ 

-3.141 1.00 0.00 


ATOM 67 


2HA 


GLY A 


7 123.118 


13. 149 


FX FX FT A T f\ /"\ /X /X /X 

-3.978 1.00 0.00 


ATOM 68 


N 


LEU A 


8 126.282 


12. 267 


-4. 199 1.00 0.00 


ATOM 69 


CA 


LEU A 


8 127.168 


11. 136 


-4.441 1.00 0.00 


ATOM 70 


C 


LEU A 


8 127.444 


10. 371 


-3.149 1.00 0.00 


ATOM 71 


0 


LEU A 


8 127.690 


9.166 


-3.171 1.00 0.00 


ATOM 72 


CB 


LEU A 


8 128.485 


11.614 


-5.055 1.00 0.00 


ATOM 73 


CG 


LEU A 


8 128.357 


12. 279 


-6.427 1.00 0.00 
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ATOM 74 


CD1 


LEU A 


8 129.663 


12. 949 


-6.820 1.00 0.00 


ATOM 75 


CD2 


LEU A 


8 127.944 


11.256 


-7.475 1.00 0.00 


ATOM 76 


H 


LEU A 


8 126.666 


13. 122 


-3.912 1.00 0.00 


ATOM 77 


HA 


LEU A 


8 126.677 


10.473 


-5. 139 1.00 0.00 


ATOM 78 


1HB 


LEU A 


8 128.937 


12. 324 


a *l /A /a /\ /\/\ 

-4.375 1.00 0.00 


ATOM 79 


2HB 


LEU A 


8 129.144 


10. 765 


r— |— -« -» /a /\ /A /a /A 

-5. 151 1.00 0.00 


ATOM 80 


HG 


LEU A 


8 127.592 


13. 039 


r\ g-\ r*\ t i f\ /"v r\ /A /A 

-6.381 1.00 0.00 


ATOM 81 


1HD1 LEU A 


8 130.493 


12. 379 


-6.430 1.00 0.00 


ATOM 82 


2HD1 LEU A 


8 129.691 


13.950 


-6.412 1.00 0.00 


ATOM 83 


3HD1 LEU A 


8 129.734 


12. 997 


mm nn n /A 7A f\ /A /A 

-7.896 1.00 0.00 


ATOM 84 


1HD2 LEU A 


8 128.293 


11.574 


-8.446 1.00 0.00 


ATOM 85 


2HD2 LEU A 


8 126.867 


11. 171 


-7.490 1.00 0.00 


ATOM 86 


3HD2 LEU A 


8 128.377 


10. 297 


-7.233 1.00 0.00 


ATOM .87 


N 


ALA A 


9 127.401 


11.081 ' 


tr*. f\ r» 1 /Art /\ /A r\ 

-2.026 1.00 0.00 


ATOM 88 


CA 


ALA A 


9 127. 645 


10. 468 


-0.726 1.00 0.00 


ATOM 89 


C 


ALA A 


9 129.062 


9.911 


-0.640 1.00 0.00 


ATOM 90 


0 


ALA A 


9 129.282 


8.825 


-0.104 1.00 0.00 


ATOM 91 


CB 


ALA A 


9 126.626 


9.371 


-0.457 1.00 0.00 


ATOM 92 


H 


ALA A 


9 127.199 


12. 039 


-2.073 1.00 0.00 


ATOM 93 


HA 


ALA A 


9 127.524 


11.231 


0.030 1.00 0.00 


ATOM 94 


1HB 


ALA A 


9 126.702 


9.053 


0.573 1.00 0.00 


ATOM 95 


2HB 


ALA A 


9 126.821 


8. 532 


^ -1 /Art "1 /A /A /A /A /A 

-1. 108 1.00 0.00 


ATOM 96 


3HB 


ALA A 


9 125.632 


9.749 


/A /» J r 1 /A /A /"V /A /*\ 

-0.645 1.00 0.00 


ATOM 97 


N 


MET A 


10 130.020 


10. 663 


-a -m 1 ^ /A rt /\ VA /A 

-1. 171 1.00 0.00 


ATOM 98 


CA 


MET A 


10 131.417 


10.244 


1 •« f— p» n /\/\ /A /A /A 

-1. 155 1.00 0.00 


ATOM 99 


C 


MET A 


10 132.321 


11.385 


-0.688 1.00 0.00 


ATOM 100 


0 


MET A 


10 133.052 


11.975 


-1.484 1.00 0.00 


ATOM 101 


. CB 


MET A 


10 131.845 


9.772 


-2.545 1.00 0.00 


ATOM 102 


CG 


MET A 


10 130.834 


8.856 


-3.215 1.00 0.00 
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ATOM 103 


SD 


MET A 


ATOM 104 


CE 


MET A 


ATOM 105 


H 


MET A 


ATOM 106 


HA 


MET A 


ATOM 107 


1HB 


MET A 


ATOM 108 


2HB 


MET A 


ATOM 109 


1HG 


MET A 


ATOM 110 


2HG 


MET A 


ATOM 111 


1HE 


MET A 


ATOM 112 


2HE 


MET A 


ATOM 113 


3HE 


MET A 


ATOM 114 


N 


PRO A 


ATOM 115 


CA 


PRO A 


ATOM 116 


C 


PRO A 


ATOM 117 


0 


PRO A 


ATOM 118 


CB 


PRO A 


ATOM 119 


CG 


PRO A 


ATOM 120 


CD 


PRO A 


ATOM 121 


HA 


PRO A 


ATOM 122 


1HB 


PRO A 


ATOM 123 


2HB 


PRO A 


ATOM 124 


1HG 


PRO A 


ATOM 125 


2HG 


PRO A 


ATOM 126 


1HD 


PRO A 


ATOM 127 


2HD 


PRO A 


ATOM 128 


N 


PRO A 


ATOM 129 


CA 


PRO A 


ATOM 130 


C 


PRO A 


ATOM 131 


0 


PRO A 



10 131.476 8.092 

10 131.040 9.327 

10 129.783 11.519 

10 131.508 9.422 

10 131.990 10.636 

10 132.781 9.240 

10 130.562 8.074 

10 129.957 9.433 

10 131.068 10.308 

10 130.045 9.131 

10 131.744 9.290 

11 132.281 11.710 
11 133.100 12.784 
11 134.595 12,556 
11 135.309 13.464 
11 132.769 12.754 
11 131.476 12.019 
11 131.439 11.057 
11 132.825 13.745 
11 133.557 12.246 
11 132.675 13.766 
11 131.439 11.479 
11 130.653 12.714 
11 131.852 10.102 

11 130.427 10.938 

12 135.093 11.335 
12 136.511 11.009 
12 136.986 11.295 
12 138.180 11.481 



4.717 1.00 0.00 
•5.937 1.00 0.00 
■1.583 1.00 0.00 
-0.461 1.00 0.00 
-3.178 1.00 0.00 
-2.460 1.00 0.00 
-2.520 1.00 0.00 
-3.468 1.00 0.00 
-5.484 1.00 0.00 
-6.310 1.00 0.00 
-6.755 1.00 0.00 

0.616 1.00 0.00 

1.185 1.00 0.00 

0. 964 1.00 0.00 . 

0.541 1.00 0.00 

2.681 1.00 0.00 

2.785 1.00 0.00 

1.632 1.00 0.00 

0.774 1.00 0.00 

3.216 1.00 0.00 

3.049 1.00 0.00 

3.719 1.00 0.00 

2.720 1.00 0.00 
1.921 1.00 0.00 
1.273 1.00 0.00 
1.242 1.00 0.00 
1.060 1.00 0.00 

-0.360 1.00 0.00 
-0.600 1.00 0.00 

tBlE# 2003-3083148 



&EB 2002-236129 



: 781/ 



ATOM 132 


CB 


PRO A 


12 


136. 579 


9.506 


1.352 1.00 0.00 


ATOM 133 


CG 


PRO A 


12 


135.386 


9.226 


2.199 1.00 0.00 


ATOM 134 


CD 


PRO A 


12 


134.322 


10. 182 


1.744 1.00 0.00 


ATOM 135 


HA 


PRO A 


12 


137. 133 


11.544 


1.762 1.00 0.00 


ATOM 136 


1HB 


PRO A 


12 


136. 543 


8.956 


0.423 1.00 0.00 


ATOM 137 


2HB 


PRO A 


12 


137.495 


9.281 


1.875 1.00 0.00 


ATOM 138 


1HG 


PRO A 


12 135.063 


8.206 


2.050 1.00 0.00 


ATOM 139 


2HG 


PRO A 


12 


135. 625 


9.397 


3.237 1.00 0.00 


ATOM 140 


1HD 


PRO A 


12 


133. 730 


9.741 


0.954 1.00 0.00 


ATOM 141 


2HD 


PRO A 


12 133.694 


10.468 


2.572 1.00 0.00 


ATOM 142 


N 


GLY A 


16 


160. U44 


11.330 


-1.297 1.00 0.00 


ATOM 143 


CA 


GLY A 


16 


lOD. OOD 


11.595 


-2.682 1.00 0.00 


ATOM 144 


C 


GLY A 


16 


loo. ooo 


10. 353 


-3.413 1.00 0.00 


ATOM 145 


.0 


GLY A 


16 


16 ( . OoZ 


10. 440 


-4.365 1.00 0,00 


ATOM 146 


H 


GLY A 


13 


135. 109 


11. 175 


-1.047 1.00 0.00 


ATOM 147 


1HA 


GLY A 


13 


135.516 


11.988 


-3.187 1.00 0.00 


ATOM 148 


2HA 


GLY A 


13 


137. 171 


12. 335 


-2.713 1.00 0.00 


ATOM 149 


N 


ASN A 


14 


136.386 


9.192 


-2.966 1.00 0.00 


ATOM 150 


CA 


ASN A 


14 


136. 765 


7.926 


-3.585 1.00 0.00 


ATOM 151 


C 


ASN A 


14 


135. 536 


7.063 


-3.854 1.00 0.00 


ATOM 152 


0 


ASN A 


14 


135. 169 


6.832 


-5.006 1.00 0.00 


ATOM 153 


CB 


ASN A 


14 


137. 746 


7.169 


-2.688 1.00 0.00 


ATOM 154 


CG 


ASN A 


14 


138. 934 


8.021 


-2.284 1.00 0.00 


ATOM 155 


0D1 


ASN A 


14 


139.701 


8.478 


-3.130 1.00 0.00 


ATOM 156 


ND2 


ASN A 


14 


139.092 


8.236 


-0.983 1.00 0.00 


ATOM 157 


H 


ASN A 


14 


135.771 


9.186 


-2.204 1.00 0.00 


ATOM 158 


HA 


ASN A 


14 


137.246 


8. 147 


-4.524 1.00 0.00 


ATOM 159 


1HB 


ASN A 


14 137.234 


6.851 


-1.792 1.00 0.00 


ATOM 160 


2HB 


ASN A 


14 138.111 


6.301 


-3.216 1.00 0.00 



mSE#2 003-3083148 
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782/ 



ATOM 161 


1HD2 


ASN A 


ATOM 162 


2HD2 


ASN A 


ATOM 163 


N 


SER A 


ATOM 164 


CA 


SER A 


ATOM 165 


C 


SER A 


ATOM 166 


0 


SER A 


ATOM 167 


CB 


SER A 


ATOM 168 


OG 


SER A 


ATOM 169 


H 


SER A 


ATOM 170 


HA 


SER A 


ATOM 171 


1HB 


SER A 


ATOM 172 


2HB 


SER A 


ATOM 173 


HG 


SER A 


ATOM 174 


N 


HIS A 


ATOM 175 


CA 


HIS A 


ATOM 176 


C 


HIS A 


ATOM 177 


0 


HIS A 


ATOM 178 


CB 


HIS A 


ATOM 179 


CG 


HIS A 


ATOM 180 


ND1 


HIS A 


ATOM 181 


CD2 


HIS A 


ATOM 182 


CE1 


HIS A 


ATOM 183 


NE2 


HIS A 


ATOM 184 


H 


HIS A 


ATOM 185 


HA 


HIS A 


ATOM 186 


1HB 


HIS A 


ATOM 187 


2HB 


HIS A 


ATOM 188 


HD1 


HIS A 


ATOM 189 


HD2 


HIS A 



14 138.442 7.841 

14 139.852 8.783 

15 134.904 6.590 
15 133.717 5.753 
15 132.994 5.633 
15 131.949 6.251 
15 134.098 4.363 
15 134.120 4.328 
15 135.245 6.809 
15 133.054 6.220 
15 135.079 4.102 
15 133.377 3.640 

15 133. 330 4. 753 

16 133.555 4. '836 
16 132.964 4.636 
16 133.749 5.390 
16 133.304 6.427 
16 132.919 3.145 
16 131.652 2.471 
16 130.421 2.767 
16 131.427 1.513 
16 129.495 2.018 
16 130.079 1.248 
16 134.388 4.371 
16 131.956 5.020 
16 133.741 2.645 
16 133.016 3.024 
16 130.251 3.427 
16 132.171 1.042 



■0.365 1.00 0.00 
-0.694 1.00 0.00 
-2.785 1.00 0.00 
-2.908 1.00 0.00 
-1.570 1.00 0.00 
-1.359 1.00 0.00 
-3.419 1.00 0.00 
-4.836 1.00 0.00 
-1.892 1.00 0.00 
-3.620 1.00 0.00 
-3.051 1.00 0.00 
-3.065 1.00 0.00 
-5.179 1.00 0.00 
-0.667 1.00. 0.00 

0.651 1.00 0.00 

1.720 1.00 0.00 

2.214 1.00 0.00 

0.992 1.00 0.00 

0.564 1.00 0.00 

1.112 1.00 0.00 
-0.365 1.00 0.00 

0.539 1.00 0.00 
-0.360 1.00 0.00 
-0.893 1.00 0.00 

0.623 1.00 0.00 

0.501 1.00 0.00 

2.060 1.00 0.00 

1.817 1.00 0.00 
-0.992 1.00 0.00 

ffilE# 2003-3083148 
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^-v: 783/ 



ATOM 190 


HE1 


HIS A 


16 128.440 


2.033 


ATOM 191 


HE2 


HIS A 


16 129.636 


0.539 


ATOM 192 


N 


GLY A 


1/ 


1 OA QIC 


4.863 


ATOM 193 


CA 


GLY A 


1 I 


loo. /44 


5.499 


ATOM 194 


C 


GLY A 


17 


137. 137 


4.907 


ATOM 195 


0 


GLY A 


17 


137.453 


4.141 


ATOM 196 


H 


GLY A 


17 


135.219 


4.035 


ATOM 197 


1HA 


GLY A 


17 


135. 823 


6.552 


ATOM 198 


2HA 


GLY A 


17 


135.271 


5.384 


ATOM 199 


N 


LEU A 


18 137.973 


5.258 


ATOM 200 


CA 


LEU A 


18 


139. 341 


4.753 


ATOM 201 


C 


LEU A 


18 


140. 327 


5.797 


ATOM 202 


0 


LEU A 


18 


140.741 


6.692 


ATOM 203 


CB 


LEU A 


18 


139. 705 


4.353 


ATOM 204 


CG 


LEU A 


18 


138. 656 


3. 503 


ATOM 205 


CD1 


LEU A 


18 


138. 908 


3.505 


ATOM 206 


CD2 


LEU A 


18 


138. 661 


2.082 


ATOM 207 


H 


LEU A 


18 137.663 


5.870 


ATOM 208 


HA 


LEU A 


18 


139. 396 


3.881 


ATOM 209 


1HB 


LEU A 


18 


139. 866 


5. 253 


ATOM 210 


2HB 


LEU A 


18 


140. 629 


3.795 


ATOM 211 


HG 


LEU A 


18 137.678 


3.926 


ATOM 212 


1HD1 LEU A 


18 


138. 015 


3.179 


ATOM 213 


2HD1 LEU A 


18 


139. 721 


2.833 


ATOM 214 


3HD1 LEU A 


18 


139. 163 


4.505 


ATOM 215 


1HD2 LEU A 


18 


138. 267 


1.410 


ATOM 216 


2HD2 LEU A 


18 


138. 048 


2.032 


ATOM 217 


3HD2 LEU A 


18 


139. 672 


1.792 


ATOM 218 


N 


GLU A 


19 


140. 700 


5.676 



0.768 1.00 0.00 
-0.870 1.00 0.00 
2.071 1.00 0.00 
3.079 1.00 0.00 
3.143 1.00 0.00 
4.056 1.00 0.00 
1.643 1.00 0.00 
2.852 1.00 0.00 
4.044 1.00 0.00 
2.173 1.00 0.00 
2.121 1.00 0.00 
2.636 1.00 0.00 
1.898 1.00 0.00 
0.691 1.00 0.00 
-0.030 1.00 0.00 
-1.530 1.00 0.00 
0.512 1.00 0.00 
1.473 1.00 0.00 
2.756 1.00 0.00 
0.117 1.00 0.00 
0.720 1.00 0.00 
0.146 1.00 0.00 
-2.044 1.00 0.00 
-1.760 1.00 0.00 
-1.850 1.00 0.00 
-0.236 1.00 0.00 
1.399 1.00 0.00 
0.757 1.00 0.00 
3.905 1.00 0.00 



ffiSE# 2003-3083148 



#®2 0 0 2 



ATOM 


OTA 

219 


CA 


r*T TT 

GLU 


A 


19 


141.638 


ATOM 


OOA 

220 


C 


r\j TT 

GLU 


A 

A 


19 


142. 630 


ATOM 


ooi 

221 


0 


rr TT 

GLU 


A ' 

A 


19 


142. 538 


AIOM 


III 


OB 


r\j TT 

GLU 


A 


19 


140. 885 


ATOM 


ooo 

223 


CG 


/™*T TT 

GLU 


A 


19 


139.926 


ATOM 


OO j< 

224 


CD 


/^T TT 

GLU 


A 


19 


139. 298 


ATOM 


225 


0E1 


r\T TT 

GLU 


A 


19 


139.963 


ATOM 


226 


AT>0 

0E2 


/^T TT 

GLU 


A 


19 


138. 142 


ATOM 


227 


TT 

H 


GLU 


A 


19 


140. 335 


ATOM 


228 


TT A 

HA 


ny TT 

GLU 


A 


19 


142. 181 


ATOM 


ooo 

229 


-j TIT* 

1HB 


r*r TT 

GLU 


A 


19 


141.603 


ATOM 


OOA 

230 


2HB 


m TT 

GLU 


A 

A 


19 


140. 318 


ATOM 


OOI 

231 


IHG 


GLU 


A 


19 


139. 138 


ATOM 


ooo 

232 


2HG 


/■vr TT 

GLU 


A 

A 


19 


140.467 


ATYMlf 

ATOM 


ooo 

233 


XT 

N 


tJAT 

VAL 


A 

A 


20 


143. 579 


ATOM 


234 


CA 


VAL 


A 


20 


144. 588 


ATYMlf 

ATOM 


235 


C 


TT A T 

VAL 


A 


20 


143. 947 


ATOM 


236 


0 


TT A T 

VAL 


A 

A 


20 


143. 135 


ATOM 


Aon 

237 


CB 


T T A T 

VAL 


A 


20 


145.602 


ATYMlf 

ATOM 


ooo 

238 


CGI 


TT A T 

VAL 


A 

A 


20 


146. 750 


ATOM 


OOA 

239 


CG2 


TT A T 

VAL 


A 

A 


20 


146. 120 


ATOM 


O A A 

240 


H 


VAL 


A 

A 


20 


143. 601 


ATOM 


O A 1 

241 


HA 


VAL 


A 


20 


145. 122 


ATYMif 

ATOM 


O A O 

242 


HB 


VAL 


A 


20 


145. 097 


ATYMif 

ATOM 


243 


1HG1 VAL 


A 


20 


146. 980 


ATOM 


244 


2HG1 VAL 


A 


20 


146.465 


ATOM 


245 


3HG1 VAL 


A 


20 


147. 619 


ATOM 


246 


1HG2 VAL 


A 


20 


146.387 


ATOM 


247 


2HG2 VAL 


A 


20 


146. 991 



2 3 6 1 2 9 ^-v : 784/ 

6.608 4.520 1.00 0.00 

5.870 5.412 1.00 0.00 

4.654 5.586 1.00 0.00 

7.661 5.337 1.00 0.00 

7.069 6.356 1.00 0.00 

8.123 7.247 1.00 0.00 

9.146 7.514 1.00 0.00 

7.926 7.676 1.00 0.00 

4.942 4.443 1.00 0.00 

7.101 3.728 1.00 0.00 

8.273 5.862 1.00 0.00 

8.285 4.661 1.00 0.00 

6.548 5.831 1.00 0.00 

6.369 .6.977 1.00 0.00 

6.610 5.974 1.00 0.00 

6.024 6.848 1.00 0.00 

5.367 8.064 1.00 0.00 

5.980 8.758 1.00 0.00 

7.081 7.324 1.00 0.00 

6.422 8.073 1.00 0.00 

7.892 6.146 1.00 0.00 

7.574 5.796 1.00 0.00 

5.273 6.284 1.00 0.00 

7.754 8.003 1.00 0.00 

5.471 7.616 1.00 0.00 

6.266 9.103 1.00 0.00 

7.061 8.034 1.00 0.00 

7.226 5.339 1.00 0.00 

8.454 6.451 1.00 0.00 

ffiSE# 2003-3083148 
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^-v: 785/ 



ATOM 248 


3HG2 VAL A 


O /"V i i r O^A 

20 145.352 


8.573 


A TYVl JT A A A 

ATOM 249 


N 


GLY A 


21 144.315 


4. 116 


ATAIUf OCA 

ATOM 250 


CA 


GLY A 


21 143.767 


3.397 


ATOM 251 


c 


GLY A 


21 142.730 


2.369 


A TAX H orn 

AIuM 252 


o 


GLY A 


21 142.569 


1.342 


A TAH 1 oro 

ATOM 253 


H 


GLY A 


A i t A A r\ rj 

21 144.967 


3.678 


ATAHf or* A 

ATOM 254 


1HA 


GLY A 


21 144.571 


2.894 


ATOM 255 


2HA 


GLY A 


21 143.308 


4. 105 


A TA1 l csr~ r* 

ATOM 256 


N 


SER A 


22 142.025 


2.646 


ATOM 257 


CA 


SER A 


22 140.997 


1.738 


ATOM 258 


c 


SER A 


22 141.600 


0. 694 


A TYM g A r* A 

ATOM 259 


0 


SER A 


22 142.542 


0.977 


A TAX f A /* A 

ATOM 260 


CB 


SER A 


22 139.905 


2.522 


A nvMk ji a n i 

ATOM 261 


0G 


SER A 


22 139.368 


3.539 


ATOM 262 


H 


SER A 


22 142.199 


3.481 


A All X O /* O 

ATOM 263 


HA 


SER A 


22 140.561 


1.235 


ATOM 264 


1HB 


SER A 


22 140.322 


2.979 


ATOM 265 


2HB 


SER A 


22 139.110 


1.847 


ATOM 266 


HG 


SER A 


22 139.019 


3.147 


ATOM 267 


N 


LEU A 


OO 1 il 1 /\^/% 

23 141.050 


-0. 515 


A TAUT A/* A 

ATOM 268 


CA 


LEU A 


oo Till r a i 

23 141.534 


-1.603 


A TYM if A /* A 

ATOM 269 


c 


LEU A 


23 141.086 


-1.412 


ATOM 270 


0 


LEU A 


23 139.981 


-0. 937 


A TVM K O fl t 

ATOM 271 


CB 


LEU A 


23 141.030 


-2. 948 


ATOM 272 


AA 

CG 


T T?TT A 

LEU A 


23 141.349 


-3. 227 


ATOM 273 


CD1 


LEU A 


23 140.291 


-4. 131 


ATOM 274 


CD2 


LEU A 


23 142.729 


-3.851 


ATOM 275 


H 


LEU A 


23 140.302 


-0. 680 


ATOM 276 


HA 


LEU A 


23 142.613 


-1. 595 



5.811 
8.318 
9.453 
9.043 
9.702 
7.731 
9.970 
10. 127 
7.951 
7.453 
6.520 
5.779 
6.724 
7.552 
7.468 
8.303 
5.839 
6.440 
8. 356 
6.559 
5.717 
4.272 
4.011 
6.245 
7.714 
8. 328 
7.849 
7.171 
5.752 



1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
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ATOM 277 


1HB 


LEU A 


ATOM 278 


2HB 


LEU A 


a rt\f\\ f ft r\ 

ATOM 279 


HG 


LEU A 


ATOM 280 


1HD1 LEU A 


ATOM 281 


2HD1 LEU A 


ATOM 282 


3HD1 LEU A 


ATOM 283 


1HD2 LEU A 


ATOM 284 


2HD2 LEU A 


ATOM 285 


3HD2 LEU A 


ATOM 286 


N 


ALA A 


ATOM 287 


CA 


ALA A 


ATOM 288 


r 


ALA A 


ATOM 289 


0 


ALA A 

xvi <n xi 


ATOM 290 


CB 


ALA A 

xuL&ri xi 


ATOM 291 


H 
ii 


ALA A 

Xli-sXl XI 


ATOM 292 


HA 

11XL 


ATA A 

XVLfXjL XI 


1 mAl « Ann 

ATOM 293 


1HB 


ALA A 


ATOM 294 


2HB 


ALA A 


ATOM 295 


3HB 


ALA A 


ATOM 296 


N 


GLU A 


ATOM 297 


CA 


GLU A 


ATOM 298 


C 


GLU A 


ATOM 299 


0 


GLU A 


ATOM 300 


CB 


GLU A 


ATOM 301 


CG 


GLU A 


ATOM 302 


CD 


GLU A 


ATOM 303 


0E1 


GLU A 


ATOM 304 


0E2 


GLU A 


ATOM 305 


H 


GLU A 



23 139.958 -2.982 

23 141.470 -3.733 

23 141.348 -2.294 

23 140.741 -4.742 

23 139.871 -4.765 

23 139.509 -3.525 

23 143.207 -3.480 

23 143.327 -3.594 

23 142.635 -4.926 

24 141.952 -1.786 
24 141.646 -1.657 
24 142.301 -2.774 
24 143.405 -3.216 
24 142.097 -0.299 
24 142. 817 -2. 159 
24 140.575 -1.723 
24 141.698 -0.138 
24 143.176 -0.267 

24 141.737 0.475 

25 141.611 -3.226 
25 142.125 -4.292 
25 142.308 -3.804 
25 141.520 -2.999 
25 141.178 -5.493 
25 141.860 -6.812 
25 141.004 -7.711 
25 140.828 -8.893 
25 140.509 -7.231 
25 140.736 -2.833 



6.118 1.00 0.00 
5.649 1.00 0.00 
8.260 1.00 0.00 
9.095 1.00 0.00 
7.562 1.00 0.00 
8.763 1.00 0.00 
8.744 1.00 0.00 
6.987 1.00 0.00 
7.913 1.00 0.00 

3.335 1.00 0.00 

1.917 1.00 0.00 

1.110 1.00 0.00 

1.426 1.00 0.00 

1.401 1.00 0.00 

3.606 1.00 0.00 

1.799 1.00 0.00 

0.411 1.00 0.00 

1.364 1.00 0.00 

2.064 1.00 0.00 

0.068 1.00 0.00 
-0.784 1.00 0.00 
-2.217 1.00 0.00 
-2.715 1.00 0.00 
-0.760 1.00 0.00 
-1.087 1.00 0.00 
-1.959 1.00 0.00 
-1.599 1.00 0.00 
-3.001 1.00 0.00 
-0.133 1.00 0.00 

fcBI£# 2003-3083148 



ATOM 306 


HA 


GLU A 


ATOM 307 


1HB 


GLU A 


ATOM 308 


2HB 


GLU A 


ATOM 309 


1HG 


GLU A 


ATOM 310 


2HG 


GLU A 


ATOM 311 


N 


VAL A 


ATOM 312 


CA 


VAL A 


ATOM 313 


c 


VAL A 


ATOM 314 


0 


VAL A 


ATOM 315 


CB 


VAL A 


ATOM 316 


CGI 


VAL A 


ATOM 317 


CG2 


VAL A 


ATOM 318 


H 


VAL A 


ATOM 319 


HA 


VAL A 


ATOM 320 


HB 


VAL A 


ATOM 321 


1HG1 VAL A 


ATOM 322 


2HG1 VAL A 


ATOM 323 


3HG1 VAL A 


ATOM 324 


1HG2 VAL A 


ATOM 325 


2HG2 VAL A 


ATOM 326 


3HG2 VAL A 


ATOM 327 


N 


LYS A 


ATOM 328 


CA 


LYS A 


ATOM 329 


C 


LYS A 


ATOM 330 


0 


LYS A 


ATOM 331 


CB 


LYS A 


ATOM 332 


CG 


LYS A 


ATOM 333 


CD 


LYS A 


ATOM 334 


CE 


LYS A 



m 


2 0 0 2 


-2 3 6 


25 


143. 086 


-4. 595 


25 140.741 


-5. 574 


25 


140.391 


-5. 331 


25 


142.783 


-6. 606 


25 


142.074 


-7. 330 


26 143.353 


-4. 295 






-3. 909 


Z/D 


IftO. OUo 


-5. 041 


oO 


lid. LiHtO 


-6. 207 




JL^bO. JLJ.O 


-3. 513 






-2. 965 






-2. 499 




1 yl Q QA A 
J.ftO. i/ft*t 


-4. 934 




JLftO- v^O 


-3. 052 




TA^ 79 A 


-4. 398 




-L*±D. OJLD 


-3. 785 




1d.fi 93Q 


-2. 335 






-2. 388 




i.4:U. all 


-2. 751 


26 


144. 819 


-2. 513 


26 


145. 556 


-1.512 


27 


143.097 


-4. 690 


27 


142. 772 


-5. 678 


27 


144. 017 


-6. 081 


27 


143.958 


-6. 293 


27 


141.711 


-5. 125 


27 


140.976 


-6. 201 


27 


140. 368 


-5. 643 


27 


140.343 


-6. 687 



12 9 

-0.395 1.00 0.00 
0.224 1.00 0.00 
-1.482 1.00 0.00 
-1.607 1.00 0.00 
-0.164 1.00 0.00 
-2.876 1.00 0.00 
-4.252 1.00 0.00 
-5.219 1.00 0.00 
-4.827 1.00 0.00 
-4.429 1.00 0.00 
-5.827 1.00 0.00 
-3.372 1.00 0.00 
-2.425 1.00 0.00 
-4.493 1.00 0.00 
-4.304 1.00 0.00 
-6.513 1.00 0.00 
-5.818 1.00 0.00 
-6.142 1.00 0.00 
-2.996 1.00 0.00 
-2.560 1.00 0.00 
-3.810 1.00 0.00 
-6.483 1.00 0.00 
-7.506 1.00 0.00 
-8.290 1.00 0.00 
-9.501 1.00 0.00 
-8.460 1.00 0.00 
-9.241 1.00 0.00 
-10.518 1.00 0.00 
-11.623 1.00 0.00 
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ATOM 335 
ATOM 336 
ATOM 337 
ATOM 338 
ATOM 339 
ATOM 340 
ATOM 341 
ATOM 342 
ATOM 343 
ATOM 344 
ATOM 345 
ATOM 346 
ATOM '347 
ATOM 348 
ATOM 349 
ATOM 350 
ATOM 351 
ATOM 352 
ATOM 353 
ATOM 354 
ATOM 355 
ATOM 356 
ATOM 357 
ATOM 358 
ATOM 359 
ATOM 360 
ATOM 361 
ATOM 362 
ATOM 363 



NZ LYS A 
H LYS A 
HA LYS A 
1HB LYS A 
2HB LYS A 
1HG LYS A 
2HG LYS A 
1HD LYS A 
2HD LYS A 
1HE LYS A 
2HE LYS A 
1HZ LYS A 
2HZ LYS A 
3HZ LYS A 
N GLU A 
CA GLU A 
C GLU A 
0 GLU A 
CB GLU A 
CG GLU A 
CD GLU A 
0E1 GLU A 
0E2 GLU A 
H GLU A 
HA GLU A 
1HB GLU A 
2HB GLU A 
1HG GLU A 
2HG GLU A 



27 139.044 
27 143.163 
27 142.375 
27 140.985 
27 142.189 
27 141.671 
27 140.187 
27 139.356 
27 140.955 
27 140.507 
27 141.137 
27 138.370 
27 138.643 

27 139.182 

28 145.141 
28 146.401 
28 146.446 
28 145.486 
28 147.582 
28 148.687 
28 150.071 
28 150.576 
28 150.652 
28 145.125 
28 146.468 
28 147.223 
28 148.003 
28 148.570 
28 148.598 



-7.413 -11.675 1.00 0.00 
-3.745 -6.734 1.00 0.00 
-6.550 -7.009 1.00 0.00 
-4.565 -7.888 1.00 0.00 
-4.461 -9.165 1.00 0.00 
-6.984 -9.498 1.00 0.00 
-6.604 -8.624 1.00 0.00 
-5.326 -10.315 1.00 0.00 
-4.798 -10.846 1.00 0.00 
-6.194 -12.570 1.00 0.00 
-7.398 -11.447 1.00 0.00 
-6.896 -12.277 1.00 0.00 
-7.495 -10.720 1.00 0.00 
-8.367 -12.065 1.00 0. 00 
-6.187 -7.591 1.00 0.00 
-6.566 -8.222 1.00 0.00 
-8.068 -8.485 1.00 0.00 
-8.786 -8.207 1.00 0.00 
-6.154 -7.340 1.00 0.00 
-5.437 -8.100 1.00 0.00 
-5.885 -7.675 1.00 0.00 
-5.368 -6.655 1.00 0.00 
-6.753 -8.360 1.00 0.00 
-6.005 -6.628 1.00 0.00 
-6.045 -9.165 1.00 0.00 
-5.494 -6.564 1.00 0.00 
-7.037 -6.883 1.00 0.00 
-5.638 -9.155 1.00 0.00 
-4.376 -7.924 1.00 0.00 
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ATOM 364 
ATOM 365 
ATOM 366 
ATOM 367 
ATOM 368 
ATOM 369 
ATOM 370 
ATOM 371 
ATOM 372 
ATOM 373 
ATOM 374 
ATOM 375 
ATOM 376 
ATOM 377 
ATOM 378 
ATOM 379 
ATOM 380 
ATOM 381 
ATOM 382 
ATOM 383 
ATOM 384 
ATOM 385 
ATOM 386 
ATOM 387 
ATOM 388 
ATOM 389 
ATOM 390 
ATOM 391 
ATOM 392 



N ASN A 
CA ASN A 
C ASN A 
0 ASN A 
CB ASN A 
CG ASN A 
0D1 ASN A 
ND2 ASN A 
H ASN A 
HA ASN A 
1HB ASN A 
2HB ASN A 
1HD2 ASN A 
2HD2 ASN A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PRO A 



29 147.567 
29 147.737 
29 147.676 
29 146.827 
29 149.069 
29 148.909 
29 148.911 
29 148.770 
29 148.298 
29 146.930 
29 149.744 
29 149.497 
29 148.778 

29 148.665 

30 148.579 
30 148.624 
30 147.529 
30 147.581 
30 150.002 
30 150.284 
30 149.627 
30 148.557 
30 149.971 
30 150.729 
30 149.862 
30 151.351 
30 149.194 

30 150.342 

31 146.518 



-8.535 -9.023 1.00 0.00 
-9.952 -9.323 1.00 0.00 
-10.789 -8.047 1.00 0.00 
-11.670 -7.913 1.00 0.00 
-10.187 -10.039 1.00 0.00 
-10.256 -11.545 1.00 0.00 
-11.338 -12.132 1.00 0.00 
-9.097 -12.180 1.00 0.00 
-7.914 -9.221 1.00 0.00 
-10.252 -9.975 1.00 0.00 
-9.378 -9.805 1.00 0.00 
-11.118 -9.697 1.00 0.00 
-8.275 -11.647 1.00 0.00 
-9.113 -13.154 1.00 0,00 
-10.522 -7.087 1.00 0.00 
-11.252 -5.818 1.00 0.00 
-10.802 -4.852 1.00 0.00 
-9.694 -4.319 1.00 0.00 
-10.898 -5.265 1.00 0.00 
-9.540 -5.809 1.00 0.00 
-9.485 -7.165 1.00 0.00 
-12.319 -5.972 1.00 0.00 
-10.894 -4.186 1.00 0.00 
-11.619 -5.609 1.00 0.00 
-8.790 -5.158 1.00 0.00 
-9.397 -5.905 1.00 0.00 
-8.511 -7.333 1.00 0.00 
-9.719 -7.938 1.00 0.00 
-11.657 -4.609 1.00 0.00 



mSEJRF 2003-3083148 
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ATOM 393 
ATOM 394 
ATOM 395 
ATOM 396 
ATOM 397 
ATOM 398 
ATOM 399 
ATOM 400 
ATOM 401 
ATOM 402 
ATOM 403 
ATOM 404 
ATOM 405 
ATOM. 406 
ATOM 407 
ATOM 408 
ATOM 409 
ATOM 410 
ATOM 411 
ATOM 412 
ATOM 413 
ATOM 414 
ATOM 415 
ATOM 416 
ATOM 417 
ATOM 418 
ATOM 419 
ATOM 420 
ATOM 421 



CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A . 
N PHE A 
CA PHE A 
C PHE A 
0 PHE A 
CB PHE A 
CG PHE A 
CD1 PHE A 
CD2 PHE A 
CE1 PHE A 
CE2 PHE A 
CZ PHE A 
H PHE A 
HA PHE A 
1HB PHE A 
2HB PHE A 
HD1 PHE A 



31 145.415 
31 145.868 
31 145.707 
31 144.435 
31 145.275 
31 146.370 
31 144.939 
31 143.954 
31 143.690 
31 145.694 
31 144.682 
31 147.284 

31 146.074 

32 146,434 
32 146.910 
32 145.913 
32 144.931 
32 148.272 
32 148.324 
32 149.118 
32 147.577 
32 149.167 
32 147.622 
32 148.419 
32 146.535 
32 147.015 
32 148.511 
32 149.024 
32 149.704 



-11.332 -3.699 1.00 0.00 
-11.257 -2.244 1.00 0.00 
-12.211 -1.484 1.00 0.00 
-12.490 -3.895 1.00 0.00 
-13.621 -4.374 1.00 0.00 
-13.002 -5.197 1.00 0.00 
-10.401 -3.973 1.00 0.00 
-12.723 -2.956 1.00 0.00 
-12.215 -4.628 1.00 0.00 
-14.151 -3.530 1.00 0.00 
-14.290 -4.981 1.00 0.00 
-13.570 -5.097 1.00 0.00 
-12.939 -6.233 1.00 0.00 
-10.116 -1.864 1.00 0.00 
-9.917 -0.501 1.00 0.00 
-9.094 0.309 1.00 0.00 
-8.584 -0.232 1.00 0.00 
-9.220 -0.511 1.00 0.00 
-8.017 -1.409 1.00 0.00 
-8.018 -2.544 1.00 0.00 
-6.887 -1.119 1.00 0.00 
-6.913 -3.373 1.00 0.00 
-5.779 -1.944 1.00 0.00 
-5.791 -3.072 1.00 0.00 
-9.391 -2.517 1.00 0.00 
-10.887 -0.041 1.00 0.00 
-8.896 0.491 1.00 0.00 
-9.919 -0.846 1.00 0.00 
-8.894 -2.780 1.00 0.00 
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ATOM 422 


HD2 


TVf TT* A 

PHE A 


ATOM 423 


HE1 


PHE A 


ATOM 424 


HE2 


HTTP A 

PHE A 


ATOM 425 


HZ 


T"iT IT* A 

PHE A 


ATOM 426 


N 


TYR A 


ATOM 427 


CA 


TYR A 


ATOM 428 


C 


TYR A 


ATOM 429 


0 


TYR A 


ATOM 430 


CB 


TYR A 


ATOM 431 


CG 


TYR A 


ATOM 432 


CD1 


TYR A 


ATOM 433 


CD2 


TYR A 


ATOM 434 


CE1 


TYR A 


ATOM 435 


CE2 


TYR A 


ATOM 436 


CZ 


TYR A 


ATOM 437 


OH 


TYR A 


ATOM 438 


H 


TYR A 


ATOM 439 


HA 


TYR A 


ATOM 440 


1HB 


TYR A 


ATOM 441 


2HB 


TYR A 


A J***«<V* AT J A f\ 

ATOM 442 


HD1 


TYR A 


ATOM 443 


HD2 


TYR A 


ATOM 444 


HE1 


TYR A 


ATOM 445 


HE2 


TYR A 


ATOM 446 


HH 


TYR A 


ATOM 447 


N 


GLY A 


ATOM 448 


CA 


GLY A 


ATOM 449 


C 


GLY A 


ATOM 450 


0 


GLY A 



32 146.954 
32 149.792 
32 147.036 

32 148.456 

33 146.171 
33 145.294 
33 146.106 
33 146.957 
33 144.398 
33 143.192 
33 142.956 
33 142.287 
33 141.854 
33 141.183 
33 140.971 
33 139.873 
33 146.969 
33 144.674 
33 144.973 
33 144.046 
33 143.649 
33 142.457 
33 141.688 
33 140.492 

33 139.113 

34 145.837 
34 146.550 
34 145.676 
34 144.452 



-6.875 -0.236 1.00 0.00 

-6.925 -4.254 1.00 0.00 

-4.903 -1.705 1.00 0.00 

-4.928 -3.718 1.00 0.00 

-8.970 1.606 1.00 0.00 

-8.209 2.489 1.00 0.00 

-7.332 3.438 1.00 0.00 

-7.824 4.180 1.00 0.00 

-9.154 3.291 1.00 0.00 

-9.643 2.522 1.00 0.00 

-11.002 2.350 1.00 0.00 

-8.745 1.967 1.00 0.00 

-11.451 1.648 1.00 0.00 

-9.188 1.264 1.00 0.00 

-10.541 1.107 1.00 0.00 

-10.985 0.407 1.00 0.00 

-9.398 1.978 1.00 0.00 

-7.574 1.875 1.00 0.00 

-10.019 3.588 1.00 0.00 

-8.642 4.174 1.00 0.00 

-11.712 2.776 1.00 0.00 

-7.686 2.092 1.00 0.00 

-12.511 1.526 1.00 0.00 

-8.474 0.840 1.00 0.00 

-11.017 0.991 1.00 0.00 

-6.031 3.408 1.00 0.00 
-5.107 4.269 1.00 0.00 
-3.963 4.743 1.00 0.00 
-4.089 4.797 1.00 0.00 
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ATOM 451 


H 


GLY A 


ATOM 452 


1HA 


GLY A 


ATOM 453 


2HA 


GLY A 


ATOM 454 


N 


VAL A 


ATOM 455 


CA 


VAL A 


ATOM 456 


C 


VAL A 


ATOM 457 


0 


VAL A 


ATOM 458 


CB 


VAL A 


ATOM 459 


CGI 


VAL A 


ATOM 460 


CG2 


VAL A 


ATOM 461 


H 


VAL A 


ATOM 462 


HA 


VAL A 


ATOM 463 


HB 


VAL A 


ATOM 464 


1HG1 VAL A 


ATOM 465 


2HG1 VAL A 


ATOM 466 


3HG1 VAL A 


ATOM 467 


1HG2 VAL A 


ATOM 468 


2HG2 VAL A 


ATOM 469 


3HG2 VAL A 


ATOM 470 


N 


ILE A 


ATOM 471 


CA 


ILE A 


ATOM 472 


C 


ILE A 


ATOM 473 


0 


ILE A 


ATOM 474 


CB 


ILE A 


ATOM 475 


CGI 


ILE A 


ATOM 476 


CG2 


ILE A 


ATOM 477 


CD1 


ILE A 


ATOM 478 


H 


ILE A 


ATOM 479 


HA 


ILE A 



34 145. 148 -5. 696 

34 146.918 -5.644 

34 147.390 -4.701 

35 146.303 -2.843 
35 145.574 -1.672 
35 146.235 -0.383 
35 147.452 -0.326 
35 145.480 -1.651 
35 146.865 -1.581 
35 144.617 -0.488 
35 147.280 -2.802 
35 144.572 -1.721 
35 145.012 -2.570 
35 147.133 -0.548 
35 147.585 -2.032 
35 146.866 -2.114 
35 145.012 0.436 
35 144.623 -0.448 

35 143.605 -0.627 

36 145.424 0.648 
36 145.931 1.935 
36 146.835 2.573 
36 146.530 2.553 
36 144.781 2.907 
36 143.779 2.243 
36 145.328 4.187 
36 142.620 3.139 
36 144.463 0.540 
36 146.503 1.767 



2.796 1.00 0.00 
5.131 1.00 0.00 
3.726 1.00 0.00 
5.086 1.00 0.00 
5.558 1.00 0.00 
5.078 1.00 0.00 
4.904 1.00 0.00 
7.096 1.00 0.00 
7.720 1.00 0.00 
7.565 1.00 0.00 

5.021 1.00 0.00 
5.158 1.00 0.00 
7.420 1.00 0.00 
7.891 1.00 0.00 
7.051 1.00 0.00 
8.660 1.00 0.00 
7.169 1.00 0.00 
8.645 1.00 0.00 
7.216 1.00 0.00 
4.865 1.00 0.00 
4.406 1.00 0.00 
5.456 1.00 0.00 
6.647 1.00 0.00 
4.074 1.00 0.00 
3.126 1.00 0.00 
3.460 1.00 0.00 
2.746 1.00 0.00 

5.022 1.00 0.00 
3.506 1.00 0.00 

ittIE# 2003-3083148 
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ATOM 480 HB ILE A 36 144. 279 

ATOM 481 1HG1 ILE A 36 144. 288 

ATOM 482 2HG1 ILE A 36 143. 376 

ATOM 483 1HG2 ILE A 36 144. 563 

ATOM 484 2HG2 ILE A 36 145. 630 

ATOM 485 3HG2 ILE A 36 146. 181 

ATOM 486 1HD1 ILE A 36 142.885 

ATOM 487 2HD1 ILE A 36 141.755 

ATOM 488 3HD1 ILE A 36 142.392 

ATOM 489 N ARG A 37 147. 950 

ATOM 490 CA ARG A 37 148. 901 

ATOM 491 C ARG A 37 149. 107 

ATOM 492 0 ARG A 37 148. 852 

ATOM 493 CB ARG A 37 150. 240 

ATOM 494 CG ARG A 37 150. 108 

ATOM 495 CD ARG A 37 149.381 

ATOM 496 NE ARG A 37 150. 219 

ATOM 497 CZ ARG A 37 149.776 

ATOM 498 NH1 ARG A 37 148. 506 

ATOM 499 NH2 ARG A 37 150. 606 

ATOM 500 H ARG A 37 148. 140 

ATOM 501 HA ARG A 37 148.495 

ATOM 502 1HB ARG A 37 150. 725 

ATOM 503 2HB ARG A 37 150. 863 

ATOM 504 1HG ARG A 37 149. 555 

ATOM 505 2HG ARG A 37 151.096 

ATOM 506 1HD ARG A 37 148/501 

ATOM 507 2HD ARG A 37 149. 084 

ATOM 508 HE ARG A 37 151. 162 



3.165 4.994 1.00 0.00 

1.957 2.217 1.00 0.00 

1.360 3.600 1.00 0.00 

4.949 3.473 1.00 0.00 

3.999 2.440 1.00 0.00 

4.525 4.031 1.00 0.00 

4.169 2.932 1.00 0.00 

2.878 3.339 1.00 0.00 

3.008 1.699 1.00 0.00 

3.137 5.004 1.00 0.00 

3.779 5.905 1.00 0.00 

5.243 5.529 1.00 0.00 

6.142 6.331 1.00 0.00 

3.041 5.877 1.00 0.00- 

1.536 6.049 1.00 0.00 

1.183 7.336 1.00 0.00 

1.390 8.514 1.00 0.00 

1.294 9.766 1.00 0.00 

0.996 10.006 1.00 0.00 

1.498 10.780 1.00 0.00 

3. 120 4. 043 1. 00 0. 00 

3.731 6.904 1.00 0.00 

3.232 4.932 1.00 0.00 

3.418 6.675 1.00 0.00 

1.135 5.213 1.00 0.00 

1.098 6.072 1.00 0.00 

1.804 7.419 1.00 0.00 

0.145 7.294 1.00 0.00 

1.612 8.365 1.00 0.00 
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ATOM 509 1HH1 ARC A 37 147.875 

ATOM 510 2HH1 ARG A 37 148. 179 

ATOM 511 1HH2 ARG A 37 151.565 

ATOM 512 2HH2 ARG A 37 150.274 

ATOM 513 N TRP A 38 149. 570 

ATOM 514 CA TRP A 38 149.811 

ATOM 515 C TRP A 38 149. 117 

ATOM 516 0 TRP A 38 149. 194 

ATOM 517 CB TRP A 38 151.316 

ATOM 518 CG TRP A 38 151.645 

ATOM 519 CD1 TRP A 38 151.811 

ATOM 520 CD2 TRP A 38 151.843 

ATOM 521 NE1 TRP A 38 152. 101 

ATOM 522 CE2 TRP A 38 152. 125 

ATOM 523 CE3 TRP A 38 151.808 

ATOM 524 CZ2 TRP A 38 152. 372 ' 

ATOM 525 CZ3 TRP A 38 152.054 

ATOM 526 CH2 TRP A 38 152.333 

ATOM 527 H TRP A 38 149.755 

ATOM 528 HA TRP A 38 149.403 

ATOM 529 1HB TRP A 38 151.755 

ATOM 530 2HB TRP A 38 151.764 

ATOM 531 HD1 TRP A 38 151.725 

ATOM 532 HE1 TRP A 38 152.263 

ATOM 533 HE3 TRP A 38 151.595 

ATOM 534 HZ2 TRP A 38 152.586 

ATOM 535 HZ3 TRP A 38 152.031 

ATOM 536 HH2 TRP A 38 152.518 

ATOM 537 N ILE A 39 148.450 



0.841 9.245 1.00 0.00 
0.925 10.949 1.00 0.00 
1.723 10.604 1.00 0.00 
1.426 11.720 1.00 0.00 
5.476 4.305 1.00 0.00 
6.832 3.825 1.00 0.00 
7.071 2.486 1.00 0.00 
6.244 1.578 1.00 0.00 
7.090 3.690 1.00 0.00 
8.370 2.979 1.00 0.00 
9.602 3.542 1.00 0.00 
8.541 1.571 1.00 0.00 
10.529 2.569 1.00 0.00 
9.902 1.351 1.00 0.00 
7.676 0.474 1.00 0.00 
10.415 0.080 1.00 0.00 
8.185 -0.786 1.00 0.00 
9.544 -0.975 1.00 0.00 
4.719 3.711 1.00 0.00 
7.517 4.553 1.00 0.00 
7.134 4.675 1.00 0.00 
6.276 3.138 1.00 0.00 
9.805 4.599 1.00 0.00 
11.484 2.724 1.00 0.00 
6.625 0.599 1.00 0.00 
11.461 -0.083 1.00 0.00 
7.530 -1.645 1.00 0,00 
9.899 -1.979 1.00 0.00 
8.214 2.372 1.00 0.00 
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ATOM 538 


CA 


TT A 

ILE A 


ATOM 539 


C 


XT X* A 

ILE A 


ATOM 540 


0 


XT X* A 

ILE A 


ATOM 541 


CB 


TT X* A 

ILE A 


ATOM 542 


CGI 


XT T"V A 

ILE A 


ATOM 543 


CG2 


XT X* A 

ILE A 


a rrv/M f r— a a 

ATOM 544 


CD1 


XT X* A 

ILE A 


A mAl C f^* J F* 

ATOM 545 


H 


ILE A 


ATOM 546 


HA 


ILE A 


ATOM 547 


HB 


ILE A 


ATOM 548 


1HG1 


ILE A 


ATOM 549 


2HG1 


ILE A 


ATOM 550 


1HG2 


ILE A 


ATOM 551 


2HG2 


ILE A 


A m/\l r r~ j— /~i 

ATOM 552 


3HG2 


ILE A 


ATOM 553 


1HD1 


ILE A 


ATOM 554 


2HD1 


ILE A 


ATOM 555 


3HD1 


ILE A 


A mAl t ^ «• n 

ATOM 556 


N 


GLY A 


ATOM 557 


CA 


GLY A 


ATOM 558 


C 


GLY A 


ATOM 559 


0 


GLY A 


ATOM 560 


H 


GLY A 


ATOM 561 


1HA 


GLY A 


ATOM 562 


2HA 


GLY A 


ATOM 563 


N 


GLN A 


ATOM 564 


CA 


GLN A 


ATOM 565 


C 


GLN A 


ATOM 566 


0 


GLN A 



39 147.751 8.576 
39 148.211 9.942 



39 


147.859 


10. 971 


39 


146. 222 


8.603 


39 


145. 750 


7.301 


39 


145.511 


8.827 


39 


144.484 


7.455 


39 148.433 


8.833 


39 


147. 981 


7.834 


39 


145. 985 


9.429 


39 


145.560 


6.569 


39 


146. 525 


6.931 


39 


145. 606 


9.864 


39 


144.466 


8.577 


39 145.957 


8.202 


39 


144. 106 


8.462 


39 


144. 699 


7.265 


39 


143. 742 


6.752 


40 149.008 


9.947 


40 


149. 508 


11.196 


40 


150.119 


11.035 


40 149.963 


9.996 


40 


149. 261 


9.097 


40 


148. 694 


11.901 


40 


150.257 


11.588 


41 


150.815 


12.071 


41 


151.452 


12.052 


41 


152.919 


12.468 


41 


153. 223 


13.605 



1.147 1.00 0.00 
0.653 1.00 0.00 
1.229 1.00 0.00 
1.353 1.00 0.00 
2.003 1.00 0.00 
0.028 1.00 0.00 
2.817 1.00 0.00 
3.131 1.00 0.00 
0.396 1.00 0.00 
2.006 1.00 0.00 
1.232 1.00 0.00 
2.660 1.00 0.00 
-0.260 1.00 0.00 
0.133 1. 00 0.00 
-0,731 1.00 0.00 
2. 706 1.00 0.00 
3.858 1.00 0.00 
2.468 1.00 0.00 
-0.411 1.00 0.00 
-0.952 1.00 0.00 
-2.329 1.00 0.00 
-2.970 1.00 0.00 
-0.828 1. 00 0.00 
-1.013 1.00 0.00 
-0.282 1.00 0.00 
-2.785 1.00 0.00 
-4.094 1.00 0.00 
-3.988 1.00 0.00 
-3.629 1.00 0.00 

£HiE# 2003-3083148 
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796/ 



ATOM 567 
ATOM 568 
ATOM 569 
ATOM 570 
ATOM 571 
ATOM 572 
ATOM 573 
ATOM 574 
ATOM 575 
ATOM 576 
ATOM 577 
ATOM 578 
ATOM 579 
ATOM 580 
ATOM 581 
ATOM 582 
ATOM 583 
ATOM 584 
ATOM 585 
ATOM 586 
ATOM 587 
ATOM 588 
ATOM 589 
ATOM 590 
ATOM 591 
ATOM 592 
ATOM 593 
ATOM 594 
ATOM 595 



CB GLN A 
CG GLN A 
CD GLN A 
0E1 GLN A 
NE2 GLN A 
H GLN A 
HA GLN A 
1HB GLN A 
2HB GLN A 
1HG GLN A 
2HG GLN A 
1HE2 GLN A 
2HE2 GLN A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PRO A 
CA PRO A 



41 150.710 
41 149.202 
41 148.450 
41 148.391 
41 147.871 
41 150.900 
41 151.396 
41 150.923 
41 151.065 
41 148.920 
41 148.924 
41 147.960 

41 147.378 

42 153.854 
42 155.292 
42 155.691 
42 154.968 
42 155.942 
42 154.913 
42 153.589 
42 155.610 
42 156.187 
42 156.839 
42 155.044 
42 154.987 
42 153.303 

42 152.831 

43 156.851 
43 157.345 



12.989 -5.046 1.00 0.00 
12.798 -5.033 1.00 0.00 
14.112 -5.103 1.00 0.00 
14.860 -4.127 1.00 0.00 
14.397 -6.261 1.00 0.00 
12.871 -2.227 1.00 0.00 
11.045 -4.478 1.00 0.00 
14.009 -4.767 1.00 0.00 
12.818 -6.049 1.00 0.00 
12.194 -5.882 1.00 0.00 
12.288 -4.122 1.00 0.00 
13.751 -6.992 1.00 0.00 
15.240 -6.338 1.00 0.00 
11.549 -4.297 1.00.0.00 
11.834 -4.231 1.00 0.00 
13.017 -5.108 1.00 0.00 
13.383 -6.036 1.00 0.00 
10.545 -4.744 1.00 0.00 
9.489 -4.534 1.00 0.00 
10.167 -4.733 1.00 0.00 
12.021 -3.215 1.00 0.00 
10.656 -5.791 1.00 0.00 
10.341 -4.178 1.00 0.00 
8.698 -5.257 1.00 0.00 
9.099 -3.530 1.00 0.00 
10.138 -5.775 1.00 0.00 
9.706 -4.117 1.00 0.00 
13.631 -4.826 1.00 0.00 
14.777 -5.595 1.00 O.OO 



ffiiE# 2003-3083148 



#12 00 2 



-236129 



^-v I 797/ 



ATOM 596 


c 


TXTX/"\ A 

PRO A 


43 


157.832 


X A OT/* 

14, 376 


ATOM 597 


0 


PRO A 


43 


159.014 


14. 095 


ATOM 598 


/"■vn 

CB 


PRO A 


43 158.510 


15. 294 


ATOM 599 


CG 


PRO A 


43 




14. 102 


ATOM 600 


CD 


PRO A 


43 


157 772 


13. 257 


ATOM 601 


TT A 

HA 


PRO A 


43 


156 592 

X \J\J • OZJ Cj 


15. 546 


ATOM 602 


1HB 


TVTX/\ A 

PRO A 


43 


159 278 


15. 687 


ATOM 603 


ATTn 

2HB 


TYT*/\ A 

PRO A 


43 


158 161 

JL. kJ^J , X\J X 


16.068 


ATOM 604 


X T T/"> 

IHG 


PRO A 


43 


159 704 


13. 554 


ATOM 605 


2HG 


TYT*/"\ A 

PRO A 


43 


159 438 


14.412 


A /TVYl A f f\f* 

ATOM 606 


X TTT\ 

1HD 


T"VT"l/\ A 

PRO A 


43 


158 024 


12. 208 


ATOM 607 


2HD 


PRO A 


43 


157 347 


13.497 


A nWl A p Art 

ATOM 608 


XT 

N 


/~\T XT A 

GLY A 


44 


156 914 


14. 350 


ATOM 609 


CA 


GLY A 


44 


157 273 


13. 982 


a m/M f /* x /\ 

ATOM 610 


c 


GLY A 


44 


156 084 


13.491 


ATOM 611 


0 


At XT A 

GLY A 


44 


155. 844 


13. 957 


A HVM A X C\ 

ATOM 612 


H 


GLY A 


44 


155.987 


14. 583 


A OVM A /* X O 

ATOM 613 


1 TT A 

1HA 


r\T XT A 

GLY A 


44 


157.695 


14. 843 


. A TVM A /* X A 

ATOM 614 


rtTT A 

2HA 


GLY A 


44 


158.016 


13. 199 


A TVM 1 /'IP 

ATOM 615 


N 


T r»TT A 

LEU A 


45 


155.339 


12. 549 


ATOM 616 


A 

CA 


T T^TT A 

LEU A 


45 


154. 169 


11.997 


A rrv\i r a» i n 

ATOM 617 


c 


LEU A 


45 152.914 


12. 208 


A TVMl A /* x o 

ATOM 618 


0 


T T"»TT A 

LEU A 


45 152.764 


11.612 


A TVMl A /"* X /*\ 

ATOM 619 


CB 


LEU A 


45 


154. 369 


10. 506 


A TW1 f /*• O /"\ 

ATOM 620 


CG 


T r>T T A 

LEU A 


45 


154. 847 


9.684 


ATOM 621 


CD1 


LEU A 


45 


154.479 


8.217 


ATOM 622 


CD2 


LEU A 


45 


156. 350 


9.845 


ATOM 623 


H 


LEU A 


45 


155. 580 


12.218 


ATOM 624 


HA 


LEU A 


45 154.051 


12.515 



-6.981 1.00 0.00 
-7.178 1.00 0.00 
-4.751 1.00 0.00 
-3.998 1.00 0.00 
-3.736 1.00 0.00 
-5.686 1.00 0.00 
-5.401 1.00 0.00 
-4.084 1.00 0.00 
-4.595 1.00 0.00 
-3.066 1.00 0.00 
-3.788 1.00 0.00 
-2.773 1.00 0.00 
-7.941 1.00 0.00 
-9.297 1.00 0.00 
-10.098 1.00 0.00 
-11.212 1.00 0.00 
-7.727 1.00 0.00 
-9.792 1.00 0.00 
-9.262 1.00 0.00 
-9.532 1.00 0.00 
-10. 204 1. 00 0. 00 
-9.366 1.00 0.00 
-8.299 1.00 0.00 
-10.478 1.00 0.00 
-9.278 1.00 0.00 
-9.453 1.00 0.00 
-9.088 1.00 0.00 
-8.639 1.00 0.00 
-11.144 1.00 0.00 



fcBfiE#2 003-3083148 



#M 2002-236129 



^-v*. 798/ 



ATOM 625 


1HB 


LEU A 


ATOM 626 


2HB 


LEU A 


ATOM 627 


HG 


LEU A 


ATOM 628 


1HD1 


LEU A 


ATOM 629 


2HD1 


LEU A 


ATOM 630 


3HD1 


LEU A 


ATOM 631 


1HD2 


LEU A 


ATOM 632 


2HD2 


LEU A 


ATOM 633 


3HD2 


LEU A 


ATOM 634 


N 


ASN A 


ATOM 635 


CA 


ASN A 


ATOM 636 


C 


ASN A 


ATOM 637 


0 


ASN A 


ATOM. 638 


CB 


ASN A 


ATOM 639 


CG 


ASN A 


ATOM 640 


0D1 


ASN A 


ATOM 641 


ND2 


ASN A 


ATOM 642 


H 


ASN A 


ATOM 643 


HA 


ASN A 


ATOM 644 


1HB 


ASN A 


ATOM 645 


2HB 


ASN A 


ATOM 646 


1HD2 ASN A 


ATOM 647 


2HD2 


ASN A 


ATOM 648 


N 


GLU A 


ATOM 649 


CA 


GLU A 


ATOM 650 


C 


GLU A 


ATOM 651 


0 


GLU A 


ATOM 652 


CB 


GLU A 


ATOM 653 


CG 


GLU A 



45 153.430 10.094 

45 155.096 10.401 

45 154.357 10.046 

45 153.735 7.943 

45 155.359 7.605 

45 154.083 8.059 

45 156.708 10.657 

45 156.849 8.930 

45 156.560 10.060 

46 152.013 13.054 
46 150.774 13.330 
46 149.823 12.143 
46 149.247 11.884 
46 150.109 14.588 
46 148.854 14.969 
46 147.885 14.212 
46 148.867 16.151 
46 152.183 13.500 
46 151.019 13.493 
46 150.804 15.411 
46 149.843 14.415 
46 149.674 16.702 

46 148.069 16.424 

47 149.664 11.426 
47 148.783 10.265 
47 148.535 9.827 
47 149.473 9.496 
47 149.384 9.107 
47 150.894 8.984 



10.818 1.00 0.00 
11.270 1.00 0.00 
-8.387 1.00 0.00 
-8.719 1.00 0.00 
-9.316 1.00 0.00 
•10.445 1.00 0.00 
-9.704 1.00 0.00 
-9.373 1.00 0.00 
-8.051 1.00 0.00 
-9.852 1.00 0.00 
-9.134 1.00 0.00 
-9.238 1.00 0.00 
-10.295 1.00 0.00 

-9.696 1.00 0.00 

-8.936 1.00 0.00 

-8.894 1.00 0.00 

-8.329 1.00 0.00 
-10. 707 1.00 0.00 

-8.096 1.00 0.00 

-9.641 1.00 0.00 
-10.730 1.00 0.00 

-8.407 1.00 0.00 

-7.831 1.00 0.00 

-8.131 1.00 0.00 

-8.089 1.00 0.00 

-6.650 1.00 0.00 

-5.924 1.00 0.00 

-8.891 1.00 0.00 

-8.752 1.00 0.00 

mSE# 2003-3083148 
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^-v! 799/ 



ATOM 654 


CD 


GLU A 


47 151.508 


8.112 - 


ATOM 655 


0E1 


GLU A 


47 151.735 


8.621 - 


ATOM 656 


0E2 


GLU A 


47 151.761 


6. 920 


ATOM 657 


H 


GLU A 


47 150.151 


11.684 


ATOM 658 


HA 


GLU A 


47 147.841 


10. 548 


ATOM 659 


1HB 


GLU A 


47 148.938 


8. 183 


ATOM 660 


2HB 


GLU A 


47 149.152 


9.251 


ATOM 661 


1HG 


GLU A 


47 151.331 


9.968 


ATOM 662 


2HG 


GLU A 


47 151.122 


8.552 


ATOM 663 


N 


VAL A 


48 147.271 


9.818 


ATOM 664 


CA 


VAL A 


48 146.916 


9.408 


ATOM 665 


C 


VAL A 


48 147.256 


7.940 


ATOM 666 


0 


VAL A 


48 146.521 


7.050 


ATOM 667 


CB 


VAL A 


48 145.417 


9.627 


ATOM 668 


CGI 


VAL A 


48 145.108 


9.388 


ATOM 669 


CG2 


VAL A 


48 144. 992 


11.025 


ATOM 670 


H 


VAL A 


48 146.563 


1.0. 087 


ATOM 671 


HA 


VAL A 


48 147.485 


10.010 


ATOM 672 


HB 


VAL A 


48 144.854 


8.911 


ATOM 673 


1HG1 VAL A 


48 145.930 


9.745 


ATOM 674 


2HG1 VAL A 


A m A A /\ *m 

48 144.967 


8.332 


ATOM 675 


3HG1 VAL A 


48 144.208 


9.921 


ATOM 676 


1HG2 VAL A 


48 145.845 


11.687 


ATOM 677 


2HG2 VAL A 


48 144.227 


11. 387 


ATOM 678 


3HG2 VAL A 


48 144.604 


10. 994 


ATOM 679 


N 


LEU A 


49 148.379 


7.692 


ATOM 680 


CA 


LEU A 


49 148.821 


6.331 


ATOM 681 


C 


LEU A 


49 148.666 


5.997 


ATOM 682 


0 


LEU A 


49 149.298 


6.615 



-9.829 1.00 0.00 
10.948 1.00 0.00 
-9.557 1.00 0.00 
-7.323 1.00 0.00 
-8.533 1.00 0.00 
-8.556 1.00 0.00 
-9.936 1.00 0.00 
-8.815 1.00 0.00 
-7.788 1.00 0.00 
-6.242 1.00 0.00 
-4.890 1.00 0.00 
-4.667 1.00 0.00 
-5.094 1.00 0.00 
-4.610 1.00 0.00 
-3.139 1.00 0.00 
-5.031 1.00 0.00 
-6.865 1.00 0.00 
-4.197 1.00 0.00 
-5.192 1.00 0.00 
-2.536 1.00 0.00 
-2.967 1.00 0.00 
-2.869 1.00 0.00 
-4.994 1.00 0.00 
-4.361 1.00 0.00 
-6.038 1.00 0.00 
-4.002 1.00 0.00 
-3.729 1.00 0.00 
-2.251 1.00 0.00 
-1.394 1.00 0.00 



fct*fE# 2003-3083148 
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^— s>: 800/ 



ATOM 683 CB LEU A 49 150. 279 6. 151 

ATOM 684 CG LEU A 49 150.574 6.496 

ATOM 685 CD1 LEU A 49 152. 003 6. 995 

ATOM 686 CD2 LEU A 49 150. 333 5. 286 

ATOM 687 H LEU A 49 148.926 8.443 

ATOM 688 HA LEU A 49 148. 202 5. 660 

ATOM 689 1HB LEU A 49 150. 895 6. 778 

ATOM 690 2HB LEU A 49 150. 556 5. 121 

ATOM 691 HG LEU A 49 149.909 7.285 

ATOM 692 1HD1 LEU A 49 152.628 6.533 

ATOM 693 2HD1 LEU A 49 152.024 8.068 

ATOM 694 3HD1 LEU A 49 152.370 6.741 

ATOM 695 1HD2 LEU A 49 149.956 5.614 

ATOM 696 2HD2 LEU A 49 149. 610 4. 634 

ATOM 697 3HD2 LEU A 49 151.261 4.752 

ATOM 698 N ALA A 50 147.820 5.017 

ATOM 699 CA ALA A 50 147.584 4.604 

ATOM 700 C ALA A 50 148.522 3.470 

ATOM 701 0 ALA A 50 148.448 2.368 

ATOM 702 CB ALA A 50 146. 134 4. 182 

ATOM 703 H ALA A 50 147. 344 4. 561 

ATOM 704 HA ALA A 50 147. 771 5. 456 

ATOM 705 1HB ALA A 50 146.082 3.370 

ATOM 706 2HB ALA A 50 145.730 3.857 

ATOM 707 3HB ALA A 50 145.559 5.019 

ATOM 708 N GLY A 51149.405 3.747 

ATOM 709 CA GLY A 51150.345 2.741 

ATOM 710 C GLY A 51149.671 1.632 

ATOM 711 0 GLY A 51149.179 1.854 



-4.154 1.00 0.00 
-5.614 1.00 0.00 
-5.767 1.00 0.00 
-6.505 1.00 0.00 
-3.689 1.00 0.00 
-4.304 1.00 0.00 
-3.526 1.00 0.00 
-3.988 1.00 0.00 
-5.934 1.00 0.00 
-5.017 1.00 0.00 
-5.641 1.00 0.00 
-6.749 1.00 0.00 
-7.463 1.00 0.00 
-6.038 1.00 0.00 
-6.648 1.00 0.00 
-1.958 1.00 0.00 
-0.582 1.00 0.00 
-0.181 1.00 0.00 
-0.726 1.00 0.00 
-0.398 1.00 0.00 
-2.683 1.00 0.00 
0.055 1.00 0.00 
0.313 1.00 0.00 
-1.345 1.00 0.00 
-0.030 1.00 0.00 
0.773 1.00 0.00 
1.230 1.00 0.00 
2.013 1.00 0.00 
3.120 1.00 0.00 



HifiE# 2003-3083148 



2002-236129 



801/ 



ATOM 71^ 


TT 

n 


GLY A 


ATOM 713 


1TTA 

1HA 


GLY A 


ATOM 714 


OU A 

2HA 


m \r a 

GLY A 


ATOM 715 


XT 

N 


T T?TT A 

LEU A 


ATOM 71o 


a a 

CA 


T T?TT A 

LLU A 


ATOM 717 


C 


T T?TT A 

LbU A 


ATOM 718 


0 


T T?TT A 

LEU A 


ATOM 719 


CB 


T T?TT A 

LEU A 


ATOM 720 


CG 


LEU A 


ATOM 721 


CDl 


T T?TI A 

LEU A 


ATOM 722 


CD2 


T T7*TT A 

LEU A 


A TWI / I700 

ATOM 723 


TT 

H 


T T?TT A 

LEU A 


ATOM 724 


TT A 

HA 


LEU A 


KTVXKK nor 

ATOM 725 


1HB 


LEU A 


ATOM 726 


2HB 


LEU A 


ATOM 727 


HG 


LEU A 


ATOM 728 


1HD1 LEU A 


ATOM 729 


2HD1 LEU A 


ATOM 730 


3HD1 LEU A 


ATOM 731 


1HD2 LEU A 


ATOM 732 


2HD2 LEU A 


ATOM 733 


3HD2 


LEU A 


ATOM 734 


N 


GLU A 


ATOM 735 


CA 


GLU A 


A TYMl f J"7 O /* 

ATOM 736 


C 


GLU A 


ATOM 737 


0 


GLU A 


ATOM 738 


CB 


GLU A 


ATOM 739 


CG 


GLU A 


ATOM 740 


CD 


GLU A 



51 149.417 
51 150.839 

51 151.084 

52 149.648 
52 149.030 
52 150.084 
52 151.068 
52 148.203 
52 146.961 
52 146.446 
52 145.877 
52 150.057 
52 148.375 
52 148.838 
52 147.888 
52 147.221 
52 145.683 
52 146.027 
52 147.261 
52 145.189 
52 146.330 

52 145.343 

53 149.872 
53 150.804 
53 150.332 
53 149.326 
53 150.960 
53 151.942 
53 151.412 



4.643 1.171 1.00 0.00 

2.311 0.372 1.00 0.00 

3.214 1.860 1.00 0.00 

0.434 1.439 1.00 0.00 

-0.714 2.091 1.00 0.00 

-1.612 2.730 1.00 0.00 

-1.983 2.091 1.00 0.00 

-1.516 1.084 1.00 0.00 

-0.800 0.552 1.00 0.00 

-1.487 -0.703 1.00 0.00 

-0.751 1.619 1.00 0.00 

0.319 0.556 1.00 0.00 

-0.342 2.865 1.00 0.00 

-1.763 0.245 1.00 0.00 

-2.433 1.558 1.00 0.00 

0.216 0.293 1.00 0.00 

-0.874 -1.162 1.00 0.00 

-2.448 -0.441 1.00 0.00 

-1.627 -1.397 1.00 0.00 

0.050 1.397 1.00 0.00 

-0.582 2.584 1.00 0.00 

-1.691 1.633 1.00 0.00 

-1.957 3.997 1.00 0.00 

-2.811 4.723 1.00 0.00 

-4.261 4.715 1.00 0.00 

-4.600 5.337 1.00 0.00 

-2.320 6.164 1.00 0.00 

-3.142 6.984 1.00 0.00 

-3.483 8.361 1.00 0.00 



ffiSE#2 003-3083148 



#12002-236 129 



^-v: 802/ 



ATOM 741 


0E1 


GLU A 


ATOM 742 


0E2 


GLU A 


ATOM 743 


H 


GLU A 


ATOM 744 


HA 


GLU A 


ATOM 745 


1HB 


GLU A 


ATOM 746 


2HB 


GLU A 


ATOM 747 


1HG 


GLU A 


ATOM 748 


2HG 


GLU A 


ATOM 749 


N 


LEU A 


ATOM 750 


CA 


LEU A 


ATOM 751 


C 


LEU A 


ATOM 752 


0 


LEU A 


ATOM 753 


CB 


LEU A 


a r mm m— A 

ATOM 754 


CG 


LEU A 


ATOM 755 


CD1 


LEU A 


A rw^t* r mm mm S% 

ATOM 756 


CD2 


LEU A 


A rr\*r\.* 9 mm mm mm 

ATOM 757 


H 


LEU A 


ATOM 758 


HA 


LEU A 


ATOM 759 


1HB 


LEU A 


ATOM 760 


2HB 


LEU A 


ATOM 761 


HG 


LEU A 


ATOM 762 


1HD1 LEU A 


ATOM 763 


2HD1 LEU A 


A rr\Ai ^ y» j 

ATOM 764 


3HD1 LEU A 


A m^\^ * mm f> mm, 

ATOM 765 


1HD2 LEU A 


ATOM 766 


2HD2 LEU A 


ATOM 767 


3HD2 LEU A 


ATOM 768 


N 


GLU A 


ATOM 769 


CA 


GLU A 



53 150.983 -2.556 

53 151.424 -4.679 

53 149.068 -1.629 

53 151.761 -2.754 

53 151.304 -1.297 

53 149.996 -2.360 

53 152.150 -4.062 

53 152.857 -2.578 

54 151.066 -5.113 
54 150.722 -6.527 
54 151.001 -7.240 
54 152.072 -7.083 
54 151.510 -7.195 
54 151.446 -6.474 
54 152.653 -6.828 
54 150.156 -6.822 
54 151.857 -4.782 
54 149.668 -6.598 
54 152.546 -7.258 
54 151.129 -8.195 
54 151.458 -5.407 
54 152.792 -7.899 
54 153.533 -6.352 
54 152.493 -6.485 
54 149.838 -5.977 
54 149.389 -7.064 

54 150.324 -7.672 

55 150.030 -8.020 
55 150.170 -8.755 



9.079 1.00 0.00 
8.723 1.00 0.00 
4.453 1.00 0.00 
4.228 1.00 0.00 
6.149 1.00 0.00 
6.652 1.00 0.00 
6.456 1.00 0.00 
7.095 1.00 0.00 
4.006 1.00 0.00 
3.917 1.00 0.00 
5.237 1.00 0.00 
5.824 1.00 0.00 
2.788 1.00 0.00 
1.440 1.00 0.00 
0.587 1.00 0.00 
0.713 1.00 0.00 
3.532 1.00 0.00 
3.699 1.00 0.00 
3.089 1.00 0.00 
2.654 1.00 0.00 
1.609 1.00 0.00 
0.586 1.00 0.00 
0.993 1.00 0.00 
-0.425 1.00 0.00 
0.118 1.00 0.00 
1.434 1.00 0.00 
0.068 1.00 0.00 
5.699 1.00 0.00 
6.951 1.00 0.00 

tBSE# 2003-3083148 



Wm 2002-236129 



^-v: 803/ 



ATOM 770 
ATOM 771 
ATOM 772 
ATOM 773 
ATOM 774 
ATOM 775 
ATOM 776 
ATOM 777 
ATOM 778 
ATOM 779 
ATOM 780 
ATOM 781 
ATOM 782 
ATOM 783 
ATOM 784 
ATOM 785 
ATOM 786 
ATOM 787 
ATOM 788 
ATOM 789 
ATOM 790 
ATOM 791 
ATOM 792 
ATOM 793 
ATOM 794 
ATOM 795 
ATOM 796 
ATOM 797 
ATOM 798 



C 
0 
CB 
CG 
CD 



GLU A 
GLU A 
GLU A 
GLU A 
GLU A 
0E1 GLU A 
0E2 GLU A 
H GLU A 
HA GLU A 
1HB GLU A 
2HB GLU A 
1HG GLU A 
2HG GLU A 
N ASP A 
CA ASP A 
C ASP A 
ASP A 
CB ASP A 
CG ASP A 
0D1 ASP A 
0D2 ASP A 
H ASP A 
HA ASP A 
1HB ASP A 
2HB ASP A 
N GLU A 
CA GLU A 
C GLU A 
0 GLU A 



0 



55 151.279 
55 151.960 
55 148.849 
55 147.932 
55 147.895 
55 147.569 
55 148.192 
55 149.199 
55 150.427 
55 148.326 
55 149.062 
55 148.282 

55 146.932 

56 151.454 
56 152.481 
56 153.824 
56 153.897 
56 152.070 
56 150.961 
56 150.877 
56 150.177 
56 150.880 
56 152.578 
56 151.724 

56 152.927 

57 154.887 
57 156.229 
57 156.867 
57 157.811 



-9.798 6.849 1.00 0.00 

-10.092 7.832 1.00 0.00 

-9.435 7.317 1.00 0.00 

-8.564 8.162 1.00 0.00 

-8.998 9.615 1.00 0.00 

-10.174 9.877 1.00 0.00 

-8.159 10.492 1.00 0.00 

-8.103 5.186 1.00 0.00 

-8.047 7.724 1.00 0.00 

-9.692 6.408 1.00 0.00 

-10.337 7.868 1.00 0.00 

-7.544 8.117 1.00 0.00 

-8.620 7.759 1.00 0.00 

-10.353 5.655 1.00 0.00 

-11.364 5.426 1.00 0.00 

-10.713 5.113 1.00 0.00 

-9.750 4.351 1.00 0.00 

-12.287 4.279 1.00 0.00 

-13.243 4.674 1.00 0.00 

-13.592 5.871 1.00 0.00 

-13.642 3.787 1.00 0.00 

-10.078 4.910 1.00 0.00 

-11.948 6.329 1.00 0.00 

-11.689 3.448 1.00 0.00 

-12.867 3.966 1.00 0.00 

-11.245 5.710 1.00 0.00 

-10.716 5.495 1.00 0.00 

-11.340 4.258 1.00 0.00 

-12.126 4.362 1.00 0.00 



thlE# 2003-3083148 



#JH 2002-236129 



804/ 



ATOM 799 
ATOM 800 
ATOM 801 
ATOM 802 
ATOM 803 
ATOM 804 
ATOM 805 
ATOM 806 
ATOM 807 
ATOM 808 
ATOM 809 
ATOM 810 
ATOM 811 
ATOM 812 
ATOM 813 
ATOM 814 
ATOM 815 
ATOM 816 
ATOM 817 
ATOM 818 
ATOM 819 
ATOM 820 
ATOM 821 
ATOM 822 
ATOM 823 
ATOM 824 
ATOM 825 
ATOM 826 
ATOM 827 



CB 


GLU A 


57 


CG 


GLU A 


57 


CD 


GLU A 


57 


0E1 


GLU A 


57 


0E2 


GLU A 


57 


H 


GLU A 


57 


HA 


GLU A 


57 


1HB 


GLU A 


57 


2HB 


GLU A 


57 


1HG 


GLU A 


57 


2HG 


GLU A 


57 


N 


CYS A 


58 


CA 


CYS A 


58 


C 


CYS A 


58 


0 


CYS A 


58 


CB 


CYS A 


58 


SG 


CYS A 


58 


H 


CYS A 


58 


HA 


CYS A 


58 


1HB 


CYS A 


58 


2HB 


CYS A 


58 


HG 


CYS A 


58 


N 


ALA A 


59 


CA 


ALA A 


59 


C 


ALA A 


59 


0 


ALA A 


59 


CB 


ALA A 


59 


H 


ALA A 


59 


HA 


ALA A 


59 



157.103 -10.974 
157.075 -9.844 
158.336 -9.784 
159.432 -9.656 
158.225 -9.864 
154.765 -12.012 
156.143 -9.650 
156.762 -11.876 
158.124 -11.114 
156.967 -8.907 
156.229 -9.987 
156.349 -10.983 
156.869 -11.508 
158.107 -10.734 
158. 053 -9. 521 
155.795 -11.438 
155.816 -12.835 
155.599 -10.353 
157.141 -12.540 
154.822 -11.412 
155.937 -10.536 
156.542 -13.413 
159.222 -11.443 
160.474 -10.823 
160.347 -10.208 
160.243 -10.921 
161.602 -11.842 
159.202 -12.406 
160.710 -10.041 



6.724 1.00 0.00 
7.739 1.00 0.00 
8.580 1.00 0.00 
7.997 1.00 0.00 
9.822 1.00 0.00 
6.309 1.00 0.00 
5.343 1.00 0.00 
7.212 1.00 0.00 
6.402 1.00 0.00 
7.214 1.00 0.00 
8.395 1.00 0.00 
3.088 1.00 0.00 
1.830 1.00 0.00 
1.389 1.00 0.00 
1.183 1.00 0.00 
0.743 1.00 0.00 

-0.405 1.00 0.00 
3.069 1.00 0.00 
1.989 1.00 0.00 
1.209 1.00 0.00 
0.165 1.00 0.00 

-0.156 1.00 0.00 
1.246 1.00 0.00 
0.830 1.00 0.00 

-0.559 1.00 0.00 

-1.558 1.00 0.00 
0.857 1.00 0.00 
1.425 1.00 0.00 
1.538 1.00 0.00 



WiE# 2003-3083148 



iff ffi 2002-236129 



^-v: 805/ 



ATOM 828 


1HB 


ALA A 


ATOM 829 


2HB 


ALA A 


ATOM 830 


3HB 


ALA A 


ATOM 831 


N 


GLY A 


ATOM 832 


CA 


GLY A 


ATOM 833 


C 


GLY A 


ATOM 834 


0 


GLY A 


ATOM 835 


H 


GLY A 


ATOM 836 


1HA 


GLY A 


ATOM 837 


2HA 


GLY A 


ATOM 838 


N 


CYS A 


ATOM 839 


CA 


CYS A 


ATOM 840 


C 


CYS A 


ATOM 841 


0 


CYS A 


ATOM 842 


CB 


CYS A 


ATOM 843 


SG 


CYS A 


ATOM 844 


H 


CYS A 


ATOM 845 


HA 


CYS A 


ATOM 846 


1HB 


CYS A 


ATOM 847 


2HB 


CYS A 


ATOM 848 


HG 


CYS A 


ATOM 849 


N 


THR A 


ATOM 850 


CA 


THR A 


ATOM 851 


C 


THR A 


ATOM 852 


0 


THR A 


ATOM 853 


CB 


THR A 


ATOM 854 


0G1 


THR A 


ATOM 855 


CG2 


THR A 


ATOM 856 


H 


THR A 



59 161.800 -12.134 
59 162.492 -11.406 

59 161.315 -12.712 

60 160.353 -8.880 
60 160.238 -8.192 
60 159.723 -6.774 
60 160.028 -5.905 
60 160.438 -8.363 
60 161.210 -8.161 

60 159.560 -8.743 

61 158.940 -6.540 
61 158.382 -5.218 
61 159.349 -4.367 
61 160.444 -4.813 
61 157.046 -5.340 
61 155.819 -6.353 
61 158.733 -7.274 
61 158.214 -4.739 
61 157.217 -5.785 
61 156.625 -4.354 

61 154.998 -5.857 

62 158.939 -3.141 
62 159.769 -2.228 
62 159.315 -2.182 
62 158.402 -2.904 
62 159.722 -0.823 
62 158.393 -0.336 
62 160.268 -0.762 
62 158.055 -2.844 



1.878 1.00 0.00 
0.428 1.00 0.00 
0.284 1.00 0.00 
-0.616 1.00 0.00 
•1.888 1.00 0.00 
-1.737 1.00 0.00 
-2.553 1.00 0.00 
0.212 1.00 0.00 
-2.359 1.00 0.00 
-2.523 1.00 0.00 
-0.689 1.00 0.00 
-0.432 1.00 0.00 

0.384 1.00 0.00 

0.728 1.00 0.00 

0.305 1.00 0.00 
-0.555 1.00 0.00 
-0.073 1.00 0.00 
-1.384 1.00 0.00 

1.273 1.00 0.00 

0.436 1.00 0.00 
-0.590 1.00 0.00 

0. 690 1.00 0.00 

1. 465 1.00 0. 00 
2.920 1.00 0.00 
3.318 1.00 0.00 
0.860 1.00 0.00 
0.828 1.00 0.00 

-0.551 1.00 0.00 
0.386 1.00 0.00 

&fflft 2003-3083148 



2002-236129 : 806/ 



ATOM 857 HA THR A 62 160.785 -2.592 1.429 1.00 0.00 

ATOM 858 HB THR A 62 160.313 -0.159 1.472 1.00 0.00 

ATOM 859 HG1 THR A 62 157.985 -0.460 1.688 1.00 0.00 

ATOM 860 1HG2 THR A 62 161.024 -1.522 -0.678 1.00 0.00 

ATOM 861 2HG2 THR A 62 160.702 0.210 -0.727 1.00 0.00 

ATOM 862 3HG2 THR A 62 159.466 -0.930 -1.254 1.00 0.00 

ATOM 863 N ASP A 63 159.959 -1.327 3.709 1.00 0.00 

ATOM 864 CA ASP A 63 159.621 -1.186 5.1211.00 0.00 

ATOM 865 C ASP A 63 158.989 0.174 5.394 1.00 0.00 

ATOM 866 0 ASP A 63 159.144 0.735 6.479 1.00 0.00 

ATOM 867 CB ASP A 63 160.870 -1.365 5.985 1.00 0.00 

ATOM 868 CG ASP A 63 161.964 -0.376 5.632 1.00 0.00 

ATOM 869 0D1 ASP A 63 161.797 0.826 5.928 1.00 0.00 

ATOM 870 0D2 ASP A 63 162.989 -0.804 5.059 1.00 0.00 

ATOM 871 H ASP A 63 160.679 -0.778 3.333 1.00 0.00 

ATOM 872 HA ASP A 63 158.908 -1.958 5.370 1.00 0.00 

ATOM 873 1HB ASP A 63 160.605 -1.223 7.023 1.00 0.00 

ATOM 874 2KB ASP A 63 161.255 -2.364 5.849 1.00 0.00 

ATOM 875 N GLY A 64 158.275 0.699 4.404 1:00 0.00 

ATOM 876 CA GLY A 64 157.630 1.990 4.558 1.00 0.00 

ATOM 877 C GLY A 64 158.349 3.092 3.805 1.00 0.00 

ATOM 878 0 GLY A 64 158.370 4.242 4.245 1.00 0.00 

ATOM 879 H GLY A 64 158.187 0.207 3.5611.00 0.00 

ATOM 880 1HA GLY A 64 156.617 1.919 4.190 1.00 0.00 

ATOM 881 2HA GLY A 64 157.603 2.243 5.607 1.00 0.00 

ATOM 882 N THR A 65 158.940 2.740 2.668 1.00 0.00 

ATOM 883 CA THR A 65 159.664 3.708 1.852 1.00 0.00 

ATOM 884 C THR A 65 159.260 3.594 0.385 1.00 0.00 

ATOM 885 0 THR A 65 159.441 2.549 -0.239 1.00 0.00 



tBIE#2 003-3083148 



#J£ 2002-236129 



^-v : 807/ 



ATOM 886 


CB 


THR A 


ATOM 887 


0G1 


THR A 


ATOM 888 


CG2 


THR A 


ATOM 889 


H 


THR A 


ATOM 890 


HA 


THR A 


ATOM 891 


HB 


THR A 


ATOM 892 


HG1 


THR A 


ATOM 893 


1HG2 


THR A 


ATOM 894 


2HG2 THR A 


ATOM 895 


3HG2 THR A 


ATOM 896 


XT 

N 


"DUE* A 

rnt A 


ATOM 897 


r* a 
CA 


Din? a 
rrlb A 


ATOM 898 


t 


"DTJT? A 

PHb A 


ATOM 899 


0 


Frit A 


ATOM 900 


CB 


rvrn? A 

PHE A 


ATOM 901 


CG 


PHE A 


ATOM 902 


CD1 


PHE A 


ATOM 903 


CD2 


PHE A 


ATOM 904 


CE1 


PHE A 


ATOM 905 


CE2 


PHE A 


ATOM 906 


CZ 


PHE A 


ATOM 907 


H 


PHE A 


ATOM 908 


HA 


PHE A 


ATOM 909 


1HB 


PHE A 


ATOM 910 


2HB 


PHE A 


ATOM 911 


HD1 


PHE A 


ATOM 912 


HD2 


PHE A 


ATOM 913 


HE1 


PHE A 


ATOM 914 


HE2 


PHE A 



65 161.172 3.502 

65 161.477 2.126 

65 161.767 4.236 

65 158.888 1.808 

65 159.410 4.696 

65 161.661 3.861 

65 161.207 1.650 

65 162.809 4.447 

65 161.683 3.623 

65 161.234 5.163 

66 158.714 4.677 
66 158.287 4.699 
66 159.157 5.645 
66 159.050 6.865 
66 156.820 5.122 
66 156.213 4.872 
66 156.173 3.592 
66 155.682 5.917 
66 155.615 3.359 
66 155.123 5.690 
66 155.089 4.409 
66 158.597 5.480 
66 158.391 3.699 
66 156.244 4.573 
66 156.743 6.179 
66 156.583 2.770 
66 155.708 6.918 
66 155.589 2.357 
66 154.712 6.513 



1.996 1.00 0.00 
2.147 1.00 0.00 
3.177 1.00 0.00 
2.369 1.00 0.00 
2.207 1.00 0.00 
1.101 1.00 0.00 
1.359 LOO 0.00 
2.982 1.00 0.00 
4.062 1.00 0.00 
3.329 1.00 0.00 
-0.159 1.00 0.00 
-1.553 1.00 0.00 
-2.375 1.00 0.00 
-2.253 1.00 0.00 
-1.652 1.00 0.00 
-3.003 1.00 0.00 
-3.534 1.00 0.00 
-3.743 1.00 0.00 
-4.776 1.00 0.00 
-4.987 1.00 0.00 
-5.503 1.00 0.00 
0.389 1.00 0.00 
-1.948 1.00 0.00 
-0.923 1.00 0.00 
-1.443 1.00 0.00 
-2.965 1.00 0.00 
-3.340 1.00 0.00 
-5.178 1.00 0.00 
-5.553 1.00 0.00 

ffifiE# 2003-3083148 



#H 2002-236129 



^-vl 808/ 



ATOM 915 


HZ 


PHE A 


66 


154. 652 


4.230 


ATOM 916 


N 


ARG A 


67 


160.018 


5.073 


ATOM 917 


CA 


ARG A 


67 


160.908 


5.866 


ATOM 918 


C 


ARG A 


67 


161.832 


6.733 


ATOM 919 


0 


ARG A 


67 


162. 115 


7.879 


ATOM 920 


CB 


ARG A 


67 


160. 094 


6.745 


ATOM 921 


CG 


ARG A 


67 


158.971 


6.002 


ATOM 922 


CD 


ARG A 


67 


158.778 


6.502 


ATOM 923 


NE 


ARG A 


67 


158. 252 


5.461 


ATOM 924 


CZ 


ARG A 


67 


158.319 


5.509 


ATOM 925 


NH1 


ARG A 


67 


158. 886 


6.546 


ATOM 926 


NH2 


ARG A 


67 


157.815 


4.520 


ATOM 927 


H 


ARG A 


67 


160.057 


4.095 


ATOM 928 


HA 


ARG A 


67 


161.509 


5.182 


ATOM 929 


1HB 


ARG A 


67 


159. 660 


7.558 


ATOM 930 


2HB 


ARG A 


67 


160. 756 


7. 151 


ATOM 931 


1HG 


ARG A 


67 


159.210 


4.950 


ATOM 932 


2HG 


ARG A 


67 


158. 053 


6.149 


ATOM 933 


1HD 


ARG A 


67 


158. 087 


7.331 


ATOM 934 


2HD 


ARG A 


67 


159. 732 


6.836 


ATOM 935 


HE 


ARG A 


67 


157. 828 


4.684 


ATOM 936 


1HH1 ARG A 


67 


159. 267 


7.295 


ATOM 937 


2HH1 ARG A 


67 


158.933 


6.577 


ATOM 938 


1HH2 ARG A 


67 


157.388 


3.737 


ATOM 939 


2HH2 ARG A 


67 


157. 865 


4.557 


ATOM 940 


N 


GLY A 


68 


162.297 


6.177 


ATOM 941 


CA 


GLY A 


68 


163. 183 


6.913 


ATOM 942 


C 


GLY A 


68 


162.472 


8.035 


ATOM 943 


0 


GLY A 


68 163.086 


9.043 



-6.475 1.00 0.00 
-3.210 1.00 0.00 
-4.052 1.00 0.00 
-3.202 1.00 0.00 
-3.548 1.00 0.00 
-5.003 1.00 0.00 
-5.708 1.00 0.00 
-7.131 1.00 0.00 
-8.011 1.00 0.00 
-9.339 1.00 0.00 
-9.944 1.00 0.00 
-10.064 1.00 0.00 
-3.262 1.00 0.00 
-4.633 1.00 0.00 
-4.440 1.00 0.00 
-5.754 1.00 0.00 
-5.737 1.00 0.00 
-5.157 1.00 0.00 
-7.117 1.00 0.00 
-7.513 1.00 0.00 
-7.590 1.00 0.00 
-9.404 1.00 0.00 
-10.943 1.00 0.00 
-9.614 1.00 0.00 
-11.063 1.00 0.00 
-2.088 1.00 0.00 
-1.207 1.00 0.00 
-0.476 1.00 0.00 
-0.124 1.00 0.00 



{±ifE# 2003-3083148 



2002-236129 



: 809/ 



ATOM 944 


H 


GLY A 


68 


162. 037 


5.259 


ATOM 945 


1HA 


GLY A 


68 


163.599 


6.231 


ATOM 946 


2HA 


GLY A 


68 


163.988 


7.333 


ATOM 947 


N 


THR A 


69 


161. 174 


7. 861 


ATOM 948 


CA 


THR A 


69 


160. 378 


8.867 


ATOM 949 


C 


THR A 


69 


159. 605 


8.245 


ATOM 950 


0 


THR A 


69 


158. 505 


7.724 


ATOM 951 


CB 


THR A 


69 


159.408 


9.539 


ATOM 952 


0G1 


THR A 


69 


160. 027 


9.757 


ATOM 953 


CG2 


THR A 


69 


158. 891 


10.872 


ATOM 954 


H 


THR A 


69 


160. 742 


7.036 


ATOM 955 


HA 


THR A 


69 


161. 054 


9.612 


ATOM 956 


HB 


THR A 


69 


158. 557 


8.890 


ATOM 957 


HG1 


THR A 


69 


159. 364 


10.012 


ATOM 958 


1HG2 THR A 


69 


158. 356 


11.368 


ATOM 959 


2HG2 THR A 


69 


159. 722 


11.486 


ATOM 960 


3HG2 THR A 


69 


158. 227 


10. 712 


ATOM 961 


N 


ARG A 


70 


160. 189 


8.301 


ATOM 962 


CA 


ARG A 


70 


159. 554 


7.743 


ATOM 963 


C 


ARG A 


70 


158. 220 


8.426 


ATOM 964 


0 


ARG A 


70 


158. 126 


9.654 


ATOM 965 


CB 


ARG A 


70 


160.476 


7.888 


ATOM 966 


CG 


ARG A 


70 


159. 901 


7.294 


ATOM 967 


CD 


ARG A 


70 160.291 


8.113 


ATOM 968 


NE 


ARG A 


70 


161.632 


7.783 


ATOM 969 


CZ 


ARG A 


70 


162. 308 


8.518 


ATOM 970 


NH1 


ARG A 


70 


161.773 


9.625 


ATOM 971 


NH2 


ARG A 


70 163.523 


8. 145 


ATOM 972 


H 


ARG A 


70 161.067 


8.729 



-1.863 1.00 0.00 
-0.480 1.00 0.00 
-1.792 1.00 0.00 
-0.247 1.00 0.00 
0.445 1.00 0.00 
1.604 1.00 0.00 
1.420 1.00 0.00 
-0.528 1.00 0.00 
-1.782 1.00 0.00 
-0.032 1.00 0.00 
-0.553 1.00 0.00 
0.838 1.00 0.00 
-0.677 1.00 0.00 
-2.427 1.00 0.00 
-0.828 1.00 0.00 
0.281 1.00 0.00 
0.804 1.00 0.00 
2.796 1.00 0.00 
3.985 1.00 0.00 
4.262 1.00 0.00 
4.255 1.00 0.00 
5.198 1.00 0.00 
6.472 1.00 0.00 
7.693 1.00 0.00 
8.169 1.00 0.00 
9.049 1.00 0.00 
9.550 1.00 0.00 
9.429 1.00 0.00 
2.880 1.00 0.00 
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ATOM 973 HA ARG A 70 159.377 6.693 3.803 1.00 0.00 

ATOM 974 1HB ARG A 70 161.412 7.393 4.985 1.00 0.00 

ATOM 975 2HB ARG A 70 160.665 8.938 5.367 1.00 0.00 

ATOM 976 1HG ARG A 70 158.824 7.273 6.395 1.00 0.00 

ATOM 977 2HG ARG A 70 160.276 6.288 6.591 1.00 0.00 

ATOM 978 1HD ARG A 70 160.259 9.161 7.433 1.00 0.00 

ATOM 979 2HD ARG A 70 159.580 7.918 8.483 1.00 0.00 

ATOM 980 HE ARG A 70 162.051 6.971 7.815 1.00 0.00 

ATOM 981 1HH1 ARG A 70 160.858 9.910 9.268 1.00 0.00 

ATOM 982 2HH1ARGA 70 162.286 10.173 10.210 1.00 0.00 

ATOM 983 1HH2ARGA 70 163.931 7.313 9.054 1.00 0.00 

ATOM 984 2HH2ARGA 70 164.031 8.698 10.089 1.00 0.00 

ATOM 985 N TYR A 71157.189 7.624 4.505 1.00 0.00 

ATOM 986 CA TYR A 71155.858 8.151 4.785 1.00 0.00 

ATOM 987 C TYR A 71155.368 7.691 6.154 1.00 0.00 

ATOM 988 0 TYR A 71154.789 8.471 6.9111.00 0.00 

ATOM 989 CB TYR A 71 154.872 7.707 3.703 1.00 0.00 

ATOM 990 CG TYR A 71 155.088 8.391 2.370 1.00 0.00 

ATOM 991 CD1 TYR A 71155.239 9.770 2.293 1.00 0.00 

ATOM 992 CD2 TYR A 71155.141 7.658 1.192 1.00 0.00 

ATOM 993 CE1 TYR A 71155.435 10.399 1.078 1.00 0.00 

ATOM 994 CE2 TYR A 71155.337 8.279 -0.026 1.00 0.00 

ATOM 995 CZ TYR A 71 155.484 9.649 -0.078 1.00 0.00 

ATOM 996 OH TYR A 71155.680 10.271 -1.290 1.00 0.00 

ATOM 997 H TYR A 71 157.326 6.653 4.496 1.00 0.00 

ATOM 998 HA TYR A 71 155.921 9.229 4.782 1.00 0.00 

ATOM 999 1HB TYR A 71154.973 6.643 3.548 1.00 0.00 

ATOM 1000 2HB TYR A 71153.867 7.926 4.030 1.00 0.00 

ATOM 1001 HD1 TYR A 71155.200 10.354 3.200 1.00 0.00 
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ATOM 1002 


HD2 


TYR A 


ATOM 1003 


HE1 


TYR A 


ATOM 1004 


HE2 


TYR A 


ATOM 1005 


HH 


TYR A 


ATOM 1006 


N 


PHE A 


ATOM 1007 


CA 


PHE A 


ATOM 1008 


C 


PHE A 


ATOM 1009 


0 


PHE A 


ATOM 1010 


CB 


PHE A 


ATOM 1011 


CG 


PHE A 


ATOM 1012 


CD1 


PHE A 


ATOM 1013 


CD2 


PHE A 


ATOM 1014 


CE1 


PHE A 


ATOM 1015 


CE2 


PHE A 


ATOM 1016 


CZ 


PHE A 


ATOM 1017 


H 


PHE A 


ATOM 1018 


HA 


PHE A 


ATOM 1019 


1HB 


PHE A 


ATOM 1020 


2HB 


PHE A 


ATOM 1021 


HD1 


PHE A 


ATOM 1022 


HD2 


PHE A 


ATOM 1023 


HE1 


PHE A 


ATOM 1024 


HE2 


PHE A 


ATOM 1025 


HZ 


PHE A 


ATOM 1026 


N 


THR A 


ATOM 1027 


CA 


THR A 


ATOM 1028 


C 


THR A 


ATOM 1029 


0 


THR A 


ATOM 1030 


CB 


THR A 



71 155.024 
71 155.551 
71 155.375 

71 154.899 

72 155.602 
72 155.185 
72 156.131 
72 156.903 
72 153.757 
72 153.573 
72 153.332 
72 153.642 
72 153.162 
72 153.474 
72 153.234 
72 156.068 
72 155.213 
72 153.488 
72 153.083 
72 153.277 
72 153.830 
72 152.974 
72 153.530 

72 153.101 

73 156.066 
73 156.917 
73 156.150 
73 155.140 
73 157.464 



6.585 1.236 1.00 0.00 

11.472 1.037 1.00 0.00 

7.691 -0.932 1.00 0.00 

10.159 -1.837 1.00 0.00 

6.420 6.465 1.00 0.00 

5.857 7.743 1.00 0.00 

4.743 8.181 1.00 0.00 

4.218 7.379 1.00 0.00 

5.319 7.645 1.00 0.00 

4.298 6.558 1.00 0.00 

4.693 5.252 1.00 0.00 

2.944 6.844 1.00 0.00 

3.757 4.251 1.00 0.00 

2.002 5.846 1.00 0.00 

2.409 4.548 1.00 0.00 

5.848 5.820 1.00 0.00 

6.647 8.479 1.00 0.00 

4.857 8.583 1.00 0.00 

6.140 7.448 1.00 0.00 

5.746 5.019 1.00 0.00 

2.625 7.858 1.00 0.00 

4.076 3.237 1.00 0.00 

0.949 6.081 1.00 0.00 

1.675 ' 3.767 1.00 0.00 

4.389 9.461 1.00 0.00 

3.338 10.006 1.00 0.00 

2.025 10.130 1.00 0.00 

1.948 10.830 1.00 0.00 

3.753 11.372 1.00 0.00 
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ATOM 


1031 


0G1 


THR 


A 


73 


158. 362 


2. 777 


11.870 


1.00 0.00 


ATOM 


1032 


CG2 


THR 


A 


73 


156. 384 


3.954 


12.413 


1.00 0.00 


ATOM 


1033 


H 


THR 


A 


73 


155. 431 


4.845 


10.052 


1.00 0.00 


ATOM 


1034 


HA 


THR 


A 


73 


157. 744 


3.194 


9.326 


1.00 0.00 


ATOM 


1035 


HB 


THR 


A 


73 


158. 000 


4.685 


11.266 


1.00 0.00 


ATOM 


1036 


HG1 


THR 


A 


73 


158. 867 


3.147 


12. 599 


1.00 0.00 


ATOM 


1037 


1HG2 THR 


A 


73 


155. 632 


4.627 


12.027 


1.00 0.00 


ATOM 


1038 


2HG2 THR 


A 


73 


156. 820 


4.376 


13. 307 


1.00 0.00 


ATOM 


1039 


3HG2 THR 


A 


73 


155. 928 


3.004 


12. 649 


1.00 0.00 


ATOM 


1040 


N 


CYS 


A 


74 


156. 636 


0.994 


9.447 


1.00 0.00 


ATOM 


1041 


CA 


CYS 


A 


74 


155. 997 


-0.316 


9.480 


1.00 0.00 


ATOM 


1042 


C 


CYS 


A 


74 


157. 038 


-1.430 


9.449 


1.00 0.00 


ATOM 


1043 


0 


CYS 


A 


74 


158. 223 


-1.180 


9.227 


1.00 0.00 


ATOM 


1044 


CB 


CYS 


A 


74 


155. 035 


-0.468 


8.300 


1.00 0.00 


ATOM 


1045 




CYS 


A 


74 


153. 348 


0.085 


8.647 


1.00 0.00 


ATOM 


1046 


TT • 

H 


CYS 


A 


74 


157.445 


1.118 


8.906 


1.00 0.00 


ATOM 


1047 


HA 


CYS 


A 


74 


155.437 


-0. 388 


10.401 


1.00 0.00 


ATOM 


1048 


1HB 


CYS 


A 


74 


155.404 


0.110 


7.467 


1.00 0.00 


ATOM 


1049 


2HB 


CYS 


A 


74 


154. 988 


-1.510 


8.016 


1.00 0.00 


ATOM 


1050 


HG 


CYS 


A 


74 


153.401 


0.908 


9. 138 


1.00 0.00 


ATOM 


1051 


N 


ALA 


A 


75 


156. 588 


-2. 660 


9.672 


1.00 0.00 


ATOM 


1052 


CA 


ALA 


A 


75 


157.480 


-3. 812 


9.669 


1.00 0.00 


ATOM 


1053 


C 


ALA 


A 


75 


158. 153 


-3.983 


8.311 


1.00 0.00 


ATOM 


1054 


0 


ALA 


A 


75 


157. 610 


-3. 575 


7.284 


1.00 0.00 


ATOM 


1055 


CB 


ALA 


A 


75 


156.716 


-5. 072 


10.045 


1.00 0.00 


ATOM 


1056 


H 


ALA 


A 


75 


155. 632 


-2.796 


9.844 


1.00 0.00 


ATOM 


1057 


HA 


ALA 


A 


75 


158. 242 


-3. 646 


10.418 


1.00 0.00 


ATOM 


1058 


1HB 


ALA 


A 


75 


157. 123 


-5.915 


9.504 


1.00 0.00 


ATOM 


1059 


2HB 


ALA 


A 


75 


155. 673 


-4.950 


9.789 


1.00 0.00 
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ATOM 1060 
ATOM 1061 
ATOM 1062 
ATOM 1063 
ATOM 1064 
ATOM 1065 
ATOM 1066 
ATOM 1067 
ATOM 1068 
ATOM 1069 
ATOM 1070 
ATOM 1071 
ATOM 1072 
ATOM 1073 
ATOM 1074 
ATOM 1075 
ATOM 1076 
ATOM 1077 
ATOM 1078 
ATOM 1079 
ATOM 1080 
ATOM 1081 
ATOM 1082 
ATOM 1083 
ATOM 1084 
ATOM 1085 
ATOM 1086 
ATOM 1087 
ATOM 1088 



H 

HA 



3HB ALA A 
N LEU A 
CA LEU A 
C LEU A 
0 LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
LEU A 
LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N LYS A 
CA LYS A 
C LYS A 
0 LYS A 
CB LYS A 
CG LYS A 
CD LYS A 
CE LYS A 
NZ LYS A 



75 156.808 

76 159.336 
76 160.083 
76 159.374 
76 158.801 
76 161.499 
76 162.527 
76 163.542 
76 163.224 
76 159.717 
76 160.142 
76 161.458 
76 161.840 
76 162.020 
76 163.624 
76 163.221 
76 164.504 
76 163.411 
76 162.593 

76 164.160 

77 159.418 
77 158.781 
77 157.274 
77 156.666 
77 159.384 
77 160.904 
77 161.429 
77 162.780 
77 163.531 



-5. 247 
-4. 586 
-4. 810 
-5. 828 
-6. 801 
-5. 293 
-4. 183 
-4. 599 
-3. 830 
-4. 889 
-3. 870 
-5. 903 
-5. 907 
-3. 298 
-5. 676 
-4.250 
-4. 168 
-2.767 
-4.110 
-4.363 
-5. 596 
-6.493 
-6.555 
-7.622 
-7.895 
-7.909 
-7.427 
-6. 746 
-6.729 



11.106 
8.313 
7.082 
6.194 
6.683 
7.399 
7.624 
8.676 
6.317 
9.165 
6.555 
8.290 
6.579 
7.981 
8.690 
9.645 
8.439 
6.285 
5.487 
6.254 
4.885 
3.928 
4.159 
4.071 
4.030 
3.988 
2.644 
2.786 
1.501 



1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
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ATOM 1089 H LYS A 77 159.891 -4.803 
ATOM 1090 HA LYS A 77 158.964 -6.103 
ATOM 1091 1HB LYS A 77 159.067 -8.344 
ATOM 1092 2HB LYS A 77 159.017 -8.493 
ATOM 1093 1HG LYS A 77 161.281 -7.260 
ATOM 1094 2HG LYS A 77 161.249 -8.917 
ATOM 1095 1HD LYS A 77 161. 531 -8. 274 
ATOM 1096 2HD LYS A 77 160.724 -6.725 
ATOM 1097 1HE LYS A 77 162. 624 -5. 730 
ATOM 1098 2HE LYS A 77 163.360 -7.279 
ATOM 1099 1HZ LYS A 77 163.321 -7.587 
ATOM 1100 2HZ LYS A 77 164. 554 -6. 690 
ATOM 1101 3HZ LYS A 77 163.260 -5.896 
ATOM 1102 N LYS A 78 156.678 -5.405 
ATOM 1103 CA LYS A 78 155.242 -5.330 
LYS A 78 154.699 -3.953 
LYS A 78 153.843 -3.405 
ATOM 1106 CB LYS A 78 154.935 -5.640 
ATOM 1107 CG LYS A 78 155.495 -6.973 
LYS A 78 155.154 -7.238 
ATOM 1109 CE LYS A 78 154.009 -8.229 
ATOM 1110 NZ LYS A 78 153.330 -8.117 
LYS A 78 157.215 -4.588 
LYS A 78 154.761 -6.070 
ATOM 1113 1HB LYS A 78 155.357 -4.859 
ATOM 1114 2HB LYS A 78 153.865 -5.654 
ATOM 1115 1HG LYS A 78 155.075 -7.762 
ATOM 1116 2HG LYS A 78 156.568 -6.962 
ATOM 1117 1HD LYS A 78 156.025 -7.640 



ATOM 1104 C 
ATOM 1105 0 



ATOM 1108 CD 



ATOM 1111 H 
ATOM 1112 HA 



4.556 1.00 0.00 
2.937 1.00 0.00 
4.960 1.00 0.00 
3.208 1.00 0.00 
4.764 1.00 0.00 
4.159 1.00 0.00 
1.984 1.00 0.00 
2.224 1.00 0.00 
3.116 1.00 0.00 
3.526 1.00 0.00 
0.952 1.00 0.00 
1.685 1.00 0.00 
0.940 1.00 0.00 
4.456 1.00 0.00 
4.698 1.00 0.00 
4.332 1.00 0.00 

5.028 1.00 0.00 
6.166 1.00 0.00 
6.635 1.00 0.00 
8.094 1.00 0.00 
8.228 1.00 0.00 
9.549 1.00 0.00 
4.511 1.00 0.00 
4.077 1.00 0.00 
6.782 1.00 0.00 
6.302 1.00 0.00 

6.029 1.00 0.00 
6.522 1.00 0.00 
8.589 1.00 0.00 
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ATOM 1127 0 

ATOM 1128 CB 

ATOM 1129 H 

ATOM 1130 HA 



ATOM 1118 2HD LYS A 78 154.869 -6.307 
ATOM 1119 1HE LYS A 78 153.289 -8.036 
ATOM 1120 2HE LYS A 78 154.401 -9.230 
ATOM 1121 1HZ LYS A 78 154.026 -8.210 
ATOM 1122 2HZ LYS A 78 152. 618 -8. 867 
ATOM 1123 3HZ LYS A 78 152.859 -7.194 
ATOM 1124 N ALA A 79 155.202 -3.396 
ATOM 1125 CA ALA A 79 154. 767 -2. 084 
ATOM 1126 C ALA A 79 154.653 -2.043 
ALA A 79 155. 661 -2. 028 
ALA A 79 155.726 -1.009 
ALA A 79 155. 881 -3. 882 
ALA A 79 153.795 -1.886 
ATOM 1131 1HB ALA A 79 156.708 -1.437 
ATOM 1132 2HB ALA A 79 155.374 -0.614 
ATOM 1133 3HB ALA A 79 155. 776 -0. 212 
ATOM 1134 N LEU A 80 153.421 -2.027 
ATOM 1135 CA LEU A 80 153.175 -1.988 
LEU A 80 152. 304 -0. 792 
LEU A 80 151.153 -0.696 
ATOM 1138 CB LEU A 80 152. 504 ' -3. 285 
ATOM 1139 CG LEU A 80 152. 136 -3. 336 
ATOM 1140 CD1 LEU A 80 153.365 -3.626 
ATOM 1141 CD2 LEU A 80 151.059 -4.382 
ATOM 1142 H LEU A 80 152.657 -2.040 
ATOM 1143 HA LEU A 80 154.128 -1.893 
ATOM 1144 1HB LEU A 80 153. 173 -4. 106 
ATOM 1145 2HB LEU A 80 151.600 -3.421 
ATOM 1146 HG LEU A 80 151.744 -2.374 



ATOM 1136 C 
ATOM 1137 0 



8.561 1.00 0.00 
7.447 1.00 0.00 
8.117 1.00 0.00 
10.317 1.00 0.00 
9.649 1.00 0.00 
9.632 1.00 0.00 
3.235 1.00 0.00 
2.776 1.00 0.00 
1.255 1.00 0.00 
0.548 1.00 0.00 
3.264 1.00 0.00 
2.722 1.00 0.00 

3.204 1.00 0.00 
3.397 1.00 0.00 

4.205 1.00 0.00 
2.535 1.00 0.00 
0.759 1.00 0.00 

-0.678 1.00 0.00 
-1.048 1.00 0.00 
-0.626 1.00 0.00 
-1.136 1.00 0.00 
-2.619 1.00 0.00 
-3.465 1.00 0.00 
-2.864 1.00 0.00 
1.374 1.00 0.00 
-1.175 1.00 0.00 
-0.923 1.00 0.00 
-0.560 1.00 0.00 
-2.919 1.00 0.00 
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ATOM 1147 


1HD1 


LEU A 


80 154.197 


-3.037 


ATOM 1148 


2HD1 


LEU A 


80 


153. 163 


-3.372 


ATOM 1149 


3HD1 


LEU A 


80 


153.612 


-4.675 


ATOM 1150 


1HD2 


LEU A 


80 


150. 214 


-4.186 


ATOM 1151 


2HD2 


LEU A 


80 151.455 


-5. 364 


ATOM 1152 


3HD2 


LEU A 


80 150.743 


-4.338 


ATOM 1153 


N 


PHE A 


81 


152. 863 


0.117 


ATOM 1154 


CA 


PHE A 


81 


152. 138 


1.308 


ATOM 1155 


C 


PHE A 


81 


151.403 


1.057 


ATOM 1156 


0 


PHE A 


81 


151.916 


0.377 


ATOM 1157 


CB 


PHE A 


81 


153.099 


2.487 


ATOM 1158 


CG 


PHE A 


81 


153. 731 


2.923 


ATOM 1159 


CD1 


PHE A 


81 


153. 185 


3.960 


ATOM 1160 


CD2 


PHE A 


81 


154.870 


2.294 


ATOM 1161 


CE1 


PHE A 


81 


153.763 


4.364 


ATOM 1162 


CE2 


PHE A 


81 


155.454 


2.693 


ATOM 1163 


CZ 


PHE A 


81 154.899 


3.729 


ATOM 1164 


H 


PHE A 


81 


153. 785 


-0. 016 


ATOM 1165 


HA 


PHE A 


81 


151.413 


1.545 


ATOM 1166 


1HB 


PHE A 


81 


153. 892 


2.208 


ATOM 1167 


2HB 


PHE A 


81 


152. 561 


3.330 


ATOM 1168 


HD1 


PHE A 


81 


152.296 


4.456 


ATOM 1169 


HD2 


PHE A 


81 


155.305 


1.485 


ATOM 1170 


HE1 


PHE A 


81 


153. 327 


5.173 


ATOM 1171 


HE2 


PHE A 


81 


156.342 


2. 196 


ATOM 1172 


HZ 


PHE A 


81 


155.353 


4.042 


ATOM 1173 


N 


VAL A 


82 


150.201 


1.611 


ATOM 1174 


CA 


VAL A 


82 


149.396 


1.450 


ATOM 1175 


C 


VAL A 


82 


148.446 


2.627 



-3.105 1.00 0.00 
-4.494 1.00 0.00 
-3.394 1.00 0.00 
-2.222 1.00 0.00 
-2.649 1.00 0.00 
-3.897 1.00 0.00 
-1.841 1.00 0.00 
-2.268 1.00 0.00 
-3.581 1.00 0.00 
-4.471 1.00 0.00 
-2.424 1.00 0.00 
-1.133 1.00 0.00 
-0.395 1.00 0.00 
-0.657 1.00 0.00 
0.794 1.00 0.00 
0.531 1.00 0.00 
1.258 1.00 0.00 
-2.145 1.00 0.00 
-1.504 1.00 0.00 
-3.104 1.00 0.00 
-2.834 1.00 0.00 
-0.756 1.00 0.00 
-1.225 1.00 0.00 
1.360 1.00 0.00 
0.891 1.00 0.00 
2.186 1.00 0.00 
-3.696 1.00 0.00 
-4.900 1.00 0.00 
-5.088 1.00 0.00 
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ATOM 1176 
ATOM 1177 
ATOM 1178 
ATOM 1179 
ATOM 1180 
ATOM 1181 
ATOM 1182 
ATOM 1183 
ATOM 1184 
ATOM 1185 
ATOM 1186 
ATOM 1187 
ATOM 1188 
ATOM 1189 
ATOM 1190 
ATOM 1191 
ATOM 1192 
ATOM 1193 
ATOM 1194 
ATOM 1195 
ATOM 1196 
ATOM 1197 
ATOM 1198 
ATOM 1199 
ATOM 1200 
ATOM 1201 
ATOM 1202 
ATOM 1203 
ATOM 1204 



0 


VAL A 


CB 


VAL A 


CGI 


VAL A 


CG2 


VAL A 


H 


VAL A 


HA 


VAL A 


HB 


VAL A 


1HG1 VAL A 


2HG1 VAL A 


3HG1 VAL A 


1HG2 VAL A 


2HG2 VAL A 


3HG2 VAL A 


N 


LYS A 


CA 


LYS A 


C 


LYS A 


0 


LYS A 


CB 


LYS A 


CG 


LYS A 


CD 


LYS A 


CE 


LYS A 


NZ 


LYS A 


H 


LYS A 


HA 


LYS A 


1HB 


LYS A 


2HB 


LYS A 


1HG 


LYS A 


2HG 


LYS A 


1HD 


LYS A 



82 148.236 
82 148.577 
82 149.478 
82 147.835 
82 149.847 
82 150.067 
82 147.848 
82 149.960 
82 148.885 
82 150.228 
82 146.962 
82 148.485 

82 147.529 

83 147.874 
83 146.945 
83 145.663 
83 144.975 
83 146.615 
83 147.845 
83 147.465 
83 148.155 
83 148.563 
83 148.081 
83 147.425 
83 146.027 
83 146.034 
83 148.406 
83 148.454 
83 147.757 



3.421 -4.169 1.00 0.00 

0.146 -4.859 1.00 0.00 

■1.058 -5.087 1.00 0.00 

0.023 -3.537 1.00 0.00 

2.143 -2.953 1.00 0.00 

1.402 -5.746 1.00 0.00 

0.177 -5.655 1.00 0.00 

-0.970 -6.049 1.00 0.00 

-1.960 -5.063 1.00 0.00 

-1.099 -4.311 1.00 0.00 

0.660 -3.553 1.00 0.00 

0.325 -2.729 1.00 0.00 

-1.002 -3.389 1.00 0.00 

2.735 -6.282 1.00 0.00 

3.817 -6.590 1.00 0.00 

3.685 -5.774 1.00 0.00 

2.666 -5.840 1.00 0.00 

3.825 -8.083 1.00 0.00 

3.823 -8.977 1.00 0.00 

3.755 -10.449 1.00 0.00 

4.845 -11.255 1.00 0.00 

4.364 -12.604 1.00 0.00 

2.072 -6.973 1.00 0.00 

4.749 -6.331 1.00 0.00 

2.949 -8.314 1.00 0.00 

4.707 -8.307 1.00 0.00 

4.728 -8.802 1.00 0.00 

2.966 -8.732 1.00 0.00 

2.793 -10.842 1.00 0.00 



ttifE# 2003-3083148 



# m 2002-236129 



^-v: 818/ 



ATOM 1205 


2HD 


LYS A 


ATOM 1206 


1HE 


LYS A 


ATOM 1207 


2HE 


LYS A 


ATOM 1208 


1HZ 


LYS A 


ATOM 1209 


2HZ 


LYS A 


ATOM 1210 


3HZ 


LYS A 


ATOM 1211 


N 


LEU A 


ATOM 1212 


CA 


LEU A 


ATOM 1213 


C 


LEU A 


ATOM 1214 


0 


LEU A 


ATOM 1215 


CB 


LEU A 


ATOM 1216 


CG 


LEU A 


ATOM 1217 


CD1 


LEU A 


ATOM 1218 


CD2 


LEU A 


ATOM 1219 


H 


LEU A 


ATOM 1220 


HA 


LEU A 


ATOM 1221 


1HB 


LEU A 


ATOM 1222 


2HB 


LEU A 


ATOM 1223 


HG 


LEU A 


ATOM 1224 


1HD1 LEU A 


ATOM 1225 


2HD1 LEU A 


ATOM 1226 


3HD1 LEU A 


ATOM 1227 


1HD2 LEU A 


ATOM 1228 


2HD2 LEU A 


ATOM 1229 


3HD2 LEU A 


ATOM 1230 


N 


LYS A 


ATOM 1231 


CA 


LYS A 


ATOM 1232 


C 


LYS A 


ATOM 1233 


0 


LYS A 



83 146.396 
83 147.475 
83 149.033 
83 147.980 
83 149.561 

83 148.440 

84 145.351 
84 144.153 
84 142.897 
84 141.895 
84 144.074 
84 142.801 
84 142.854 
84 142.610 
84 145.941 
84 144.224 
84 144.923 
84 144.141 
84 141.949 
84 143.534 
84 141.868 
84 143.199 
84 141.604 
84 142.778 

84 143.315 

85 142.959 
85 141.824 
85 141.496 
85 140.349 



3.874 -10.542 1.00 0.00 
5.675 -11.370 1.00 0.00 
5.171 -10.717 1.00 0.00 
3.549 -12.884 1.00 0.00 
4.075 -12.595 1.00 0.00 
5.122 -13.306 1.00 0.00 
4.722 -5.006 1.00 0.00 
4.729 -4.174 1.00 0.00 
4.559 -5.024 1.00 0.00 
4.013 -4.564 1.00 0.00 
6.032 -3.377 1.00 0.00 
6.209 -2.545 1.00 0.00 
5.339 -1.299 1.00 0.00. 
.7.670 -2.171 1.00 0.00 
5.504 -4.998 1.00 0.00 
3.900 -3.486 1.00 0.00 
6.075 -2.712 1.00 0.00 
6.857 -4.071 1.00 0.00 
5.898 -3.133 1.00 0.00 
4.516 -1.464 1.00 0.00 
4.954 -1.086 1.00 0.00 
5.929 -0.463 1.00 0.00 
7.821 -1.808 1.00 0.00 
8.290 -3.039 1.00 0.00 
7.939 -1.396 1.00 0.00 
5.029 -6.266 1.00 0.00 
4.929 -7.178 1.00 0.00 
3.470 -7.482 1.00 0.00 
3.130 -7.773 1.00 0.00 



miE# 2003-3083148 



2002-236129 



^-v: 819/ 



ATOM 1236 CD 

ATOM 1237 CE 

ATOM 1238 NZ 

ATOM 1239 H 

ATOM 1240 HA 



ATOM 1234 CB LYS A 85 142. 121 
ATOM 1235 CG LYS A 85 143.275 
LYS A 85 143.806 
LYS A 85 143.372 
LYS A 85 144.416 
LYS A 85 143.785 
LYS A 85 140.972 
ATOM 1241 1HB LYS A 85 141.238 
ATOM 1242 2HB LYS A 85 142.362 
ATOM 1243 1HG LYS A 85 144. 072 
ATOM 1244 2HG LYS A 85 142. 932 
ATOM 1245 1HD LYS A 85 143.430 
ATOM 1246 2HD LYS A 85 144.886 
ATOM 1247 1HE LYS A 85 143. 174 
ATOM 1248 2HE LYS A 85 142.469 
ATOM 1249 1HZ LYS A 85 143.971 
ATOM 1250 2HZ LYS A 85 145.027 
ATOM 1251 3HZ LYS A 85 145.003 
ATOM 1252 N SER A 86 142. 509 
ATOM 1253 CA SER A 86 142. 324 
SER A 86 142. 256 
SER A 86 142. 707 



ATOM 1254 C 
ATOM 1255 0 
ATOM 1256 CB 



SER A 86 143.464 

ATOM 1257 OG SER A 86 143. 828 

ATOM 1258 H SER A 86 143. 401 

ATOM 1259 HA SER A 86 141. 392 

ATOM 1260 1HB SER A 86 144. 326 

ATOM 1261 2HB SER A 86 143. 149 

ATOM 1262 HG SER A 86 144. 758 



5.677 -8.479 1.00 0.00 
5.088 -9.271 1.00 0.00 
6.071 -10.302 1.00 0.00 
5.694 -11.709 1.00 0.00 
6.020-12.719 1.00 0.00 
5.454 -6.576 1.00 0.00 
5.383 -6.697 1.00 0.00 
5.658 -9.100 1.00 0.00 
6.703 -8.242 1.00 0.00 
4.830 -8.590 1.00 0.00 
4.197 -9.779 1.00 0.00 
7.057 -10.072 1.00 0.00 
6.077 -10.257 1.00 0.00 
4.634 -11.740 1.00 0.00 
6.235 -11.950 1.00 0.00 
6.290 -13.620 1.00 0.00 
5.195 -12.881 1.00 0.00 
6.811 -12.384 1.00 0.00 
2.612 -7.413 1.00 0.00 
1.190 -7.681 1.00 0.00 
0.396 -6.381 1.00 0.00 
-0.748 -6.314 1.00 0.00 
0.661 -8.554 1.00 0.00 
1.607 -9.546 1.00 0.00 
2.941 -7.176 1.00 0.00 
1.071 -8.211 1.00 0.00 
0.460 -7.936 1.00 0.00 
-0.249 -9.042 1.00 0.00 
1.505 -9.761 1.00 0.00 



ffiiE# 2003-3083148 



mm 2002 



ATOM 1263 


N 


CYS A 


87 141.689 


ATOM 1264 


CA 


CYS A 


87 141.562 


ATOM 1265 


C 


CYS A 


87 140.106 


ATOM 1266 


0 


CYS A 


87 139.191 


ATOM 1267 


CB 


CYS A 


87 142.126 


ATOM 1268 


SG 


CYS A 


87 143.933 


ATOM 1269 


H 


CYS A 


87 141.349 


ATOM 1270 


HA 


CYS A 


87 142.132 


ATOM 1271 


IHB 


CYS A 


87 141.781 


ATOM 1272 


2HB 


CYS A 


87 141.769 


ATOM 1273 


HG 


CYS A 


87 144.197 


ATOM 1274 


N 


ARG A 


88 139.898 


ATOM 1275 


CA 


ARG A 


88 138.553 


ATOM 1276 


C 


ARG A 


88 138.447 


ATOM 1277 


0 


ARG A 


88 139.403 


ATOM 1278 


CB 


ARG A 


88 138.183 


ATOM 1279 


CG 


ARG A 


88 137.314 


ATOM 1280 


CD 


ARG A 


88 135.890 


ATOM 1281 


NE 


ARG A 


88 134.910 


ATOM 1282 


CZ 


ARG A 


88 133.621 


ATOM 1283 


NHl 


ARG A 


88 133.152 


ATOM 1284 


NH2 


ARG A 


88 132.797 


ATOM 1285 


H 


ARG A 


88 140.668 


ATOM 1286 


HA 


ARG A 


88 137.868 


ATOM 1287 


IHB 


ARG A 


88 139.090 


ATOM 1288 


2HB 


ARG A 


88 137.648 


ATOM 1289 


IHG 


ARG A 


88 137.293 


ATOM 1290 


2HG 


ARG A 


88 137.739 


ATOM 1291 


IHD 


ARG A 


88 135.798 



2 3 6 1 2 9 ! 820/ 

1.011 -5.347 1.00 0.00 
0.362 -4.047 1.00 0.00 
0.024 -3.747 1.00 0.00 
0.546 -4.385 1.00 0.00 
1.263 -2.946 1.00 0.00 
1.305 -2.880 1.00 0.00 
1.923 -5.461 1.00 0.00 
-0.554 -4.077 1.00 0.00 
2.273 -3.106 1.00 0.00 
0.914 -1.989 1.00 0.00 
1.221 -1.961 1.00 0.00 
-0.854 -2.772 1.00 0.00 
-1.266 -2.385 1.00 0.00 
-1.417 -0.869 1.00 0.00 
-1.831 -0.212 1.00 0.00 
-2.584 -3.071 1.00 0.00 
-2.402 -4.306 1.00 0.00 
-2.876 -4.063 1.00 0.00 
-2.045 -4.758 1.00 0.00 
-2.356 -4.870 1.00 0.00 
-3.476 -4.333 1.00 0.00 
-1.545 -5.519 1.00 0.00 
-1.236 -2.302 1.00 0.00 
-0.497 -2.707 1.00 0.00 
-3.088 -3.366 1.00 0.00 
-3.205 -2.368 1.00 0.00 
-1.355 -4.569 1.00 0.00 
-2.972 -5.119 1.00 0.00 
-3.893 -4.413 1.00 0.00 



tttiE# 2003-3083148 



#0 2002-236129 



t-i?: 821/ 



ATOM 1292 
ATOM 1293 
ATOM 1294 
ATOM 1295 
ATOM 1296 
ATOM 1297 
ATOM 1298 
ATOM 1299 
ATOM 1300 
ATOM 1301 
ATOM 1302 
ATOM 1303 
ATOM 1304 
ATOM 1305 
ATOM 1306 
ATOM 1307 
ATOM 1308 
ATOM 1309 
ATOM 1310 
ATOM 1311 
ATOM 1312 
ATOM 1313 
ATOM 1314 
ATOM 1315 
ATOM 1316 
ATOM 1317 
ATOM 1318 
ATOM 1319 
ATOM 1320 



2HD 


ARG A 


88 


HE 


ARG A 


88 


1HH1 ARG A 


88 


2HH1 ARG A 


88 


1HH2 ARG A 


88 


2HH2 


ARG A 


88 


XT 

N 


PRO A 


89 


CA 


PRO A 


89 


C 


PRO A 


89 


0 


TlTNA A 

PRO A 


89 


CB 


PRO A 


89 


CG 


PRO A 


89 


CD 


PRO A 


89 


HA 


PRO A 


89 


1HB 


TVT\/*V A 

PRO A 


89 


2HB 


PRO A 


89 


1HG 


TYTI/"\ A 

PRO A 


89 


2HG 


T\r»A a 

PRO A 


89 


1HD 


PRO A 


89 


AT TT\ 

2HD 


TVPl/"\ A 

PRO A 


89 


N 


ASP A 


90 


CA 


ASP A 


90 


C 


ASP A 


90 


0 


ASP A 


90 


CB 


ASP A 


90 


CG 


ASP A 


90 


0D1 


ASP A 


90 


0D2 


ASP A 


90 


H 


ASP A 


90 



135. 689 -2. 842 

135.230 -1.212 

133.766 -4.092 

132. 182 -3. 703 

133.145 -0.699 

131.829 -1.778 
137.281 -1.084 
137.064 -1.190 
137.008 -2.639 
136. 039 -3. 351 
135.714 -0.504 
135.018 -0.570 
136.088 -0.585 

137. 830 -0. 665 

135. 163 -1. 036 
135.871 0.517 
134.429 -1.472 
134. 387 0. 298 
135.811 -1.255 
136.256 0.411 
138.054 -3.069 
138.128 -4.434 

137.164 -4.636 
137. 120 -3. 830 
139. 555 -4. 759 
139. 889 -6. 229 
139.585 -6.796 
140.457 -6.814 
138.797 -2.454 



-3.001 1.00 0.00 
-5.164 1.00 0.00 
-3.841 1.00 0.00 
-4.421 1.00 0.00 
-5.925 1.00 0.00 
-5.604 1.00 0.00 
-0.289 1.00 0.00 
1.153 1.00 0.00 
1.622 1.00 0.00 
1.359 1.00 0.00 
1.370 1.00 0.00 
0.057 1.00 0.00 
-0.997 1.00 0.00 
1.706 1.00 0.00 
2.125 1.00 0.00 
1.682 1.00 0.00 
0.000 1.00 0.00 
-0.066 1.00 0.00 
-1.793 1.00 0.00 
-1.381 1.00 0.00 
2.319 1.00 0.00 
2.825 1.00 0.00 
3.990 1.00 0.00 
4.918 1.00 0.00 
3.267 1.00 0.00 
3.108 1.00 0.00 
2.037 1.00 0.00 
4.055 1.00 0.00 
2.495 1.00 0.00 



mtm 2003-3083148 



!$m 2002-236129 



^-v! 822/ 



ATOM 1321 


HA 


ASP A 


ATOM 1322 


1HB 


ASP A 


ATOM 1323 


2HB 


ASP A 


ATOM 1324 


N 


SER A 


ATOM 1325 


CA 


SER A 


ATOM 1326 


C 


SER A 


ATOM 1327 


0 


SER A 


ATOM 1328 


CB 


SER A 


ATOM 1329 


OG 


SER A 


ATOM 1330 


H 


SER A 


ATOM 1331 


HA 


SER A 


ATOM 1332 


1HB 


SER A 


ATOM 1333 


2HB 


SER A 


ATOM 1334 


HG 


SER A 


ATOM 1335 


N 


ARG A 


ATOM 1336 


CA 


ARG A 


ATOM 1337 


C 


ARG A 


ATOM 1338 


0 


ARG A 


ATOM 1339 


CB 


ARG A 


ATOM 1340 


CG 


ARG A 


ATOM 1341 


CD 


ARG A 


ATOM 1342 


NE 


ARG A 


ATOM 1343 


CZ 


ARG A 


ATOM 1344 


NH1 


ARG A 


ATOM 1345 


NH2 


ARG A 


ATOM 1346 


H 


ARG A 


ATOM 1347 


HA 


ARG A 


ATOM 1348 


1HB 


ARG A 


ATOM 1349 


2HB 


ARG A 



90 137.848 -5.101 
90 140.248 -4.184 

90 139.673 -4.491 

91 136.396 -5.720 
91 135.434 -6.029 
91 135.792 -7.340 
91 134.923 -8.023 
91 134.023 -6.119 
91 133.050 -5.735 
91 136.479 -6.326 
91 135.465 -5.230 
91 133.946 -5.467 
91 133.828 -7.138 

91 132.215 -6.165 

92 137.076 -7.684 
92 137.546 -8.913 
92 137.347 -8.863 
92 137.151 -9.893 
92 139.023 -9.143 
92 139.262 -9.692 
92 140.006 -11.019 
92 139.227 -12.063 
92 139.480 -13.364 
92 140.489 -13.785 
92 138.723 -14.248 
92 137.723 -7.099 
92 136.968 -9.731 
92 139.550 -8.203 
92 139.432 -9.842 



2.023 1.00 0.00 
2.671 1.00 0.00 
4.307 1.00 0.00 
3.935 1.00 0.00 
4.986 1.00 0.00 
5.682 1.00 0.00 
6.222 1.00 0.00 
4.404 1.00 0.00 
5.359 1.00 0.00 
3.170 1.00 0.00 
5.712 1.00 0.00 
3.547 1.00 0.00 
4.100 1.00 0.00 
5.157 1.00 0.00 
5.665 1.00 0.00 
6.293 1.00 0.00 
7.804 1.00 0.00 
8.448 1.00 0.00 
5.969 1.00 0.00 
4.571 1.00 0.00 
4.610 1.00 0.00 

5.272 1.00 0.00 

5.153 1.00 0.00 

4.400 1.00 0.00 

5.790 1.00 0.00 

5.218 1.00 0.00 

5.893 1.00 0.00 

6.057 1.00 0.00 

6.684 1.00 0.00 

HJIE# 2003-3083148 



Sfcm 2002-236129 



^- v ! 823/ 



ATOM 1350 


1HG 


ARG A 


92 


138. 308 


-9.841 


ATOM 1351 


2HG 


ARG A 


92 


139.847 


-8.978 


ATOM 1352 


1HD 


ARG A 


92 


140.217 - 


-11.328 


ATOM 1353 


2HD 


ARG A 


92 


140.934 - 


-10.880 


ATOM 1354 


HE 


ARG A 


92 


138.476 - 


-11.780 


ATOM 1355 


1HH1 ARG A 


92 


141.063 - 


-13. 125 


ATOM 1356 


2HH1 ARG A 


92 


140.674 - 


-14.765 


ATOM 1357 


1HH2 ARG A 


92 


137.962 - 


-13.936 


ATOM 1358 


2HH2 ARG A 


92 


138.913 - 


-15. 226 


ATOM 1359 


N 


PHE A 


93 


137. 397 


-7. 659 


ATOM 1360 


CA 


PHE A 


93 


137. 223 


-7.476 


ATOM 1361 


C 


PHE A 


93 


135.885 


-6. 812 


ATOM 1362 


0 


PHE A 


93 


135. 734 


-6. 155 


ATOM 1363 


CB 


PHE A 


93 


138. 367 


-6. 637 


ATOM 1364 


CG 


PHE A 


93 


139.721 


-7. 254 


ATOM 1365 


CD1 


PHE A 


93 


140. 279 


-7. 342 


ATOM 1366 


CD2 


PHE A 


93 


140.437 


-7.747 


ATOM 1367 


CE1 


PHE A 


93 


141.526 


-7.910 


ATOM 1368 


CE2 


PHE A 


93 


141.684 


-8.317 


ATOM 1369 


CZ 


PHE A 


93 


142. 229 


-8.398 


ATOM 1370 


H 


PHE A 


93 


137. 557 


-6.874 


ATOM 1371 


HA 


PHE A 


93 


137. 241 


-8.453 


ATOM 1372 


1HB 


PHE A 


93 


138. 369 


-5.670 


ATOM 1373 


2HB 


PHE A 


93 


138. 212 


-6.504 


ATOM 1374 


HD1 


PHE A 


93 


139. 730 


-6.960 


ATOM 1375 


HD2 


PHE A 


93 


140. 012 


-7.685 


ATOM 1376 


HE1 


PHE A 


93 


141.949 


-7.972 


ATOM 1377 


HE2 


PHE A 


93 142.231 


-8.697 


ATOM 1378 


HZ 


PHE A 


93 143.202 


-8.842 



4.086 1.00 0.00 
4.010 1.00 0.00 
3.597 1.00 0.00 
5.144 1.00 0.00 
5.835 1.00 0.00 
3.917 1.00 0.00 
4.314 1.00 0.00 
6.358 1.00 0.00 
5.700 1.00 0.00 
8.364 1.00 0.00 
9.800 1.00 0.00 
10.112 1.00 0.00 
11.142 1.00 0.00 
10.371 1.00 0.00 
10.173 1.00 0.00 

8.908 1.00 0.00 
11.253 1.00 0.00 

8.722 1.00 0.00 
11.074 1.00 0.00 

9.806 1.00 0.00 

7.799 1.00 0.00 
10.262 1.00 0.00 

9.889 1.00 0.00 
11.432 1.00 0.00 

8.059 1.00 0.00 
12.243 1.00 0.00 

7.731 1.00 0.00 
11.923 1.00 0.00 

9.664 1.00 0.00 



mtE# 2 0 0 3 



-3083148 



H&m 2002-236129 : 824/ 



ATOM 1379 


N 


ALA A 


94 


134.916 


-6.986 


9.218 1.00 0.00 


ATOM 1380 


CA 


ALA A 


94 133.595 


-6.401 


9.405 1.00 0.00 


ATOM 1381 


C 


ALA A 


94 


132. 702 


-7.316 


10.237 1.00 0.00 


ATOM 1382 


0 


ALA A 


94 


132.468 


-8.468 


9.874 1.00 0.00 


ATOM 1383 


CB 


ALA A 


94 


132.949 


-6.115 


8.058 1.00 0.00 


ATOM 1384 


H 


ALA A 


94 


135.094 


-7. 520 


8.415 1.00 0.00 


ATOM 1385 


HA 


ALA A 


94 


133.716 


-5.462 


9.925 1.00 0.00 


ATOM 1386 


1HB 


ALA A 


94 


133.541 


-5.389 


7.522 1.00 0.00 


ATOM 1387 


2HB 


ALA A 


94 


131.953 


-5.726 


8.211 1.00 0.00 


ATOM 1388 


3HB 


ALA A 


94 


132. 893 


-7.029 


7.484 1.00 0.00 


ATOM 1389 


N 


SER A 


95 


132. 209 


-6. 796 


11.355 1.00 0.00 


ATOM 1390 


CA 


SER A 


95 


131.342 


-7. 566 


12.239 1.00 0.00 


ATOM 1391 


C 


SER A 


95 


129. 945 


-7. 708 


11.644 1.00 0.00 


ATOM 1392 


0 


SER A 


95 


129. 179 


-6.746 


11.599 1.00 0.00 


ATOM 1393 


CB 


SER A 


95 


131.257 


-6.899 


13.614 1.00 0.00 


ATOM 1394 


OG 


SER A 


95 


132.407 


-7. 186 


14.392 1.00 0.00 


ATOM 1395 


H 


SER A 


95 


132.432 


-5. 870 


11.591 1.00 0.00 


ATOM 1396 


HA 


SER A 


95 


131.774 


-8. 549 


12.352 1.00 0.00 


ATOM 1397 


1HB 


SER A 


95 


131. 182 


-5. 829 


13.489 1.00 0.00 



ATOM 1398 2HB SERA 95 130.385 -7.264 14.135 1.00 0.00 

ATOM 1399 HG SERA 95 132.620 -8.119 14.315 1.00 0.00 

ATOM 1400 N LEU A 96 129.621 -8.914 11.189 1.00 0.00 

ATOM 1401 CA LEU A 96 128.316 -9.182 10.596 1.00 0.00 

ATOM 1402 C LEU A 96 127.644 -10.372 11.274 1.00 0.00 

ATOM 1403 0 LEU A 96 126.893 -11.115 10.643 1.00 0.00 

ATOM 1404 CB LEU A 96 128.460 -9.448 9.096 1.00 0.00 

ATOM 1405 CG LEU A 96 127.305 -8.937 8.233 1.00 0.00 

ATOM 1406 CD1 LEU A 96 127.553 -7.499 7.806 1.00 0.00 

ATOM 1407 CD2 LEU A 96 127.113 -9.831 7.018 1.00 0.00 
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ATOM 1408 


H 


LEU A 


ATOM 1409 


HA 


LEU A 


ATOM 1410 


1HB 


LEU A 


ATOM 1411 


2HB 


LEU A 


ATOM 1412 


HG 


LEU A 


ATOM 1413 


1HD1 LEU A 


ATOM 1414 


2HD1 LEU A 


ATOM 1415 


3HD1 LEU A 


ATOM 1416 


1HD2 LEU A 


ATOM 1417 


2HD2 LEU A 


ATOM 1418 


3HD2 LEU A 


ATOM 1419 


N 


GLN A 


ATOM 1420 


CA 


GLN A 


ATOM 1421 


C 


GLN A 


ATOM 1422 


0 


GLN A 


ATOM 1423 


CB 


GLN A 


ATOM 1424 


CG 


GLN A 


ATOM 1425 


CD 


GLN A 


ATOM 1426 


0E1 


GLN A 


ATOM 1427 


NE2 


GLN A 


ATOM 1428 


H 


GLN A 


ATOM 1429 


HA 


GLN A 


ATOM 1430 


1HB 


GLN A 


ATOM 1431 


2HB 


GLN A 


ATOM 1432 


1HG 


GLN A 


ATOM 1433 


2HG 


GLN A 


ATOM 1434 


1HE2 GLN A 


ATOM 1435 


2HE2 GLN A 


ATOM 1436 


N 


PRO A 



96 130.276 -9.640 11.253 1.00 0.00 
96 127.701 -8.307 10.739 1.00 0.00 

96 129.372 -8.980 8.754 1.00 0.00 

96 128.545 -10.514 8.948 1.00 0.00 

96 126.394 -8.960 8.814 1.00 0.00 

96 127.577 -6.864 8.679 1.00 0.00 

96 126.761 -7.177 7.147 1.00 0.00 

96 128.499 -7.436 7.289 1.00 0.00 

96 127.426 -10.837 7.257 1.00 0.00 

96 127.705 -9.456 6.197 1.00 0.00 

96 126.069 -9.836 6.736 1.00 0.00 

97 127.920 -10.544 12.562 1.00 0.00 
97 127.342 -11.644 13.326 1.00 0.00 
97 126.857 -11.162 14.692 1.00 0.00 
97 127.477 -11.447 15.717 1.00 0.00 
97 128.367 -12.766 13.501 1.00 0.00 
97 127.750 -14.100 13.891 1.00 0.00 
97 127.539 -15.014 12.701 1.00 0.00 
97 128.421 -15.789 12.335 1.00 0.00 
97 126.362 -14.926 12.090 1.00 0.00 
97 128.526 -9.919 13.009 1.00 0.00 
97 126.497 -12.024 12.772 1.00 0.00 
97 128.901 -12.899 12.571 1.00 0.00 
97 129.069 -12.479 14.271 1.00 0.00 
97 128.405 -14.594 14.593 1.00 0.00 
97 126. 794 -13. 915 14. 360 1. 00 0. 00 
97 125.707 -14.287 12.436 1.00 0.00 

97 126.199 -15.506 11.318 1.00 0.00 

98 125.735 -10.422 14.723 1.00 0.00 
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ATOM 1437 


CA 


PRO A 


ATOM 1438 


C 


PRO A 


ATOM 1439 


0 


PRO A 


ATOM 1440 


CB 


PRO A 


ATOM 1441 


CG 


PRO A 


ATOM 1442 


CD 


PRO A 


ATOM 1443 


HA 


PRO A 


ATOM 1444 


IHB 


PRO A 


ATOM 1445 


2HB 


PRO A 


ATOM 1446 


1HG 


PRO A 


ATOM 1447 


2HG 


PRO A 


ATOM 1448 


1HD 


PRO A 


ATOM 1449 


2HD 


PRO A 


ATOM 1450 


N 


SER A 


ATOM 1451 


CA 


SER A 


ATOM 1452 


C 


SER A 


ATOM 1453 


0 


SER A 


ATOM 1454 


CB 


SER A 


ATOM 1455 


OG 


SER A 


ATOM 1456 


H 


SER A 


ATOM 1457 


HA 


SER A 


ATOM 1458 


IHB 


SER A 


ATOM 1459 


2HB 


SER A 


ATOM 1460 


HG 


SER A 


ATOM 1461 


N 


GLY A 


ATOM 1462 


CA 


GLY A 


ATOM 1463 


C 


GLY A 


ATOM 1464 


0 


GLY A 


ATOM 1465 


H 


GLY A 



98 125.168 -9.901 15.972 1.00 0.00 

98 124.976 -10.992 17.021 1.00 0.00 

98 125.270 -12.161 16.775 1.00 0.00 

98 123.815 -9.331 15.539 1.00 0.00 

98 123.984 -9.006 14.096 1.00 0.00 

98 124.932 -10.038 13.547 1.00 0.00 

98 125.779 -9.111 16.383 1.00 0.00 

98 123.045 -10.074 15.690 1.00 0.00 

98 123.591 -8.449 16.118 1.00 0.00 

98 123.031 -9.067 13.591 1.00 0.00 

98 124.405 -8.017 13.989 1.00 0.00 

98 124.386 -10.884 13.159 1.00 0.00 

98 125.557 -9.605 12.779 1.00 0.00 

99 124.481 -10.600 18.190 1.00 0.00 
99 124.250 -11.544 19.276 1.00 0.00 
99 123.171 -11.029 20.225 1.00 0.00 

99 123.050 -9.825 20.446 1.00 0.00 
99 125.546 -11.794 20.048 1.00 0.00 

99 126.246 -12.909 19.523 1.00 0.00 
99 124.265 -9.653 18.325 1.00 0.00 

99 123.915 -12.474 18.841 1.00 0.00 
99 126.180 -10.922 19.976 1.00 0.00 
99 125.315 -11.985 21.086 1.00 0.00 
99 126.177 -13.646 20.133 1.00 0.00 

100 122.391 -11.949 20.781 1.00 0.00 

100 121.333 -11.568 21.698 1.00 0.00 
100 120.669 -12.768 22.350 1.00 0.00 
100 120.882 -13.029 23.534 1.00 0.00 

100 122.534 -12.895 20.567 1.00 0.00 
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ATOM 1466 1HA GLY A 100 121.751 -10.939 22.470 1.00 0.00 
ATOM 1467 2HA GLY A 100 120.586 -11.008 21.156 1.00 0.00 
ATOM 1468 N PRO A 101 119.853 -13.522 21.595 1.00 0.00 
ATOM 1469 CA PRO A 101 119.160 -14.704 22.119 1.00 0.00 
ATOM 1470 C PRO A 101 120.116 -15.855 22.408 1.00 0.00 
ATOM 1471 0 PRO A 101 120.667 -16.463 21.490 1.00 0.00 
ATOM 1472 CB PRO A 101 118.195 -15.080 20.993 1.00 0.00 
ATOM 1473 CG PRO A 101 118.825 -14.540 19.758 1.00 0.00 
ATOM 1474 CD PRO A 101 119.542 -13.284 20.172 1.00 0.00 
ATOM 1475 HA PRO A 101 118.601 -14.469 23.014 1.00 0.00 
ATOM 1476 1HB PRO A 101 118.090 -16.154 20.949 1.00 0.00 
ATOM 1477 2HB PRO A 101 117.232 -14.626 21.174 1.00 0.00 
ATOM 1478 1HG PRO A 101 119.528 -15.258 19.359 1.00 0.00 
ATOM 1479 2HG PRO A 101 118.065 -14.313 19.026 1.00 0.00 
ATOM 1480 1HD PRO A 101 120.447 -13.159 19.596 1.00 0.00 
ATOM 1481 2HD PRO A 101 118.897 -12.426 20.058 1.00 0.00 
ATOM 1482 N SERA 102 120.309 -16.151 23.689 1.00 0.00 
ATOM 1483 CA SER A 102 121.200 -17.231 24.099 1.00 0.00 
ATOM 1484 C SERA 102 120.630 -18.587 23.699 1.00 0.00 
ATOM 1485 0 SER A 102 119.414 -18.780 23.677 1.00 0.00 
ATOM 1486 CB SER A 102 121.427 -17.187 25.611 1.00 0.00 
ATOM 1487 OG SERA 102 122.349 -18.183 26.017 1.00 0.00 
ATOM 1488 H SER A 102 119.841 -15.631 24.375 1.00 0.00 
ATOM 1489 HA SERA 102 122.145 -17.090 23.598 1.00 0.00 
ATOM 1490 1HB SERA 102 121.817 -16.219 25.886 1.00 0.00 
ATOM 1491 2HB SER A 102 120.488 -17.354 26.119 1.00 0.00 
ATOM 1492 HG SERA 102 123.180 -18.059 25.552 1.00 0.00 
ATOM 1493 N SER A 103 121.516 -19.526 23.382 1.00 0.00 
ATOM 1494 CA SER A 103 121.102 -20.866 22.981 1.00 0.00 
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ATOM 1495 C SER A 103 121.823 -21.928 23.805 1.00 0.00 

ATOM 1496 0 SERA 103 123.042 -22.072 23.719 1.00 0.00 

ATOM 1497 CB SERA 103 121.377 -21.085 21.493 1.00 0.00 

ATOM 1498 OG SERA 103 120.252 -20.729 20.707 1.00 0.00 

ATOM 1499 H SER A 103 122.472 -19.313 23.418 1.00 0.00 

ATOM 1500 HA SER A 103 120.039 -20.951 23.158 1.00 0.00 

ATOM 1501 1HB SERA 103 122.217 -20.476 21.191 1.00 0.00 

ATOM 1502 2HB SER A 103 121.607 -22.126 21.320 1.00 0.00 

ATOM 1503 HG SER A 103 120.093 -21.410 20.049 1.00 0.00 

ATOM 1504 N GLY A 104 121.061 -22.669 24.603 1.00 0.00 

ATOM 1505 CA GLY A 104 121.646 -23.707 25.431 1.00 0.00 

ATOM 1506 C GLY A 104 122.322 -23.152 26.668 1.00 0.00 

ATOM 1507 0 GLY A 104 123.503 -22.755 26.571 1.00 0.00 

ATOM 1508 OXT GLY A 104 121.672 -23.112 27.733 1.00 0.00 

ATOM 1509 H GLY A 104 120.094 -22.508 24.630 1.00 0.00 
ATOM 1510 1HA GLY A 104 120.866 -24.390 25.736 1.00 0.00 
ATOM 1511 2HA GLY A 104 122.375 -24.249 24.848 1.00 0.00 
TER 1512 GLY A 104 
ENDMDL 



[0 113] 





mm 


1 6 










ATOM 1 


N 


GLY A 


1 


114.465 


13. 647 


-4.280 1.00 0.00 


ATOM 2 


CA 


GLY A 


1 


115.658 


12.860 


-4.696 1.00 0.00 


ATOM 3 


C 


GLY A 


1 


116.783 


12.931 


-3.682 1.00 0.00 


ATOM 4 


0 


GLY A 


1 


116.542 


13. 135 


-2.492 1.00 0.00 


ATOM 5 


1H 


GLY A 


1 


114.611 


14. 656 


-4.490 1.00 0.00 


ATOM 6 


2H 


GLY A 


1 


114.301 


13. 538 


-3.259 1.00 0.00 


ATOM 7 


3H 


GLY A 


1 


113.622 


13. 317 


-4.792 1.00 0.00 
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ATOM 8 


1HA 


GLY A 


ATOM 9 


2HA 


GLY A 


ATOM 10 


N 


SER A 


ATOM 11 


CA 


SER A 


ATOM 12 


C 


SER A 


ATOM 13 


0 


SER A 


ATOM 14 


CB 


SER A 


ATOM 15 


OG 


SER A 


ATOM 16 


H 


SER A 


ATOM 17 


HA 


SER A 


ATOM 18 


1HB 


SER A 


ATOM 19 


2HB 


SER A 


ATOM 20 


HG 


SER A 


ATOM 21 


N 


SER A 


ATOM 22 


CA 


SER A 


ATOM 23 


C 


SER A 


ATOM 24 


0 


SER A 


ATOM 25 


CB 


SER A 


ATOM 26 


OG 


SER A 


ATOM 27 


H 


SER A 


ATOM 28 


HA 


SER A 


ATOM 29 


1HB 


SER A 


ATOM 30 


2HB 


SER A 


ATOM 31 


HG 


SER A 


ATOM 32 


N 


GLY A 


ATOM 33 


CA 


GLY A 


ATOM 34 


C 


GLY A 


ATOM 35 


0 


GLY A 


ATOM 36 


H 


GLY A 



1 115.368 11.827 -4.822 1.00 0.00 

1 116.016 13.241 -5.641 1.00 0.00 

2 118.014 12.764 -4.154 1.00 0.00 
2 119.180 12.812 -3.281 1.00 0.00 
2 119.109 11.718 -2.218 1.00 0.00 
2 118.033 11.209 -1.910 1.00 0.00 
2 119.288 14.183 -2.611 1.00 0.00 
2 120.412 14.244 -1.750 1.00 0.00 
2 118.141 12.606 -5.113 1.00 0.00 
2 120.057 12.649 -3.889 1.00 0.00 
2 119.391 14.944 -3.370 1.00 0.00 
2 118.395 14.369 -2.033 1.00 0.00 

2 120.671 15.160 -1.627 1.00 0.00 

3 120.263 11.363 -1.664 1.00 0.00 
3 120.332 10.331 -0.637 1.00 0.00 
3 119.649 10.793 0.646 1.00 0.00 
3 119.225 11.943 0.756 1.00 0.00 
3 121.790 9.965 -0.348 1.00 0.00 
3 122.435 9.482 -1.514 1.00 0.00 
3 121.089 11.806 -1.953 1.00 0.00 
3 119.819 9.458 -1.009 1.00 0.00 
3 122.316 10.840 0.002 1.00 0.00 
3 121.822 9.198 0.411 1.00 0.00 

3 122.692 10.223 -2.067 1.00 0.00 

4 119.545 9.888 1.614 1.00 0.00 
4 118.912 10.221 2.876 1.00 0.00 
4 119.917 10.581 3.953 1.00 0.00 
4 119.656 10.397 5.141 1.00 0.00 
4 119.901 8.986 1.470 1.00 0.00 
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ATOM 37 


1HA 


GLY A 


4 


118. 249 


11.060 


2.723 1.00 0.00 


ATOM 38 


2HA 


GLY A 


4 


118.331 


9.374 


3.210 1.00 0.00 


ATOM 39 


N 


SER A 


5 


121.069 


11.095 


3.536 1.00 0.00 


ATOM 40 


CA 


SER A 


5 


122. 118 


11.481 


4.474 1.00 0.00 


ATOM 41 


C 


SER A 


5 


122. 635 


12. 882 


4.162 1.00 0.00 


ATOM 42 


0 


SER A 


5 


123.763 


13.050 


3. 698 1. 00 0. 00 


ATOM 43 


CB 


SER A 


5 


123.269 


10.475 


4.427 1.00 0.00 


ATOM 44 


OG 


SER A 


5 


124. 148 


10. 652 


5.523 1.00 0.00 


ATOM 45 


H 


SER A 


5 


121.219 


11.217 


2.575 1.00 0.00 


ATOM 46 


HA 


SER A 


5 


121.691 


11.480 


5.465 1.00 0.00 


ATOM 47 


IHB 


SER A 


5 


122.870 


9.472 


4.461 1.00 0.00 


ATOM 48 


2HB 


SER A 


5 


123.824 


10. 609 


3.510 1.00 0.00 


ATOM 49 


HG 


SER A 


5 


125.049 


10. 735 


5.201 1.00 0.00 


ATOM 50 


N 


SER A 


6 


121.802 


13. 885 


4.419 1.00 0.00 


ATOM 51 


CA 


SER A 


6 


122. 174 


15.272 


4.165 1.00 0.00 


ATOM 52 


C 


SER A 


6 


122.528 


15.487 


2. 696 1.00 0.00 


ATOM 53 


0 


SER A 


6 


123. 240 


16.430 


2.350 1.00 0.00 


ATOM 54 


CB 


SER A 


6 


123. 357 


15.675 


5.048 1.00 0.00 


ATOM 55 


OG 


SER A 


6 


123.715 


17. 028 


4.837 1.00 0.00 


ATOM 56 


H 


SER A 


6 


120.916 


13. 687 


4.787 1.00 0.00 


ATOM 57 


HA 


SER A 


6 


121.326 


15. 893 


4.412 1.00 0.00 


ATOM 58 


IHB 


SER A 


6 


123.089 


15. 544 


6.086 1.00 0.00 


ATOM 59 


2HB 


SER A 


6 


124.206 


15.048 


4.815 1.00 0.00 


ATOM 60 


HG 


SER A 


6 


124. 530 


17. 069 


4.329 1.00 0.00 


ATOM 61 


N 


GLY A 


7 


122.025 


14. 607 


1.832 1.00 0.00 


ATOM 62 


CA 


GLY A 


7 


122.298 


14.722 


0.411 1.00 0.00 


ATOM 63 


C 


GLY A 


7 


123. 782 


14. 785 


0.103 1.00 0.00 


ATOM 64 


0 


GLY A 


7 124.188 


15.347 


-0.914 1.00 0.00 


ATOM 65 


H 


GLY A 


7 121.462 


13. 877 


2.162 1.00 0.00 
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ATOM 66 


1HA 


GLY A 


7 121.875 


13.867 


ATOM 67 


2HA 


GLY A 


7 121.826 


15.617 


ATOM 68 


N 


LEU A 


8 124.593 


14.208 


ATOM 69 


CA 


LEU A 


8 126.040 


14. 204 


ATOM 70 


C 


LEU A 


8 126.654 


12.914 


ATOM 71 


0 


LEU A 


8 126.101 


12.277 


ATOM 72 


CB 


LEU A 


8 126.668 


15.410 


ATOM 73 


CG 


LEU A 


8 126.465 


16.749 


ATOM 74 


CD1 


LEU A 


8 126.371 


17.881 


ATOM 75 


CD2 


LEU A 


8 127.595 


17. 004 


ATOM 76 


H 


LEU A 


8 124.210 


13. 777 


ATOM 77 


HA 


LEU A 


8 126.241 


14.270 


ATOM 78 


1HB 


LEU A 


8 126.244 


15.484 


ATOM 79 


2HB 


LEU A 


8 127.729 


15. 235 


ATOM 80 


HG 


LEU A 


8 125.537 


16.718 


ATOM 81 


1HD1 LEU A 


8 125.365 


17. 934. 


ATOM 82 


2HD1 LEU A 


8 126.619 


18.815 


ATOM 83 


3HD1 LEU A 


8 127.061 


17. 699 


ATOM 84 


1HD2 LEU A 


8 127.586 


16. 240 


ATOM 85 


2HD2 LEU A 


8 128.540 


16. 980 


ATOM 86 


3HD2 LEU A 


8 127.462 


17.973 


ATOM 87 


N 


ALA A 


9 127.801 


12. 537 


ATOM 88 


CA 


ALA A 


9 128.491 


11.324 


ATOM 89 


C 


ALA A 


9 129.942 


11.326 


ATOM 90 


0 


ALA A 


9 130.521 


10. 272 


ATOM 91 


CB 


ALA A 


9 127.766 


10. 095 


ATOM 92 


H 


ALA A 


9 128.193 


13. 087 


ATOM 93 


HA 


ALA A 


9 128.473 


11.288 


ATOM 94 


1HB 


ALA A 


9 128.252 


9.203 



-0.095 1.00 0.00 
0.036 1.00 0.00 
0.985 1.00 0.00 
0.802 1.00 0.00 
1.338 1.00 0.00 
2.233 1.00 0.00 
1.502 1.00 0.00 
0.792 1.00 0.00 
1.803 1.00 0.00 
-0.194 1.00 0.00 
1.777 1.00 0.00 
-0.258 1.00 0.00 
2.494 1.00 0.00 
1.594 1.00 0.00 
0.238 1.00 0.00 
2.193 1.00 0.00 
1.321 1.00 0.00 
2.613 1.00 0.00 
-0.958 1.00 0.00 
0.328 1.00 0.00 
-0.652 1.00 0.00 
0.783 1.00 0.00 
1.204 1.00 0.00 
0.735 1.00 0.00 
0.470 1.00 0.00 
0.677 1.00 0.00 
0.072 1.00 0.00 
2.284 1.00 0.00 
1.046 1.00 0.00 
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ATOM 95 
ATOM 96 
ATOM 97 
ATOM 98 
ATOM 99 
ATOM 100 
ATOM 101 
ATOM 102 
ATOM 103 
ATOM 104 
ATOM 105 
ATOM 106 
ATOM 107 
ATOM 108 
ATOM 109 
ATOM 110 
ATOM 111 
ATOM 112 
ATOM 113 
ATOM 114 
ATOM 115 
ATOM 116 
ATOM 117 
ATOM 118 
ATOM 119 
ATOM 120 
ATOM 121 
ATOM 122 
ATOM 123 



2HB ALA A 9 

3HB ALA A 9 

N MET A 10 

CA MET A 10 

C MET A 10 



0 


MET A 


10 


CB 


MET A 


10 


CG 


MET A 


10 


SD 


MET A 


10 


CE 


MET A 


10 


H 


MET A 


10 


HA 


MET A 


10 


1HB 


MET A 


10 


2HB 


MET A 


10 


IHG 


MET A 


10 


2HG 


MET A 


10 


1HE 


MET A 


10 


2HE 


MET A 


10 


3HE 


MET A 


10 


N 


PRO A 


11 


CA 


PRO A 


11 


C 


PRO A 


11 


0 


PRO A 


11 


CB 


PRO A 


11 


CG 


PRO A 


11 


CD 


PRO A 


11 


HA 


PRO A 


11 


1HB 


PRO A 


11 


2HB 


PRO A 


11 



127.791 10.097 
126.740 10.110 
130. 524 12. 517 
131.908 12.656 
132.400 14.089 
132.681 14.794 
132.042 12.247 
131.090 12.986 
129.481 12.181 
128.429 13.582 
130.012 13.321 
132.514 11.996 
133.053 12.445 
131.847 11.189 
130. 946 13. 987 
131.532 13.034 
127. 605 13. 263 
129.001 14.335 
128. 046 13. 996 
132. 508 14. 542 
132. 967 15. 899 
134.349 16.201 
134. 556 17. 252 
133. 008 15. 926 
132.100 14.826 
132.192 13.770 
132. 266 16. 640 
134.020 15.761 
132.658 16.885 



-0.403 1.00 0.00 
1.012 1.00 0.00 
0.633 1.00 0.00 
0.195 1.00 0.00 
0.386 1.00 0.00 
-0.583 1.00 0.00 
-1.274 1.00 0.00 
-2.200 1.00 0.00 
-2.329 1.00 0.00 
-2.694 1.00 0.00 
0.857 1.00 0.00 
0.799 1.00 0.00 
-1.599 1.00 0.00 
-1.361 1.00 0.00 
-1.823 1.00 0.00 
-3.185 1.00 0.00 
-3.315 1.00 0.00 
-3.216 1.00 0.00 
-1.773 1.00 0.00 
1.648 1.00 0.00 
1.963 1.00 0.00 
1.385 1.00 0.00 
0.777 1.00 0.00 
3.495 1.00 0.00 
3.926 1.00 0.00 
2.862 1.00 0.00 
1.609 1.00 0.00 
3.834 1.00 0.00 
3.848 1.00 0.00 



ffifiE# 2003-3083148 



mm 2002-236129 



^-v: 833/ 



ATOM 124 
ATOM 125 
ATOM 126 
ATOM 127 
ATOM 128 
ATOM 129 
ATOM 130 
ATOM 131 
ATOM 132 
ATOM 133 
ATOM 134 
ATOM 135 
ATOM 136 
ATOM 137 
ATOM 138 
ATOM 139 
ATOM 140 
ATOM 141 
ATOM 142 
ATOM 143 
ATOM 144 
ATOM 145 
ATOM 146 
ATOM 147 
ATOM 148 
ATOM 149 
ATOM 150 
ATOM 151 
ATOM 152 



1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N GLY A 
CA GLY A 
C GLY A 
0 GLY A 
H GLY A 
1HA GLY A 
2HA GLY A 
N ASN A 
CA ASN A 
C ASN A 
0 ASN A 



11 132.429 
11 131.088 
11 132.981 

11 131.248 

12 135.322 
12 136.681 
12 136.793 
12 137.545 
12 137.499 
12 136.553 
12 135.182 
12 137.034 
12 138.346 
12 137.843 
12 136.578 
12 136.821 
12 134.453 

12 134.916 

13 136.040 
13 136.070 
13 136.942 
13 137.708 
13 135.459 
13 135.063 

13 136.449 

14 136.825 
14 137.610 
14 136.722 
14 135.495 



14.430 4.876 1.00 0.00 

15.194 4.003 1.00 0.00 

13.070 3.091 1.00 0.00 

13.256 2.757 1.00 0.00 

15.287 1.564 1.00 0.00 

15.479 1.054 1.00 0.00 

15.157 -0.433 1.00 0.00 

15.802 -1.162 1.00 0.00 

14.491 1.880 1.00 0.00 

13.379 2.178 1.00 0.00 

13.999 2.276 1.00 0.00 

16.484 1.233 1.00 0.00 

14.149 1.303 1.00 0.00 

14.970 2.785 1.00 0.00 

12.654 1.379 1.00 0.00 

12.913 3.115 1.00 0.00 

13.369 1.790 1.00 0.00 

14.157 3.310 1.00 0.00 

14.155 -0.875 1.00 0.00 

13.766 -2.274 1.00 0.00 

12.551 -2.519 1.00 0.00 

12.513 -3.482 1.00 0.00 

13.677 -0.248 1.00 0.00 

13.544 -2.595 1.00 0.00 

14.592 -2.857 1.00 0.00 

11.556 -1.647 1.00 0.00 

10.332 -1.773 1.00 0.00 

9.154 -2.163 1.00 0.00 
9.265 -2.170 1.00 0.00 



tBiE# 2003-3083148 



#M 2002-236129 



^-v*: 834/ 



ATOM 153 


CB 


ASN A 


ATOM 154 


CG 


ASN A 


ATOM 155 


ODl 


ASN A 


ATOM 156 


ND2 


ASN A 


ATOM 157 


H 


ASN A 


ATOM 158 


HA 


ASN A 


ATOM 159 


1HB 


ASN A 


ATOM 160 


2HB 


ASN A 


ATOM 161 


1HD2 ASN A 


ATOM 162 


2HD2 ASN A 


ATOM 163 


N 


SER A 


ATOM 164 


CA 


SER A 


ATOM 165 


C 


SER A 


ATOM 166 


0 


SER A 


ATOM 167 


CB 


SER A 


ATOM 168 


OG 


SER A 


ATOM 169 


H 


SER A 


ATOM 170 


HA 


SER A 


ATOM 171 


1HB 


SER A 


ATOM 172 


2HB 


SER A 


ATOM 173 


HG 


SER A 


ATOM 174 


N 


HIS A 


ATOM 175 


CA 


HIS A 


ATOM 176 


C 


HIS A 


ATOM 177 


0 


HIS A 


ATOM 178 


CB 


HIS A 


ATOM 179 


CG 


HIS A 


ATOM 180 


ND1 


HIS A 


ATOM 181 


CD2 


HIS A 



14 138.334 10.028 

14 139.513 10.951 

14 139.973 11.636 

14 140.010 10.973 

14 136.197 11.645 

14 138.343 10.487 

14 137.642 10.142 

14 138.695 9.010 

14 139.593 10.400 

14 140.773 11.561 

15 137.349 8.029 
15 136.615 6.831 
15 135.895 6.219 
15 136.454 5.388 
15 137.567 5.803 
15 137.683 5.990 
15 138.329 8.003 
15 135.882 7.118 
15 138.545 5.907 
15 137.190 4.808 

15 138.354 5.400 

16 134.650 6.639 
16 133.844 6.136 
16 134.419 6.586 
16 133.836 7.427 
16 133.757 4.609 
16 133.274 4.077 
16 132.095 3.374 
16 133.814 4.149 



■0.461 1.00 0.00 
-0.224 1.00 0.00 
-1.137 1.00 0.00 

1.008 1.00 0.00 
-0.899 1.00 0.00 
-2.550 1.00 0.00 

0.360 1.00 0.00 
-0.484 1.00 0.00 

1.685 1.00 0.00 

1.189 1.00 0.00 
-2.486 1.00 0.00 
-2.877 1.00 0.00 
-1.680 1.00 0.00 
-0.966 1.00 0.00 
-3.493 1.00 0.00 
-4.893 1.00 0.00 
-2.461 1.00 0.00 
-3.615 1.00 0.00 
-3.047 1.00 0.00 
-3.306 1.00 0.00 
-5.241 1.00 0.00 

-1.469 1.00 0.00 

-0.358 1.00 0.00 
0.982 1.00 0.00 
1.667 1.00 0.00 

-0.406 1.00 0.00 

-1.718 1.00 0.00 

-1.857 1.00 0.00 

-2.958 1.00 0.00 

tbSE# 2003-3083148 



#H 2002-236129 



835/ 



ATOM 182 
ATOM 183 
ATOM 184 
ATOM 185 
ATOM 186 
ATOM 187 
ATOM 188 
ATOM 189 
ATOM 190 
ATOM 191 
ATOM 192 
ATOM 193 
ATOM 194 
ATOM 195 
ATOM 196 
ATOM 197 
ATOM 198 
ATOM 199 
ATOM 200 
ATOM 201 
ATOM 202 
ATOM 203 
ATOM 204 
ATOM 205 
ATOM 206 
ATOM 207 
ATOM 208 
ATOM 209 
ATOM 210 



CE1 HIS A 
NE2 HIS A 
H HIS A 
HA HIS A 
1HB . HIS A 
2HB HIS A 
HD1 HIS A 
HD2 HIS A 
HE1 HIS A 
HE2 HIS A 
N GLY A 
CA GLY A 
C GLY A 
0 GLY A 
H GLY A 
1HA GLY A 
2HA GLY A 
N LEU A 
CA LEU A 



C LEU A 

0 LEU A 

CB LEU A 

CG LEU A 

CD1 LEU A 

CD2 LEU A 

H LEU A 

HA LEU A 

1HB LEU A 

2HB LEU A 



16 131.933 
16 132.962 
16 134.262 
16 132.851 
16 134.735 
16 133.077 
16 131.470 
16 134.745 
16 131.101 

16 133.134 

17 135.564 
17 136.196 
17 137.537 
17 137.723 
17 135.983 
17 136.342 

17 135.543 

18 138.473 
18 139.804 
18 140.828 
18 141.251 
18 140.215 
18 139.384 
18 139.678 
18 139.658 
18 138.264 
18 139.766 
18 140.138 
18 141.247 



3.035 -3.125 1.00 0.00 
3.494 -3.813 1.00 0.00 
7.303 -2.075 1.00 0.00 
6.547 -0.463 1.00 0.00 
4.192 -0.220 1.00 0.00 
4.271 0.362 1.00 0.00 
3.155 -1.135 1.00 0.00 
4.631 -3.225 1.00 0.00 
2.479 -3.529 1.00 0.00 
3.313 -4.760 1.00 0.00 
6.022 1.351 1.00 0.00 
6.379 2.607 1.00 0.00 
5.697 2.796 1.00 0.00 
4.930 3.741 1.00 0.00 
5.358 0.765 1.00 0.00 
7.448 2.633 1.00 0.00 
6.095 3.419 1.00 0.00 
5.976 1.895 1.00 0.00 
5.384 1.966 1.00 0.00 
6.406 2.448 1.00 0.00 
7.280 1.691 1.00 0.00 
4.837 0.598 1.00 0.00 
3.655 0.096 1.00 0.00 
3.382 -1.370 1.00 0.00 
2.418 0.937 1.00 0.00 
6.595 1.164 1.00 0.00 
4.569 2.673 1.00 0.00 
5.638 -0.124 1.00 0.00 
4.524 0.655 1.00 0.00 



ffilE# 2003-3083148 



mm 2002-236129 



^-v: 836/ 



ATOM 211 


HG 


LEU A 


ATOM 212 


1HD1 


LEU A 


ATOM 213 


2HD1 


LEU A 


ATOM 214 


3HD1 


LEU A 


ATOM 215 


1HD2 


LEU A 


ATOM 216 


2HD2 


LEU A 


ATOM 217 


3HD2 


LEU A 


ATOM 218 


N 


GLU A 


ATOM 219 


CA 


GLU A 


ATOM 220 


C 


GLU A 


ATOM 221 


0 


GLU A 


ATOM 222 


CB 


GLU A 


ATOM 223 


CG 


GLU A 


ATOM 224 


CD 


GLU A 


ATOM 225 


0E1 


GLU A 


ATOM 226 


0E2 


GLU A 


ATOM 227 


H 


GLU A 


ATOM 228 


HA 


GLU A 


ATOM 229 


1HB 


GLU A 


ATOM 230 


2HB 


GLU A 


ATOM 231 


1HG 


GLU A 


ATOM 232 


2HG 


GLU A 


ATOM 233 


N 


VAL A 


ATOM 234 


CA 


VAL A 


ATOM 235 


C 


VAL A 


ATOM 236 


0 


VAL A 


ATOM 237 


CB 


VAL A 


ATOM 238 


CGI 


VAL A 


ATOM 239 


CG2 


VAL A 



18 138.335 3.897 

18 139.829 4.317 

18 138.844 2.856 

18 140.569 2.776 

18 140.707 2.381 

18 139.394 1.534 

18 139.068 2.458 

19 141.224 6.289 
19 142.200 7.202 
19 143.132 6.464 
19 142.949 5.275 
19 141.489 8.339 
19 140.515 7,858 
19 140.123 8.956 
19 140.696 9.002 
19 139.243 9.770 
19 140.851 5.571 
19 142.786 7.619 
19 142.232 8.962 
19 140.942 8.931 
19 139.623 7.493 

19 140.975 7.055 

20 144.131 7.174 
20 145.091 6.585 
20 144.396 6.059 
20 143.606 6.765 
20 146.169 7.603 
20 147.263 6.925 
20 146.753 8.291 



0.187 1.00 0.00 
•1.888 1.00 0.00 
•1.812 1.00 0.00 
-1.452 1.00 0.00 
1.193 1.00 0.00 
0.375 1.00 0.00 
1.841 1.00 0.00 
3.711 1.00 0.00 
4.294 1.00 0.00 
5.249 1.00 0.00 
5.516 1.00 0.00 
5.032 1.00 0.00 
6.094 1.00 0.00 
7.064 1.00 0.00 
8.173 1.00 0.00 
6.714 1.00 0.00 
4.264 1.00 0.00 
3.489 1.00 0.00 

5.510 1.00 0.00 
4.314 1.00 0.00 

5.608 1.00 0.00 

6.650 1.00 0.00 

5.761 1.00 0.00 

6.688 1.00 0.00 

7.939 1.00 0.00 

8.566 1.00 0.00 

7.102 1.00 0.00 

7.911 1.00 0.00 

5.876 1.00 0.00 

ffif£# 2003-3083148 



mm 2002-236129 



^— 5> : 837/ 



ATOM 240 


H 


VAL A 


ATOM 241 


HA 


VAL A 


ATOM 242 


HB 


VAL A 


ATOM 243 


1HG1 


VAL A 


ATOM 244 


2HG1 


VAL A 


ATOM 245 


3HG1 


VAL A 


ATOM 246 


1HG2 


VAL A 


ATOM 247 


2HG2 


VAL A 


ATOM 248 


3HG2 


VAL A 


ATOM 249 


N 


GLY A 


ATOM 250 


CA 


GLY A 


ATOM 251 


C 


GLY A 


ATOM 252 


0 


GLY A 


ATOM 253 


H 


GLY A 


ATOM 254 


1HA 


GLY A 


ATOM 255 


2HA 


GLY A 


ATOM 256 


N 


SER A 


ATOM 257 


CA 


SER A 


ATOM 258 


C 


SER A 


ATOM 259 


0 


SER A 


ATOM 260 


CB 


SER A 


ATOM 261 


OG 


SER A 


ATOM 262 


H 


SER A 


ATOM 263 


HA 


SER A 


ATOM 264 


1HB 


SER A 


ATOM 265 


2HB 


SER A 


ATOM 266 


HG 


SER A 


ATOM 267 


N 


LEU A 


ATOM 268 


CA 


LEU A 



20 144.225 8.117 

20 145.577 5.762 

20 145.707 8.355 

20 146.901 6.726 

20 148.127 7.571 

20 147.538 5.994 

20 146.901 7.563 

20 147.699 8.743 

20 146.070 9.056 

21 144.697 4.815 
21 144.093 4.215 
21 143.030 3.192 
21 142.786 2.255 
21 145.333 4.300 
21 144.865 3.732 

21 143.643 4.995 

22 142.395 3.373 
22 141.352 2.458 
22 141.942 1.331 
22 143.029 1.465 
22 140.297 3.214 
22 139.734 4.272 
22 142.634 4.140 
22 140.885 2.032 
22 140.753 3.627 
22 139.508 2.533 

22 140.433 4.752 

23 141.218 0.219 
23 141.669 -0.934 



5.511 1.00 0.00 
6.184 1.00 0.00 
7.723 1.00 0.00 
8.909 1.00 0.00 
7.963 1.00 0.00 
7.436 1.00 0.00 
5.091 1.00 0.00 
6.133 1.00 0.00 
5.534 1.00 0.00 
8.297 1.00 0.00 
9.472 1.00 0.00 
9.121 1.00 0.00 
9.881 1.00 0.00 
7.759 1.00 0.00 
10.053 1.00 0.00 
10.070 1.00 0.00 

7.967 1.00 0.00 

7.518 1.00 0.00 

6.678 1.00 0.00 

6.115 1.00 0.00 

6.710 1.00 0.00 

7.466 1.00 0.00 

7.406 1.00 0.00 

8.393 1.00 0.00 

5.822 1.00 0.00 

6.424 1.00 0.00 

7.915 1.00 0.00 

6.597 1.00 0.00 

5.826 1.00 0.00 

ffifE# 2003-3083148 



#12002-236 129 



^-v: 838/ 



ATOM 269 
ATOM 270 
ATOM 271 
ATOM 272 
ATOM 273 
ATOM 274 
ATOM 275 
ATOM 276 
ATOM 277 
ATOM 278 
ATOM 279 
ATOM 280 
ATOM 281 
ATOM 282 
ATOM 283 
ATOM 284 
ATOM 285 
ATOM 286 
ATOM 287 
ATOM 288 
ATOM 289 
ATOM 290 
ATOM 291 
ATOM 292 
ATOM 293 
ATOM 294 
ATOM 295 
ATOM 296 
ATOM 297 



C LEU A 
0 LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N ALA A 
CA ALA A 
C ALA A 
0 ALA A 
CB ALA A 
H ALA A 
HA ALA A 
1HB ALA A 
2HB ALA A 
3HB ALA A 
N GLU A 
CA GLU A 



23 141.184 
23 140.137 
23 141.171 
23 141.497 
23 140.442 
23 142.878 
23 140.360 
23 142.750 
23 140.098 
23 141.610 
23 141.499 
23 140.296 
23 140.769 
23 139.512 
23 142.787 
23 143.341 

23 143.487 

24 141.952 
24 141.601 
24 142.116 
24 142.944 
24 142.151 
24 142.775 
24 140.523 
24 141.804 
24 143.231 

24 141.809 

25 141.621 
25 142.032 



-0.848 4.382 1.00 0.00 

-0.263 4.103 1.00 0.00 

-2.230 6.468 1.00 0.00 

-2.384 7.954 1.00 0.00 

-3.232 8.646 1.00 0.00 

-2.995 8.135 1.00 0.00 

0.172 7.069 1.00 0.00 

-0.933 5.830 1.00 0.00 

-2.276 6.348 1.00 0.00 

-3.062 5.938 1.00 0.00 

-1.409 8.417 1.00 0.00 

-2.872 9.655 1.00 0.00 

-4.261 8.676 1.00 0.00 

-3.164 8.103 1.00 0.00 

-4.066 8.242 1.00 0.00 

-2.583 9.019 1.00 0.00 

-2.771 7.271 1.00 0.00 

-1.432 3.469 1.00 0.00 

-1.421 2.054 1.00 0.00 

-2.673 1.351 1.00 0.00 

-3.405 1.892 1.00 0.00 

-0.172 1.384 1.00 0.00 

-1.883 3.753 1.00 0.00 

-1.397 1.979 1.00 0.00 

-0.130 0.362 1.00 0.00 

-0.203 1.396 1.00 0.00 

0.702 1.917 1.00 0.00 

-2.911 0.140 1.00 0.00 

-4.073 -0.638 1.00 0.00 



mSE# 2003-3083148 



&m 2002-236129 



^-v I 839/ 



ATOM 298 


C 


GLU A 


ATOM 299 


0 


GLU A 


ATOM 300 


CB 


GLU A 


ATOM 301 


CG 


GLU A 


ATOM 302 


CD 


GLU A 


ATOM 303 


0E1 


GLU A 


ATOM 304 


0E2 


GLU A 


ATOM 305 


H 


GLU A 


ATOM 306 


HA 


GLU A 


ATOM 307 


1HB 


GLU A 


ATOM 308 


2HB 


GLU A 


ATOM 309 


1HG 


GLU A 


ATOM 310 


2HG 


GLU A 


ATOM 311 


N 


VAL A 


ATOM 312 


CA 


VAL A 


ATOM 313 


C 


VAL A 


ATOM 314 


0 


VAL A 


ATOM 315 


CB 


VAL A 


ATOM 316 


CGI 


VAL A 


ATOM 317 


CG2 


VAL A 


ATOM 318 


H 


VAL A 


ATOM 319 


HA 


VAL A 


ATOM 320 


HB 


VAL A 


ATOM 321 


1HG1 VAL A 


ATOM 322 


2HG1 VAL A 


ATOM 323 


3HG1 VAL A 


ATOM 324 


1HG2 VAL A 


ATOM 325 


2HG2 VAL A 


ATOM 326 


3HG2 VAL A 



25 142.413 -3.670 

25 141.857 -2.724 

25 140.909 -5.112 

25 141.354 -6.471 

25 140.264 -7.186 

25 140.483 -7.486 

25 139.193 -7.448 

25 140.964 -2.290 

25 142.896 -4.507 

25 140.519 -5.238 

25 140.121 -4.749 

25 142.206 -6.336 

25 141.639 -7.085 

26 143.365 -4.393 
26 143.818 -4.111 
26 143.404 -5.220 
26 143.286 -6.381 
26 145.348 -3.944 
26 145.781 -3.452 
26 145.824 -2.994 
26 143.770 -5.136 
26 143.363 -3.184 
26 145.803 -4.909 
26 146.067 -4.295 
26 146.621 -2.781 
26 144.960 -2.929 
26 145.567 -3.399 
26 145.347 -2.033 
26 146.895 -2.875 



-2.059 1.00 0.00 
-2.616 1.00 0.00 
-0.675 1.00 0.00 
-1.189 1.00 0.00 
-1.963 1.00 0.00 
-3.156 1.00 0.00 
-1.377 1.00 0.00 
-0.238 1.00 0.00 
-0.156 1.00 0.00 
0.324 1.00 0.00 
-1.316 1.00 0.00 
-1.839 1.00 0.00 
-0.346 1.00 0.00 
-2.639 1.00 0.00 
-3.996 1.00 0.00 
-4.956 1.00 0.00 
-4.564 1.00 0.00 
-4.054 1.00 0.00 
-5.427 1.00 0.00 
-2.964 1.00 0.00 
-2.145 1.00 0.00 
-4.314 1.00 0.00 
-3.884 1.00 0.00 
-6.038 1.00 0.00 
-5.321 1.00 0.00 
-5.897 1.00 0.00 
-1.997 1.00 0.00 
-3.091 1.00 0.00 
-3.033 1.00 0.00 

tfcJSE# 2003-3083148 



#M 2002-236129 



840/ 



ATOM 327 
ATOM 328 
ATOM 329 
ATOM 330 
ATOM 331 
ATOM 332 
ATOM 333 
ATOM 334 
ATOM 335 
ATOM 336 
ATOM 337 
ATOM 338 
ATOM 339 
ATOM 340 
ATOM 341 
ATOM 342 
ATOM 343 
ATOM 344 
ATOM 345 
ATOM 346 
ATOM 347 
ATOM 348 
ATOM 349 
ATOM 350 
ATOM 351 
ATOM 352 
ATOM 353 
ATOM 354 
ATOM 355 



N LYS A 
CA LYS A 



LYS A 
LYS A 
LYS A 
CG LYS A 
CD LYS A 



C 
0 

CB 



CE 
NZ 
H 

HA 



LYS A 
LYS A 
LYS A 
LYS A 
1HB LYS A 
2HB LYS A 
1HG LYS A 
2HG LYS A 
1HD LYS A 
2HD LYS A 
1HE LYS A 
2HE LYS A 
1HZ LYS A 
2HZ LYS A 
3HZ LYS A 
N GLU A 
CA GLU A 
C GLU A 
GLU A 
GLU A 
CG GLU A 
CD GLU A 



0 
CB 



27 143.181 
27 142.779 
27 143.997 
27 144.477 
27 141.857 
27 141.362 
27 140.993 
27 139.489 
27 138.857 
27 143.291 
27 142.241 
27 140.998 
27 142.392 
27 142.143 
27 140.492 
27 141.472 
27 141.340 
27 139.059 
27 139.298 
27 139.514 
27 137.993 

27 138.606 

28 144.491 
28 145.652 
28 145.452 
28 144.372 
28 146.913 
28 148.072 
28 149.197 



-4.855 
-5.820 
-6.413 
-5. 869 
-5. 158 
-6.110 
-5.366 
-5.171 
-6.224 
-3.914 
-6.616 
-4. 753 
-4.352 
-6.821 
-6. 633 
-4. 398 
-5. 934 
-5. 204 
-4.204 
-6. 530 
-5. 854 
-7. 046 
-7. 528 
-8. 196 
-9. 707 
-10. 206 
-7. 849 
-7. 381 
-8. 396 



-6.214 1.00 0.00 
-7.230 1.00 0.00 
-7.931 1.00 0.00 
-8.926 1.00 0.00 
-8.255 1.00 0.00 
-9.332 1.00 0.00 
-10.605 1.00 0.00 
-10.721 1.00 0.00 
-11.562 1.00 0.00 
-6.465 1.00 0.00 
-6.736 1.00 0.00 
-7.741 1.00 0.00 
-8.735 1.00 0.00 
-9.557 1.00 0.00 
-8.965 1.00 0.00 
-10.598 1.00 0.00 
-11.456 1.00 0.00 
-9.732 1.00 0.00 
-11.164 1.00 0.00 
-12.307 1.00 0.00 
-12.008 1.00 0.00 
-10.976 1.00 0.00 
-7.406 1.00 0.00 
-7.982 1.00 0.00 
-8.012 1.00 0.00 
-7.696 1.00 0.00 
-7.187 1.00 0.00 
-8.054 1.00 0.00 
-8.122 1.00 0.00 



ffi|iE# 2 0 0 3 



-3083148 



#M 2002-236129 



^-v: 841/ 



ATOM 356 


0E1 


GLU A 


28 149.946 


-8. 520 


-7.131 1.00 0.00 


ATOM 357 


0E2 


GLU A 


28 149.328 


-9. 067 


-9.168 1.00 0.00 


ATOM 358 


H 


GLU A 


28 144.064 


-7.914 


-6.613 1.00 0.00 


ATOM 359 


HA 


GLU A 


28 145.769 


-7. 841 


-8.996 1.00 0.00 


ATOM 360 


1HB 


GLU A 


28 146.677 


-7. 063 


-6.485 1.00 0.00 


ATOM 361 


2HB 


GLU A 


28 147.232 


-8.724 


-6.637 1.00 0.00 


ATOM 362 


1HG 


GLU A 


28 147.705 


-7. 205 


-9.055 1.00 0.00 


ATOM 363 


2HG 


GLU A 


28 148.461 


-6.460 


-7.646 1.00 0.00 


ATOM 364 


N 


ASN A 


29 146.499 


-10.431 


-8.393 1.00 0.00 


ATOM 365 


CA 


ASN A 


29 146.438 


-11.886 


-8.463 1.00 0.00 


ATOM 366 


C 


ASN A 


29 146.389 


-12.496 


-7.064 1.00 0.00 


ATOM 367 


0 


ASN A 


29 145.446 


-13. 209 


-6.723 1.00 0.00 


ATOM 368 


CB 


ASN A 


29 147.643 


-12.432 


-9.232 1.00 0.00 


ATOM 369 


CG 


ASN A 


29 147.314 


-12.736 


-10.680 1.00 0.00 


ATOM 370 


0D1 


ASN A 


29 147.172 


-13.897 


-11.066 1.00 0.00 


ATOM 371 


ND2 


ASN A 


29 147.191 


-11.693 


-11.491 1.00 0.00 


ATOM 372 


H 


ASN A 


29 147.333 


-9.976 


-8.632 1.00 0.00 


ATOM 373 


HA 


ASN A 


29 145.535 


-12. 153 


-8.990 1.00 0.00 


ATOM 374 


1HB 


ASN A 


29 148.437 


-11.702 


-9.209 1.00 0.00 



ATOM 375 2HB ASN A 29 147.983 -13.342 -8.760 1.00 0.00 

ATOM 376 1HD2 ASN A 29 147.318 -10.797 -11.114 1.00 0.00 

ATOM 377 2HD2 ASN A 29 146.979 -11.860 -12.433 1.00 0.00 

ATOM 378 N PRO A 30 147.409 -12.221 -6.232 1.00 0.00 

ATOM 379 CA PRO A 30 147.478 -12.745 -4.866 1.00 0.00 

ATOM 380 C PRO A 30 146.589 -11.964 -3.899 1.00 0.00 

ATOM 381 0 PRO A 30 146.864 -10.804 -3.593 1.00 0.00 

ATOM 382 CB PRO A 30 148.950 -12.559 -4.504 1.00 0.00 

ATOM 383 CG PRO A 30 149.375 -11.360 -5.279 1.00 0.00 

ATOM 384 CD PRO A 30 148.576 -11.377 -6.557 1.00 0.00 

H3fE# 2003-3083148 



mm 2002-236129 



V : 842/ 



ATOM 385 
ATOM 386 
ATOM 387 
ATOM 388 
ATOM 389 
ATOM 390 
ATOM 391 
ATOM 392 
ATOM 393 
ATOM 394 
ATOM 395 
ATOM 396 
ATOM 397 
ATOM 398 
ATOM 399 
ATOM 400 
ATOM 401 
ATOM 402 
ATOM 403 
ATOM 404 
ATOM 405 
ATOM 406 
ATOM 407 
ATOM 408 
ATOM 409 
ATOM 410 
ATOM 411 
ATOM 412 
ATOM 413 



HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1KB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PHE A 
CA PHE A 
C PHE A 
0 PHE A 
CB PHE A 
CG PHE A 
CD1 PHE A 
CD2 PHE A 



30 147.224 
30 149.045 
30 149.510 
30 149.160 
30 150.431 
30 148.266 

30 149.155 

31 145.506 
31 144.582 
31 145.273 
31 145.292 
31 143.530 
31 143.649 
31 145.095 
31 144.106 
31 143.743 
31 142.549 
31 143.363 
31 143.027 
31 145.659 

31 145.197 

32 145.839 
32 146.531 
32 145.739 
32 145.153 
32 147.929 
32 147.920 
32 147.563 
32 148.269 



-13.794 
-12.398 
-13.435 
-10.464 
-11.421 
-10. 377 
-11.815 
-12. 589 
-11.938 
-11.512 
-12.256 
-13.017 
-13.986 
-13.970 
-11.078 
-13.486 
-12. 566 
-14.973 
-13.671 
-14. 680 
-14. 180 
-10.310 
-9.786 
-8. 650 
-7. 821 
-9.295 
-8. 172 
-6. 890 
-8. 398 



-4.829 1.00 0.00 
-3.440 1.00 0.00 
-4.795 1.00 0.00 
-4.715 1.00 0.00 
-5.498 1.00 0.00 
-6.820 1.00 0.00 
-7.357 1.00 0.00 
-3.400 1.00 0.00 
-2.465 1.00 0.00 
-1.174 1.00 0.00 
-0.194 1.00 0.00 
-2.176 1.00 0.00 
-3.302 1.00 0.00 
-3.704 1.00 0.00 
-2.915 1.00 0.00 
-1.228 1.00 0.00 
-2.148 1.00 0.00 
-2.970 1.00 0.00 
-4.127 1.00 0.00 
-3.117 1.00 0.00 
-4.758 1.00 0.00 
-1.180 1.00 0.00 
-0.008 1.00 0.00 
0.630 1.00 0.00 
-0.066 1.00 0.00 
-0.391 1.00 0.00 
-1.387 1.00 0.00 
-1.002 1.00 0.00 
-2.709 1.00 0.00 



aifE# 2003-3083148 



mm 2002-236129 



^-vl 843/ 



ATOM 414 


CE1 


PHE A 


ATOM 415 


CE2 


PHE A 


ATOM 416 


CZ 


PHE A 


ATOM 417 


H 


PHE A 


ATOM 418 


HA 


PHE A 


ATOM 419 


1HB 


PHE A 


ATOM 420 


2HB 


PHE A 


ATOM 421 


HD1 


PHE A 


ATOM 422 


HD2 


PHE A 


ATOM 423 


HE1 


PHE A 


ATOM 424 


HE2 


PHE A 


ATOM 425 


HZ 


PHE A 


ATOM 426 


N 


TYR A 


ATOM 427 


CA 


TYR A 


ATOM 428 


C 


TYR A 


ATOM 429 


0 


TYR A 


ATOM 430 


CB 


TYR A 


ATOM .431 


CG 


TYR A 


ATOM 432 


CD1 


TYR A 


ATOM 433 


CD2 


TYR A 


ATOM 434 


CE1 


TYR A 


ATOM 435 


CE2 


TYR A 


ATOM 436 


CZ 


TYR A 


ATOM 437 


OH 


TYR A 


ATOM 438 


H 


TYR A 


ATOM 439 


HA 


TYR A 


ATOM 440 


1HB 


TYR A 


ATOM 441 


2HB 


TYR A 


ATOM 442 


HD1 


TYR A 



32 147.554 -5.853 
32 148.262 -7.364 
32 147.904 -6.091 
32 145.790 -9.762 
32 146.625 -10.588 
32 148.435 -8.947 
32 148.486 -10.117 
32 147.289 -6.702 
32 148.549 -9.392 
32 147.273 -4.858 
32 148.536 -7.553 

32 147.898 -5.283 

33 145.726 -8.618 
33 145.008 -7.584 
33 145.978 -6.652 
33 147.068 -7.062 
33 144.051 -8.218 
33 142.678 -8.509 
33 142.103 -9.766 
33 141.958 -7.528 
33 140.848 -10.037 
33 140.703 -7.790 
33 140.153 -9.046 
33 138.903 -9.311 
33 146.213 -9.306 
33 144.434 -7.008 
33 144.471 -9.150 
33 143.931 -7.549 
33 142.649 -10.540 



-1.915 1.00 0.00 
-3.628 1.00 0.00 
-3.231 1.00 0.00 
-1.991 1.00 0.00 

0.707 1.00 0.00 

0.496 1.00 0.00 
-0.819 1.00 0.00 

0.026 1.00 0.00 
-3.020 1.00 0.00 
-1.603 1.00 0.00 
-4.656 1.00 0.00 
-3.946 1.00 0.00 

1.958 1.00 0.00 

2.692 1.00 0.00 

3.409 1.00 0.00 

3.809 1.00 0.00 

3.703 1.00 0.00 

3.140 1.00 0.00 

3.278 1.00 0.00 

2.471 1.00 0.00 

2.766 1.00 0.00 

1.956 1.00 0.00 

2.105 1.00 0.00 

1.594 1.00 0.00 

2.456 1.00 0.00 

1.980 1.00 0.00 

4.050 1.00 0.00 

4.543 1.00 0.00 

3.797 1.00 0.00 

tbmE^F 2003-3 0 8314 8 



JjfM 2002-236129 



^-v ! 844/ 



ATOM 443 


HD2 


TYR A 


33 142.392 


-6. 546 


ATOM 444 


HE1 


TYR A 


33 140.417 - 


11.020 


ATOM 445 


HE2 


TYR A 


33 140.158 


-7.014 


ATOM 446 


HH 


TYR A 


33 138.373 


-9.756 


ATOM 447 


N 


GLY A 


34 145.577 


-5.394 


ATOM 448 


CA 


GLY A 


34 146.424 


-4.424 


ATOM 449 


C 


GLY A 


34 145.652 


-3. 209 


ATOM 450 


0 


GLY A 


34 144.432 


-3. 140 


ATOM 451 


H 


GLY A 


34 144.699 


-5. 123 


ATOM 452 


1HA 


GLY A 


34 146.889 


-4. 896 


ATOM 453 


2HA 


GLY A 


34 147.195 


-4. 103 


ATOM 454 


N 


VAL A 


35 146.364 


-2. 247 


ATOM 455 


CA 


VAL A 


35 145.739 


-1. 029 


ATOM 456 


C 


VAL A 


35 146.436 


0.210 


ATOM 457 


0 


VAL A 


35 147.649 


0.213 


ATOM 458 


CB 


VAL A 


35 145.761 


-0.977 


ATOM 459 


CGI 


VAL A 


35 147.192 


-0. 974 


ATOM 460 


CG2 


VAL A 


35 145.000 


0.239 


ATOM 461 


H 


VAL A 


35 147.333 


-2. 361 


ATOM 462 


HA 


VAL A 


35 144.708 


-1.026 


ATOM 463 


HB 


VAL A 


35 145.270 


-1. 863 


ATOM 464 


1HG1 VAL A 


35 147.184 


-0.984 


ATOM 465 


2HG1 VAL A 


35 147.698 


-0. 086 


ATOM 466 


3HG1 VAL A 


35 147.708 


-1.850 


ATOM 467 


1HG2 VAL A 


35 145.345 


1.122 


ATOM 468 


2HG2 VAL A 


35 145.169 


0.353 


ATOM 469 


3HG2 VAL A 


35 143.944 


0. 105 


ATOM 470 


N 


ILE A 


36 145.659 


1.262 


ATOM 471 


CA 


ILE A 


36 146.203 


2.507 



2.355 1.00 0.00 
2.884 1.00 0.00 
1.438 1.00 0.00 
2.258 1.00 0.00 
3.566 1.00 0.00 
4.235 1.00 0.00 
4.709 1.00 0.00 
4.555 1.00 0.00 
3.226 1.00 0.00 
5.087 1.00 0.00 
3.550 1.00 0.00 
5.288 1.00 0.00 
5.787 1.00 0.00 
5.232 1.00 0.00 
5.028 1.00 0.00 
7.327 1.00 0.00 
7.845 1.00 0.00 
7.834 1.00 0.00 
5.381 1.00 0.00 
5.461 1.00 0.00 
7.703 1.00 0.00 
8.926 1.00 0.00 
7.498 1.00 0.00 
7.481 1.00 0.00 
7.317 1.00 0.00 
8.895 1.00 0.00 
7.651 1.00 0.00 
4.991 1.00 0.00 
4.461 1.00 0.00 



ffifE# 2003-3083148 



!&m 2002-236129 



^-P : 845/ 



ATOM 472 


C 


ILE A 


ATOM 473 


0 


ILE A 


ATOM 474 


CB 


ILE A 


ATOM 475 


CGI 


ILE A 


ATOM 476 


CG2 


ILE A 


ATOM 477 


CD1 


ILE A 


ATOM 478 


H 


ILE A 


ATOM 479 


HA 


ILE A 


ATOM 480 


HB 


ILE A 


ATOM 481 


1HG1 


ILE A 


ATOM 482 


2HG1 


ILE A 


ATOM 483 


1HG2 


ILE A 


ATOM 484 


2HG2 ILE A 


ATOM 485 


3HG2 


ILE A 


ATOM 486 


1HD1 


ILE A 


ATOM 487 


2HD1 


ILE A 


ATOM 488 


3HD1 


ILE A 


ATOM 489 


N 


ARG A 


ATOM 490 


CA 


ARG A 


ATOM 491 


C 


ARG A 


ATOM 492 


0 


ARG A 


ATOM 493 


CB 


ARG A 


ATOM 494 


CG 


ARG A 


ATOM 495 


CD 


ARG A 


ATOM 496 


NE 


ARG A 


ATOM 497 


CZ 


ARG A 


ATOM 498 


NH1 


ARG A 


ATOM 499 


NH2 


ARG A 


ATOM 500 


H 


ARG A 



36 147.159 3.153 

36 146.910 3.152 

36 145.084 3.507 

36 144.038 2.845 

36 145.667 4.740 

36 142.906 3.770 

36 144.698 1.199 

36 146.745 2.274 

36 144.612 3.821 

36 144.516 2.501 

36 143.610 2.000 

36 144.865 5.398 

36 146.232 4.440 

36 146.316 5.256 

36 143.176 4.788 

36 142.013 3.498 

36 142.725 3.682 

37 148.255 3.705 
37 149.250 4.355 
37 149.509 5.785 
37 149.278 6.741 
37 150.555 3.558 
37 150.360 2.068 
37 149.771 1.793 
37 150.664 2.224 
37 150.430 2.003 
37 149.334 1.359 
37 151.293 2.429 
37 148.396 3.673 



5.458 1.00 0.00 
6.663 1.00 0.00 
4.112 1.00 0.00 
3.214 1.00 0.00 
3.436 1.00 0.00 
2.818 1.00 0.00 
5.175 1.00 0.00 
3.556 1.00 0.00 
5.032 1.00 0.00 
2.309 1.00 0.00 
3.732 1.00 0.00 

3.135 1.00 0.00 

2.566 1.00 0.00 

4.127 1.00 0.00 

3.054 1.00 0.00 

3.361 1.00 0.00 

1.756 1.00 0.00 

4.945 1.00 0.00 

5.790 1.00 0.00 

5.323 1.00 0.00 

6.061 1.00 0.00 

5.781 1.00 0.00 

6.015 1.00 0.00 

7.390 1.00 0.00 

8.463 1.00 0.00 

9.755 1.00 0.00 
10.137 1.00 0.00 
10.667 1.00 0.00 

3.976 1.00 0.00 

UJSE# 2003-3083148 



#M 2002-236129 



^-v: 846/ 



ATOM 501 
ATOM 502 
ATOM 503 
ATOM 504 
ATOM 505 
ATOM 506 
ATOM 507 
ATOM 508 
ATOM 509 
ATOM 510 
ATOM 511 
ATOM 512 
ATOM 513 
ATOM 514 
ATOM 515 
ATOM 516 
ATOM 517 
ATOM 518 
ATOM 519 
ATOM 520 
ATOM 521 
ATOM 522 
ATOM 523 
ATOM 524 
ATOM 525 
ATOM 526 
ATOM 527 
ATOM 528 
ATOM 529 



HA ARG A 
1HB ARG A 
2HB ARG A 
1HG ARG A 
2HG ARG A 
1HD ARG A 
2HD ARG A 
HE ARG A 
1HH1 ARG A 
2HH1 ARG A 
1HH2 ARG A 
2HH2 ARG A 
N TRP A 
CA TRP A 
C TRP A 
0 TRP A 
CB TRP A 
CG TRP A 
CD1 TRP A 
CD2 TRP A 
NE1 TRP A 
CE2 TRP A 
CE3 TRP A 
CZ2 TRP A 
CZ3 TRP A 
CH2 TRP A 
H TRP A 
HA TRP A 
1HB TRP A 



37 148.862 
37 151.038 
37 151.201 
37 149.688 
37 151.316 
37 148.835 
37 149.595 
37 151.480 
37 148.679 
37 149.165 
37 152.120 

37 151.118 

38 149.992 
38 150.282 
38 149.598 
38 149.676 
38 151.795 
38 152.166 
38 152.399 
38 152.339 
38 152.706 
38 152.675 
38 152.241 
38 152.916 
38 152.480 
38 152.814 
38 150.156 
38 149.897 
38 152.234 



4.384 6.797 1.00 0.00 

3.690 4.824 1.00 0.00 

3.940 6.556 1.00 0.00 

1.680 5.264 1.00 0.00 

1.573 5.937 1.00 0.00 

2.323 7.480 1.00 0.00 

0.731 7.485 1.00 0.00 

2.703 8.209 1.00 0.00 

1.035 9.455 1.00 0.00 

1.195 11.109 1.00 0.00 

2.915 10.384 1.00 0.00 

2.264 11.637 1.00 0.00 

5.923 4.091 1.00 0.00 

7.236 3.528 1.00 0.00 

7.413 2.174 1.00 0.00 

6.542 1.309 1.00 0.00 

7.432 3.381 1.00 0.00 

8.645 2.578 1.00 0.00 

9.903 3.052 1.00 0.00 

8.712 1.157 1.00 0.00 

10.749 2.013 1.00 0.00 

10.041 0.840 1.00 0.00 

7.776 0.124 1.00 0.00 

10.455 -0.468 1.00 0.00 

8.189 -1.174 1.00 0.00 

9.518 -1.460 1.00 0.00 

5.122 3.550 1.00 0.00 

7.980 4.210 1.00 0.00 

7.537 4.362 1.00 0.00 



tiJSE# 2003-3083148 



#M 2002-236129 



^- V : 847/ 



ATOM 530 


2HB 


TRP A 


ATOM 531 


HD1 


TRP A 


ATOM 532 


HE1 


TRP A 


ATOM 533 


HE3 


TRP A 


ATOM 534 


HZ2 


TRP A 


ATOM 535 


HZ3 


TRP A 


ATOM 536 


HH2 


TRP A 


ATOM 537 


N 


ILE A 


ATOM 538 


CA 


ILE A 


ATOM 539 


C 


ILE A 


ATOM 540 


0 


ILE A 


ATOM 541 


CB 


ILE A 


ATOM 542 


CGI 


ILE A 


ATOM 543 


CG2 


ILE A 


ATOM 544 


CD1 


ILE A 


ATOM 545 


H 


ILE A 


ATOM 546 


HA 


ILE A 


ATOM 547 


HB 


ILE A 


ATOM 548 


1HG1 


ILE A 


ATOM 549 


2HG1 


ILE A 


ATOM 550 


1HG2 ILE A 


ATOM 551 


2HG2 ILE A 


ATOM 552 


3HG2 


ILE A 


ATOM 553 


1HD1 


ILE A 


ATOM 554 


2HD1 


ILE A 


ATOM 555 


3HD1 


ILE A 


ATOM 556 


N 


GLY A 


ATOM 557 


CA 


GLY A 


ATOM 558 


C 


GLY A 



38 152.217 6.567 

38 152.346 10.181 

38 152.914 11.703 

38 151.985 6.747 

38 153.170 11.477 

38 152.409 7.479 

38 152.991 9.796 

39 148.938 8.552 
39 148.248 8.854 
39 148.745 10.172 
39 148.421 11.247 
39 146.722 8.938 
39 146.221 7.736 
39 146.013 9.017 
39 145.393 8.123 
39 148.919 9.208 
39 148.456 8.059 
39 146.505 9.844 
39 145.610 7.113 
39 147.069 7.164 
39 145.966 10.047 
39 145.012 8.625 
39 146.559 8.436 
39 145.869 8.941 
39 145.310 7.276 

39 144.407 8.424 

40 149.540 10.085 
40 150.072 11.282 
40 150.651 11.019 



2.893 1.00 0.00 
4.094 1.00 0.00 
2.097 1.00 0.00 
0.325 1.00 0.00 
-0.706 1.00 0.00 
-1.985 1.00 0.00 
-2.489 1.00 0.00 

2.000 1.00 0.00 

0.752 1.00 0.00 

0.170 1.00 0.00 

0.676 1.00 0.00 

0.956 1.00 0.00 

1.761 1.00 0.00 
-0.388 1.00 0.00 

2.967 1.00 0.00 

2.727 1.00 0.00 

0.052 1.00 0.00 

1.502 1.00 0.00 

1.126 1.00 0.00 

2.110 1.00 0.00 
-0.710 1.00 0.00 
-0.290 1.00 0.00 
-1.118 1.00 0.00 

3.485 1.00 0.00 

3.633 1.00 0.00 

2.645 1.00 0.00 
-0.892 1.00 0.00 
-1.515 1.00 0.00 
-2.891 1.00 0.00 

tUSE^ 2003-3083148 
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^-v: 848/ 



ATOM 559 0 GLY A 40 150.491 

ATOM 560 H GLY A 40 149. 770 

ATOM 561 1HA GLY A 40 149. 282 

ATOM 562 2HA GLY A 40 150. 847 

ATOM 563 N GLN A 41 151.325 

ATOM 564 CA GLN A 41151.933 

ATOM 565 C GLN A 41 153.415 

ATOM 566 0 GLN A 41 153. 765 

ATOM 567 CB GLN A 41151.204 

ATOM 568 CG GLN A 41149.691 

ATOM 569 CD GLN A 41148.975 

ATOM 570 0E1 GLN A 41148.930 

ATOM 571 NE2 GLN A 41148.410 

ATOM 572 H GLN A 41 151.414 

ATOM 573 HA GLN A 41151.835 

ATOM 574 1HB GLN A 41151.451 

ATOM 575 2HB GLN A 41151.540 

ATOM 576 1HG GLN A 41 149. 380 

ATOM 577 2HG GLN A 41 149.411 

ATOM 578 1HE2 GLN A 41 148.486 

ATOM 579 2HE2 GLN A 41 147. 940 

ATOM 580 N PROA 42 154.311 

ATOM 581 CA PRO A 42 155.758 

ATOM 582 C PRO A 42 156. 179 

ATOM 583 0 PRO A 42 155.455 

ATOM 584 CB PRO A 42 156. 356 

ATOM 585 CG PROA 42 155.296 

ATOM 586 CD PROA 42 153.991 

ATOM 587 HA PRO A 42 156. 101 



9.932 -3.444 1.00 0.00 
9.203 -1.251 1.00 0.00 
12.010 -1.603 1.00 0.00 
11.687 -0.883 1.00 0.00 
12.023 -3.443 1.00 0.00 
11.908 -4.762 1.00 0.00 
12.277 -4.707 1.00 0.00 
13.423 -4.426 1.00 0.00 
12.816 -5.752 1.00 0.00 
12.670 -5.711 1.00 0.00 
14.000 -5.846 1.00 0.00 
14.793 -4.906 1.00 0.00 
14.250 -7.021 1.00 0.00 
12.865 -2.949 1.00 0.00 
10.884 -5.086 1.00 0.00 
13.842 -5.527 1.00 0.00 
12.584 -6.751 1.00 0.00 
12.029 -6.521 1.00 0.00 
12.222 -4.769 1.00 0.00 
13.573 -7.725 1.00 0.00 
15.102 -7.137 1.00 0.00 
11.309 -4.972 1.00 0.00 
11.547 -4.946 1.00 0.00 
12.657 -5.905 1.00 0.00 
12.987 -6.843 1.00 0.00 
10.207 -5.388 1.00 0.00 
9.203 -5.095 1.00 0.00 
9.911 -5.315 1.00 0.00 
11.786 -3.950 1.00 0.00 
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ATOM 588 1HB PROA 42 156.586 10.244 -6.442 1.00 0.00 

ATOM 589 2HB PROA 42 157.254 10.008 -4.823 1.00 0.00 

ATOM 590 1HG PROA 42 155.387 8.364 -5.771 1.00 0.00 

ATOM 591 2HG PROA 42 155.375 8.871 -4.071 1.00 0.00 

ATOM 592 1HD PROA 42 153.684 9.827 -6.348 1.00 0.00 

ATOM 593 2HD PROA 42 153.231 9.517 -4.658 1.00 0.00 

ATOM 594 N PROA 43 157.363 13.249 -5.679 1.00 0.00 

ATOM 595 CA PROA 43 157.881 14.326 -6.528 1.00 0.00 

ATOM 596 C PROA 43 158.324 13.821 -7.895 1.00 0.00 

ATOM 597 0 PROA 43 159.493 13.486 -8.095 1.00 0.00 

ATOM 598 CB PROA 43 159.080 14.853 -5.743 1.00 0.00 

ATOM 599 CG PRO A 43 159.531 13.697 -4.917 1.00 0.00 

ATOM 600 CD PROA 43 158.291 12.915 -4.581 1.00 0.00 

ATOM 601 HA PROA 43 157.153 15.114 -6.654 1.00 0.00 

ATOM 602 1HB PROA 43 159.849 15.170 -6.431 1.00 0.00 

ATOM 603 2HB PROA 43 158.775 15.683 -5.125 1.00 0.00 

ATOM 604 1HG PROA 43 160.217 13.087 -5.485 1.00 0.00 

ATOM 605 2HG PROA 43 160.005 14.054 -4.015 1.00 0.00 

ATOM 606 1HD PROA 43 158.506 11.856 -4.567 1.00 0.00 

ATOM 607 2HD PROA 43 157.891 13.232 -3.630 1.00 0.00 

ATOM 608 N GLY A 44 157.387 13.768 -8.834 1.00 0.00 

ATOM 609 CA GLY A 44 157.705 13.303 -10.169 1.00 0.00 

ATOM 610 C GLY A 44 156.484 12.809 -10.918 1.00 0.00 

ATOM 611 0 GLY A 44 156.229 13.226 -12.047 1.00 0.00 

ATOM 612 H GLY A 44 156.473 14.047 -8.617 1.00 0.00 

ATOM 613 1HA GLY A 44 158.149 14.114 -10.725 1.00 0.00 

ATOM 614 2HA GLY A 44 158.419 12.496 -10.097 1.00 0.00 

ATOM 615 N LEU A 45 155.725 11.918 -10.287 1.00 0.00 

ATOM 616 CA LEU A 45 154.523 11.370-10.904 1.00 0.00 
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ATOM 617 


C 


LEU A 


45 


153.295 


ATOM 618 


0 


LEU A 


45 


153. 164 


ATOM 619 


CB 


LEU A 


45 


154.673 


ATOM 620 


CG 


LEU A 


45 


155. 191 


ATOM 621 


CD1 


LEU A 


45 


154.827 


ATOM 622 


CD2 


LEU A 


45 


156.697 


ATOM 623 


H 


LEU A 


45 


155.978 


ATOM 624 


HA 


LEU A 


45 


154.398 


ATOM 625 


1HB 


LEU A 


45 


153. 707 


ATOM 626 


2HB 


LEU A 


45 


155.357 


ATOM 627 


HG 


LEU A 


45 


154. 723 


ATOM 628 


1HD1 LEU A 


45 


154. 218 


ATOM 629 


2HD1 LEU A 


45 


154. 275 


ATOM 630 


3HD1 LEU A 


45 


155. 729 


ATOM 631 


1HD2 LEU A 


45 


157. 159 


ATOM 632 


2HD2 LEU A 


45 


156.906 


ATOM 633 


3HD2 LEU A 


45 


157.095 


ATOM 634 


N 


ASN A 


46 


152.396 


ATOM 635 


CA 


ASN A 


46 


151.182 


ATOM 636 


C 


ASN A 


46 


150.210 


ATOM 637 


0 


ASN A 


46 


149.608 


ATOM 638 


CB 


ASN A 


46 


150.518 


ATOM 639 


CG 


ASN A 


46 


149.756 


ATOM 640 


0D1 


ASN A 


46 


148.535 


ATOM 641 


ND2 


ASN A 


46 


150.475 


ATOM 642 


H 


ASN A 


46 


152.550 


ATOM 643 


HA 


ASN A 


46 


151.457 


ATOM 644 


1HB 


ASN A 


46 


151.277 


ATOM 645 


2HB 


ASN A 


46 


149.827 



11.657 -10.050 1.00 0.00 
11.135 -8.943 1.00 0.00 
9.861 -11.111 1.00 0.00 
9.090 -9.896 1.00 0.00 
7.615 -10.002 1.00 0.00 
9.266 -9.756 1.00 0.00 
11.626 -9.384 1.00 0.00 
11.845 -11.866 1.00 0.00 
9.460 -11.383 1.00 0.00 
9.697 -11.931 1.00 0.00 
9.484 -9.004 1.00 0.00 
7.455 -10.880 1.00 0.00 
7.317 -9.123 1.00 0.00 
7.025 -10.079 1.00 0.00 
8.306 -9.582 1.00 0.00 
9.922 -8.925 1.00 0.00 
9.697 -10.664 1.00 0.00 
12.487 -10.566 1.00 0.00 
12.831 -9.837 1.00 0.00 
11.656 -9.839 1.00 0.00 
11.335 -10.863 1.00 0.00 
14.060 -10.460 1.00 0.00 
14.885 -9.442 1.00 0.00 
15.019 -9.523 1.00 0.00 
15.444 -8.476 1.00 0.00 
12.874 -11.453 1.00 0.00 
13.056 -8.818 1.00 0.00 
14.685 -10.906 1.00 0.00 
13.738 -11.227 1.00 0.00 
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ATOM 646 


1HD2 


ATOM 647 


2HD2 


ATOM 648 


N 


ATOM 649 


CA 


ATOM 650 


C 


ATOM 651 


0 


ATOM 652 


CB 


ATOM 653 


CG 


ATOM 654 


CD 


ATOM 655 


0E1 


ATOM 656 


0E2 


ATOM 657 


H 


ATOM 658 


HA 


ATOM 659 


1HB 


ATOM 660 


2HB 


ATOM 661 


1HG 


ATOM 662 


2HG 


ATOM 663 


N 


ATOM 664 


CA 


ATOM 665 


C 


ATOM 666 


0 


ATOM 667 


CB 


ATOM 668 


CGI 


ATOM 669 


CG2 


ATOM 670 


H 


ATOM 671 


HA 


ATOM 672 


HB 


ATOM 673 


ihg: 


ATOM 674 


2HG 



ASN A 46 151.443 

ASN A 46 150.008 

GLU A 47 150. 065 

GLU A 47 149. 170 

GLU A 47 148.942 

GLU A 47 149. 887 

GLU A 47 149. 741 

GLU A 47 151.249 

GLU A 47 151.835 

GLU A 47 152. 125 

GLU A 47 152.005 

GLU A 47 150. 576 

GLU A 47 148. 224 

GLU A 47 149. 278 

GLU A 47 149. 506 

GLU A 47 151.706 

GLU A 47 151.475 

VAL A 48 147.686 

VAL A 48 147. 346 

VAL A 48 147. 678 

VAL A 48 146. 921 

VAL A 48 145. 854 

VAL A 48 145. 566 

VAL A 48 145.432 

VAL A 48 146. 971 

VAL A 48 147. 931 

VAL A 48 145. 277 
. VAL A 48 144. 569 
. VAL A 48 146. 283 



15.294 -8.474 1.00 0.00 
15.982 -7.803 1.00 0.00 
11.019 -8.683 1.00 0.00 
9.877 -8.543 1.00 0.00 
9.545 -7.073 1.00 0.00 
9.254 -6.341 1.00 0.00 
8.657 -9.270 1.00 0.00 
8.512 -9.129 1.00 0.00 
7.534 -10.128 1.00 0.00 
6.385 -9.733 1.00 0.00 
7.916 -11.304 1.00 0.00 
11.322 -7.903 1.00 0.00 
10.141 -8.991 1.00 0.00 
7.766 -8.872 1.00 0.00 
8.736 -10.320 1.00 0.00 
9.477 -9.283 1.00 0.00 
8.164 -8.132 1.00 0.00 
9.586 -6.647 1.00 0.00 
9.281 -5.263 1.00 0.00 
7.831 -4.933 1.00 0.00 
6.919 -5.267 1.00 0.00 
9.534 -4.978 1.00 0.00 
9.417 -3.490 1.00 0.00 
10.897 -5.505 1.00 0.00 
9.820 -7.275 1.00 0.00 
9.929 -4.625 1.00 0.00 

8.779 -5.493 1.00 0.00 

9.780 -3.286 1.00 0.00 
10.006 -2.937 1.00 0.00 
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ATOM 675 
ATOM 676 
ATOM 677 
ATOM 678 
ATOM 679 
ATOM 680 
ATOM 681 
ATOM 682 
ATOM 683 
ATOM 684 
ATOM 685 
ATOM 686 
ATOM 687 
ATOM 688 
ATOM 689 
ATOM 690 
ATOM 691 
ATOM 692 
ATOM 693 
ATOM 694 
ATOM 695 
ATOM 696 
ATOM 697 
ATOM 698 
ATOM 699 
ATOM 700 
ATOM 701 
ATOM 702 
ATOM 703 



3HG1 VAL A 


48 


1HG2 VAL A 


48 


2HG2 VAL A 


48 


3HG2 VAL A 


48 


N LEU A 


49 


CA LEU A 


49 


C LEU A 


49 


0 LEU A 


49 


CB LEU A 


49 


CG LEU A 


49 


CD1 LEU A 


49 


CD2 LEU A 


49 


H LEU A 


49 


HA LEU A 


49 


1KB LEU A 


49 


2HB LEU A 


49 


HG LEU A 


49 


1HD1 LEU A 


49 


2HD1 LEU A 


49 


3HD1 LEU A 


49 


1HD2 LEU A 


49 


2HD2 LEU A 


49 


3HD2 LEU A 


49 


N ALA A 


50 


CA ALA A 


50 


C ALA A 


50 


0 ALA A 


50 


CB ALA A 


50 


H ALA A 


50 



145.640 8.383 

145.318 10.849 

146.187 11.628 

144.492 11.182 

148.816 7.624 

149.250 6.283 

149. 076 6. 055 

149.743 6.692 

150. 712 6. 068 

150. 984 6. 063 

152.453 6.335 

150. 560 4. 737 

149.378 8.391 

148.634 5.576 

151.303 6.853 

151.036 5.121 

150.405 6.847 

152. 547 6. 928 

152. 975 5. 398 

152. 884 6. 872 

149. 544 4. 813 

150.622 3.959 

151.214 4.496 

148. 177 5. 145 

147. 920 4. 838 

148.793 3.683 

148.658 2.554 

146.448 4.511 

147.675 4.671 



-3.189 1.00 0.00 
-6.578 1.00 0.00 
-5.256 1.00 0.00 
-5.056 1.00 0.00 
-4.281 1.00 0.00 
-3.909 1.00 0.00 
-2.413 1.00 0.00 
-1.597 1.00 0.00 
-4.304 1.00 0.00 
-5.809 1.00 0.00 
-6.087 1.00 0.00 
-6.421 1.00 0.00 
-4.041 1.00 0.00 
-4.443 1.00 0.00 
-3.854 1.00 0.00 
-3.899 1.00 0.00 
-6.275 1.00 0.00 
-6.984 1.00 0.00 
-6.218 1.00 0.00 
-5.254 1.00 0.00 
-6.778 1.00 0.00 
-5.675 1.00 0.00 
-7.247 1.00 0.00 
-2.059 1.00 0.00 
-0.661 1.00 0.00 
-0.183 1.00 0.00 
-0.654 1.00 0.00 
-0.454 1.00 0.00 
-2.755 1.00 0.00 
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2 0 0 2- 


-2 3 6 


12 9 


ATOM 704 


HA 


ALA A 


50 148.154 


5.719 


-0.082 1.00 0.00 


ATOM 705 


1HB 


ALA A 


50 146.320 


3.440 


-0.414 1.00 0.00 


ATOM 706 


2HB 


ALA A 


50 


145. 871 


4.912 


-1.273 1.00 0.00 


ATOM 707 


3HB 


ALA A 


50 


146. 109 


4.949 


0.473 1.00 0.00 


ATOM 708 


N 


GLY A 


51 


149. 690 


3.974 


0.753 1.00 0.00 


ATOM 709 


CA 


GLY A 


51 


150. 574 


2.950 


1.277 1.00 0.00 


ATOM 710 


C 


GLY A 


51 


149. 829 


1.892 


2.067 1.00 0.00 


ATOM 711 


0 


GLY A 


51 


149.265 


2.178 


3.121 1.00 0.00 


ATOM 712 


H 


GLY A 


51 


149. 754 


4.892 


1.090 1.00 0.00 


ATOM 713 


1HA 


GLY A 


51 


151.085 


2.474 


0.453 1.00 0.00 


ATOM 714 


2HA 


GLY A 


51 


151.306 


3.416 


1.921 1.00 0.00 


ATOM 715 


N 


LEU A 


52 


149.829 


0.665 


1.555 1.00 0.00 


ATOM 716 


CA 


LEU A 


52 


149. 149 


-0.440 


2.220 1.00 0.00 


ATOM 717 


C 


LEU A 


52 


150. 150 


-1.351 


2.923 1.00 0.00 


ATOM 718 


0 


LEU A 


52 


151.154 


-1.756 


2.337 1.00 0.00 


ATOM 719 


CB 


LEU A 


52 


148. 330 


-1.244 


1.209 1.00 0.00 


ATOM 720 


CG 


LEU A 


52 


147.084 


-0. 536 


0.673 1.00 0.00 


ATOM 721 


CD1 


LEU A 


52 


146.371 


-1.410 


-0.345 1.00 0.00 


ATOM 722 


CD2 


LEU A 


52 


146. 148 


-0. 170 


1.815 1.00 0.00 


ATOM 723 


H 


LEU A 


52 


150.298 


0.499 


0.710 1.00 0.00 


ATOM 724 


HA 


LEU A 


52 


148.482 


-0. 021 


2.958 1.00 0.00 


ATOM 725 


1HB 


LEU A 


52 


148. 969 


-1.488 


0.373 1.00 0.00 


ATOM 726 


2HB 


LEU A 


52 


148.018 


-2. 163 


1.681 1.00 0.00 


ATOM 727 


HG 


LEU A 


52 


147.383 


0.376 


0.178 1.00 0.00 


ATOM 728 


1HD1 LEU A 


52 


145.328 


-1.134 


-0.389 1.00 0.00 


ATOM 729 


2HD1 LEU A 


52 


146.456 


-2. 447 


-0.053 1.00 0.00 


ATOM 730 


3HD1 LEU A 


52 


146. 820 


-1.272 


-1.317 1.00 0.00 


ATOM 731 


1HD2 LEU A 


52 146.625 


0. 562 


2.451 1.00 0.00 


ATOM 732 


2HD2 LEU A 


52 145.920 


-1.054 


2.391 1.00 0.00 
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ATOM 733 


3HD2 LEU A 


ATOM 734 


N 


GLU A 


ATOM 735 


CA 


GLU A 


ATOM 736 


C 


GLU A 


ATOM 737 


0 


GLU A 


ATOM 738 


CB 


GLU A 


ATOM 739 


CG 


GLU A 


ATOM 740 


CD 


GLU A 


ATOM 741 


0E1 


GLU A 


ATOM 742 


0E2 


GLU A 


ATOM 743 


H 


GLU A 


ATOM 744 


HA 


GLU A 


ATOM 745 


1HB 


GLU A 


ATOM 746 


2HB 


GLU A 


ATOM 747 


1HG 


GLU A 


ATOM 748 


2HG 


GLU A 


ATOM 749 


N 


LEU A 


ATOM 750 


CA 


LEU A 


ATOM 751 


C 


LEU A 


ATOM 752 


0 


LEU A 


ATOM 753 


CB 


LEU A 


ATOM 754 


CG 


LEU A 


ATOM 755 


CD1 


LEU A 


ATOM 756 


CD2 


LEU A 


ATOM 757 


H 


LEU A 


ATOM 758 


HA 


LEU A 


ATOM 759 


1HB 


LEU A 


ATOM 760 


2HB 


LEU A 


ATOM 761 


HG 


LEU A 



52 145.235 0.244 

53 149.869 -1.669 
53 150.744 -2.533 
53 150.203 -3.959 
53 149.225 -4.242 
53 150.892 -1.989 
53 151.852 -2.792 
53 151.466 -2.780 
53 152.269 -2.289 
53 150.360 -3.260 
53 149.053 -1.315 
53 151.713 -2.542 
53 151.255 -0.972 
53 149.924 -1.992 
53 151.857 -3.815 

53 152.843 -2.373 

54 150.846 -4.852 
54 150.430 -6.249 
54 150.631 -6.923 
54 151.705 -6.836 
54 151.213 -6.998 
54 151.220 -6.331 
54 152.393 -6.831 
54 149.906 -6.587 
54 151.619 -4.564 
54 149.379 -6.272 
54 152.236 -7.101 
54 150.786 -7.985 
54 151.331 -5.264 



1.412 1.00 0.00 
4.182 1.00 0.00 
4.965 1.00 0.00 
5.007 1.00 0.00 
5.699 1.00 0.00 
6.388 1.00 0.00 
7.250 1.00 0.00 
8.716 1.00 0.00 
9.538 1.00 0.00 
9.044 1.00 0.00 
4.593 1.00 0.00 
4.490 1.00 0.00 
6.335 1.00 0.00 
6.865 1.00 0.00 
6.904 1.00 0.00 
7.150 1.00 0.00 
4.262 1.00 0.00 
4.214 1.00 0.00 
5.567 1.00 0.00 
6.162 1.00 0.00 
3.135 1.00 0.00 

1.759 1.00 0.00 

0.929 1.00 0.00 

1.037 1.00 0.00 

3.733 1.00 0.00 

3.966 1.00 0.00 

3.468 1.00 0.00 

3.030 1.00 0.00 

1.885 1.00 0.00 
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ATOM 762 


1HD1 LEU A 


54 153.306 


-6.728 


1.497 1.00 0.00 


ATOM 763 


2HD1 LEU A 


54 152.465 


-6. 250 


0.022 1.00 0.00 


ATOM 764 


3HD1 LEU A 


54 


152. 240 


-7. 871 


0.680 1.00 0.00 


ATOM 765 


1HD2 LEU A 


54 


149. 462 


-7.499 


1.409 1.00 0.00 


ATOM 766 


2HD2 LEU A 


54 


150. 090 


-6. 683 


-0.023 1.00 0.00 


ATOM 767 


3HD2 LEU A 


54 


149. 232 


-5.761 


1.211 1.00 0.00 


ATOM 768 


N 


GLU A 


55 


149. 590 


-7. 595 


6.048 1.00 0.00 


ATOM 769 


CA 


GLU A 


55 


149. 653 


-8.284 


7.331 1.00 0.00 


ATOM 770 


C 


GLU A 


55 


150. 613 


-9.468 


7.267 1.00 0.00 


ATOM 771 


0 


GLU A 


55 


151.246 


-9. 820 


8.263 1.00 0.00 


ATOM 772 


CB 


GLU A 


55 


148. 261 


-8. 765 


7.744 1.00 0.00 


ATOM 773 


CG 


GLU A 


55 


147. 281 


-7.634 


8.009 1.00 0.00 


ATOM 774 


CD 


GLU A 


55 


146.305 


-7.957 


9.124 1.00 0.00 


ATOM 775 


0E1 


GLU A 


55 


145. 186 


-7.403 


9.112 1.00 0.00 


ATOM 776 


0E2 


GLU A 


55 


146. 660 


-8.765 


10.008 1.00 0.00 


ATOM 777 


H 


GLU A 


55 


148. 760 


-7.628 


5.528 1.00 0.00 



ATOM 778 


HA 


GLU A 


55 


150.014 


-7. 582 


8.067 1.00 0.00 


ATOM 779 


1HB 


GLU A 


55 


147. 858 


-9.384 


6.957 1.00 0.00 


ATOM 780 


2HB 


GLU A 


55 


148.349 


-9.354 


8.644 1.00 0.00 


ATOM 781 


1HG 


GLU A 


55 


147. 836 


-6.749 


8.282 1.00 0.00 


ATOM 782 


2HG 


GLU A 


55 


146. 721 


-7.441 


7.104 1.00 0.00 


ATOM 783 


N 


ASP A 


56 


150. 717 


-10.077 


6.091 1.00 0.00 


ATOM 784 


CA 


ASP A 


56 


151.601 


-11.220 


5.898 1.00 0.00 


ATOM 785 


C 


ASP A 


56 


152. 965 


-10.773 


5.385 1.00 0.00 


ATOM 786 


0 


ASP A 


56 


153. 065 


-10. 126 


4.342 1.00 0.00 


ATOM 787 


CB 


ASP A 


56 


150. 975 


-12.215 


4.918 1.00 0.00 


ATOM -788 


CG 


ASP A 


56 


150. 131 


-13.263 


5.618 1.00 0.00 


ATOM 789 


0D1 


ASP A 


56 


150. 329 


-14.464 


5.342 1.00 0.00 


ATOM 790 


0D2 


ASP A 


56 


149.275 


-12.881 


6.443 1.00 0.00 
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ATOM 791 


H 


ASP A 


ATOM 792 


HA 


ASP A 


ATOM 793 


1HB 


ASP A 


ATOM 794 


2HB 


ASP A 


ATOM 795 


N 


GLU A 


ATOM 796 


CA 


GLU A 


ATOM 797 


C 


GLU A 


ATOM 798 


0 


GLU A 


ATOM 799 


CB 


GLU A 


ATOM 800 


CG 


GLU A 


ATOM 801 


CD 


GLU A 


ATOM 802 


OEl 


GLU A 


ATOM 803 


0E2 


GLU A 


ATOM 804 


H 


GLU A 


ATOM 805 


HA 


GLU A 


ATOM 806 


1HB 


GLU A 


ATOM 807 


2HB 


•GLU A 


ATOM 808 


1HG 


GLU A 


ATOM 809 


2HG 


GLU A 


ATOM 810 


N 


CYS A 


ATOM 811 


CA 


CYS A 


ATOM 812 


C 


CYS A 


ATOM 813 


0 


CYS A 


ATOM 814 


CB 


CYS A 


ATOM 815 


SG 


CYS A 


ATOM 816 


H 


CYS A 


ATOM 817 


HA 


CYS A 


ATOM 818 


1HB 


CYS A 


ATOM 819 


2HB 


CYS A 



56 150.187 -9.749 
56 151.730 -11.705 
56 150.346 -11.679 

56 151.761 -12.717 

57 154.013 -11.122 
57 155.372 -10.756 
57 155.819 -11.534 
57 156.361 -12.633 
57 156.337 -11.018 
57 156. 180 -10. 041 
57 157. 188 -10. 282 
57 158.344 -9.829 
57 156.820 -10.922 
57 153.869 -11.638 
57 155.379 -9.702 
57 156.167 -12.016 
57 157.350 -10.949 
57 156.314 -9.037 

57 155. 186 -10. 142 

58 155.588 -10.954 
58 155.966 -11.592 
58 157.251 -10.984 
58 157.464 -9.774 
58 154.840 -11.456 
58 153.495 -12.644 
58 155. 153 -10. 076 
58 156.136 -12.640 
58 154.417 -10.465 
58 155.247 -11.598 



5.335 1.00 0.00 
6.854 1.00 0.00 
4.223 1.00 0.00 
4.373 1.00 0.00 
6.123 1.00 0.00 

5.742 1.00 0.00 

4.509 1.00 0.00 

4.617 1.00 0.00 

6.901 1.00 0.00 

8.055 1.00 0.00 

9.162 1.00 0.00 

9.022 1.00 0.00 
10.170 1.00 0.00 

6.944 1.00 0. 00 

5.511 1.00 0.00 

7.277 1.00 0.00 
6.533 1.00 0.00 
7.680 1.00 0.00 
8.464 1.00 0.00 
3.334 1.00 0.00 
2.079 1.00 0.00 
1.524 1.00 0.00 
1.610 1.00 0.00 
1.054 1.00 0.00 
1.273 1.00 0.00 
3.312 1.00 0.00 

2.278 1.00 0.00 
1.125 1.00 0.00 
0.063 1.00 0.00 

£USE# 2003-3083148 



2002-236129 



857/ 



ATOM 820 


HG 


CYS A 


ATOM 821 


N 


ALA A 


ATOM 822 


CA 


ALA A 


ATOM 823 


C 


ALA A 


ATOM 824 


0 


ALA A 


ATOM 825 


CB 


ALA A 


ATOM 826 


H 


ALA A 


ATOM 827 


HA 


ALA A 


ATOM 828 


1HB 


ALA A 


ATOM 829 


2HB 


ALA A 


ATOM 830 


3HB 


ALA A 


ATOM 831 


N 


GLY A 


ATOM 832 


CA 


GLY A 


ATOM 833 


C 


GLY A 


ATOM 834 


0 


GLY A 


ATOM 835 


H 


GLY A 


ATOM 836 


1HA 


GLY A 


ATOM 837 


2HA 


GLY A 


ATOM 838 


N 


CYS A 


ATOM 839 


CA 


CYS A 


ATOM 840 


C 


CYS A 


ATOM 841 


0 


CYS A 


ATOM 842 


CB 


CYS A 


ATOM 843 


SG 


CYS A 


ATOM 844 


H 


CYS A 


ATOM 845 


HA 


CYS A 


ATOM 846 


1HB 


CYS A 


ATOM 847 


2HB 


CYS A 


ATOM 848 


HG 


CYS A 



58 153.569 -13.017 

59 158.103 -11.830 
59 159.367 -11.377 
59 159. 133 -10. 493 
59 158.338 -10.828 
59 160.237 -12.568 
59 157.877 -12.784 
59 159.884 -10.802 
59 160.836 -12.324 
59 159.609 -13.417 

59 160.886 -12.811 

60 159.830 -9.362 
60 159.684 -8.448 
60 158.880 -7.214 
60 158.226 -6.619 
60 160.449 -9.148 
60 160.665 -8.141 

60 159.188 -8.963 

61 158.929 -6.830 
61 158.200 -5.659 
61 159.087 -4.786 
61 159.907 -5.293 
61 156.954 -6.089 
61 155.907 -7.271 
61 159.469 -7.346 
61 157.897 -5.087 
61 157.257 -6.550 
61 156.356 -5.216 
61 156.179 -7.278 



2.154 1.00 0.00 
0.956 1.00 0.00 
0.388 1.00 0.00 
-0.833 1.00 0.00 
-1.711 1.00 0.00 
0.019 1.00 0.00 
0.918 1.00 0.00 

1.142 1.00 0.00 
-0.846 1.00 0.00 
-0.206 1.00 0.00 

0.848 1.00 0.00 
-0.881 1.00 0.00 
-1.998 1.00 0.00 
-1.637 1.00 0.00 
-2.492 1.00 0.00 
-0.152 1.00 0.00 
-2.328 1.00 0.00 
-2.807 1.00 0.00 
-0.365 1.00 0.00 

0.108 1.00 0.00 

0.991 1.00 0.00 

1.757 1.00 0.00 

0.884 1.00 0.00 

0.002 1.00 0.00 

0.270 1.00 0.00 
-0.754 1.00 0.00 

1.812 1.00 0.00 

1.100 1.00 0.00 
-0.918 1.00 0.00 

ffiiE# 2003-3083148 



mm. 2002-236129 



^-V : 858/ 



ATOM 849 


N 


THR A 


ATOM 850 


CA 


THR A 


ATOM 851 


C 


THR A 


ATOM 852 


0 


THR A 


ATOM 853 


CB 


THR A 


ATOM 854 


0G1 


THR A 


ATOM 855 


CG2 


THR A 


ATOM 856 


H 


THR A 


ATOM 857 


HA 


THR A 


ATOM 858 


HB 


THR A 


ATOM 859 


HG1 


THR A 


ATOM 860 


1HG2 THR A 


ATOM 861 


2HG2 THR A 


ATOM 862 


3HG2 THR A 


ATOM 863 


N 


ASP A 


ATOM 864 


CA 


ASP A 


ATOM 865 


C 


ASP A 


ATOM 866 


0 


ASP A 


ATOM 867 


CB 


ASP A 


ATOM 868 


CG 


ASP A 


ATOM 869 


0D1 


ASP A 


ATOM 870 


0D2 


ASP A 


ATOM 871 


H 


ASP A 


ATOM 872 


HA 


ASP A 


ATOM 873 


1HB 


ASP A 


ATOM 874 


2HB 


ASP A 


ATOM 875 


N 


GLY A 


ATOM 876 


CA 


GLY A 


ATOM 877 


C 


GLY A 



62 158.917 -3.474 

62 159.702 -2.530 

62 159.143 -2.404 

62 158.196 -3.099 

62 159.721 -1.159 

62 158.458 -0.526 

62 160.070 -1.223 

62 158.248 -3.130 

62 160.712 -2.907 

62 160.458 -0.537 

62 157.777 -1.107 

62 159.178 -1.417 

62 160.784 -2.017 

62 160.502 -0.283 

63 159.735 -1.511 
63 159.296 -1.294 
63 158.638 0.075 
63 158.710 0.696 
63 160.481 -1.410 
63 161.653 -0.546 
63 161.891 0.491 
63 162.335 -0.906 
63 160.485 -0.987 
63 158.572 -2.056 
63 160.167 -1.103 

63 160.808 -2.438 

64 157.997 0.538 
64 157.336 1.829 
64 158.131 2.907 



0.877 1.00 0.00 
1.664 1.00 0.00 
3.078 1.00 0.00 
3.446 1.00 0.00 
0.986 1.00 0.00 
1.100 1.00 0.00 
-0.485 1.00 0.00 
0.248 1.00 0.00 
1.722 1.00 0.00 
1.475 1.00 0.00 
0.755 1.00 0.00 
-1.059 1.00 0.00 
-0.651 1.00 0.00 
-0.795 1.00 0.00 

3.865 1.00 0.00 

5.239 1.00 0.00 

5.389 1.00 0.00 

6.449 1.00 0.00 

6.200 1.00 0.00 

5.781 1.00 0.00 

6.435 1.00 0.00 

4.798 1.00 0.00 

3.514 1.00 0.00 

5.480 1.00 0.00 

7.187 1.00 0.00 

6.234 1.00 0.00 

4.320 1.00 0.00 

4.354 1.00 0.00 

3.644 1.00 0.00 

ffifE# 2003-3083148 



#H 2002-236129 



i-i? : 859/ 



ATOM 878 


0 


GLY A 


64 158.365 


3.981 


4.198 1.00 0.00 


ATOM 879 


H 


GLY A 


64 157.973 


-0.002 


3.503 1.00 0.00 


ATOM 880 


1HA 


GLY A 


64 


156. 369 


1.738 


3.880 1.00 0.00 


ATOM 881 


2HA 


GLY A 


64 


157. 193 


2.121 


5.384 1.00 0.00 


ATOM 882 


N 


THR A 


65 


158. 548 


2.619 


2.416 1.00 0.00 


ATOM 883 


CA 


THR A 


65 


159. 322 


3.572 


1.629 1.00 0.00 


ATOM 884 


C 


THR A 


65 


158. 949 


3.489 


0.152 1.00 0.00 


ATOM 885 


0 


THR A 


65 


158. 860 


2.401 


-0.416 1.00 0.00 


ATOM 886 


CB 


THR A 


65 160.819 


3.313 


1.803 1.00 0.00 


ATOM 887 


0G1 


THR A 


65 


161.067 


1.935 


2.023 1.00 0.00 


ATOM 888 


CG2 


THR A 


65 


161.430 


4.078 


2.957 1.00 0.00 


ATOM 889 


H 


THR A 


65 


158. 330 


1.745 


2.028 1.00 0.00 


ATOM 890 


HA 


THR A 


65 


159. 094 


4.564 


1.990 1.00 0.00 


ATOM 891 


HB 


THR A 


65 


161.333 


3.610 


0.900 1.00 0.00 


ATOM 892 


HG1 


THR A 


65 


160. 761 


1.430 


1.267 1.00 0.00 


ATOM 893 


1HG2 


THR A 


65 


161. 652 


5.087 


2.641 1.00 0.00 


ATOM 894 


2HG2 THR A 


65 


162. 341 


3.590 


3.271 1.00 0.00 


ATOM 895 


3HG2 THR A 


65 


160. 732 


4.104 


3.781 1.00 0.00 


ATOM 896 


N 


PHE A 


66 


158. 732 


4.647 


-0.465 1.00 0.00 


ATOM 897 


CA 


PHE A 


66 


158. 369 


4.705 


-1.876 1.00 0.00 


ATOM 898 


C 


PHE A 


66 


159. 321 


5.616 


-2.644 1.00 0.00 


ATOM 899 


0 


PHE A 


66 


159. 363 


6.824 


-2.414 1.00 0.00 


ATOM 900 


CB 


PHE A 


66 


156. 931 


5.204 


-2.033 1.00 0.00 


ATOM 901 


CG 


PHE A 


66 


156. 344 


4.927 


-3.388 1.00 0.00 


ATOM 902 


CD1 


PHE A 


66 


156. 277 


5.925 


-4.346 1.00 0.00 


ATOM 903 


CD2 


PHE A 


66 


155. 859 


3.667 


-3.702 1.00 0.00 


ATOM 904 


CE1 


PHE A 


66 


155. 739 


5.673 


-5.594 1.00 0.00 


ATOM 905 


CE2 


PHE A 


66 


155. 318 


3.410 


-4.948 1.00 0.00 


ATOM 906 


CZ 


PHE A 


66 155.258 


4.413 


-5.895 1.00 0.00 



BW& 2003-3083148 



#11 2002-236129 



^-v : 860/ 



ATOM 907 


H 


ATOM 908 


HA 


ATOM 909 


1HB 


ATOM 910 


2HB 


ATOM 911 


HD1 


ATOM 912 


HD2 


ATOM 913 


HE1 


ATOM 914 


HE2 


ATOM 915 


HZ 


ATOM 916 


N 


ATOM 917 


CA 


ATOM 918 


C 


ATOM 919 


0 


ATOM 920 


CB 


ATOM 921 


CG 


ATOM 922 


CD 


ATOM 923 


NE 


ATOM 924 


CZ 


ATOM 925 


NH1 


ATOM 926 


NH2 


ATOM 927 


H 


ATOM 928 


HA 


ATOM 929 


1HB 


ATOM 930 


2HB 


ATOM 931 


1HG 


ATOM 932 


2HG 


ATOM 933 


1HD 


ATOM 934 


2HD 


ATOM 935 


HE 



PHE A 66 158.819 
PHE A 66 158.440 
PHE A 66 156.307 
PHE A 66 156.909 
PHE A 66 156.653 
PHE A 66 155.905 
PHE A 66 155. 692 
PHE A 66 154.943 
PHE A 66 154.836 
ARG A 67 160.086 
ARG A 67 161.038 
ARG A 67 162.073 
ARG A 67 162. 508 
ARG A 67 160.307 
ARG A 67 159.321 
ARG A 67 159. 188 
ARG A 67 159. 003 
ARG A 67 159. 198 
ARG A 67 159.585 
ARG A 67 159.008 
ARG A 67 160.007 
ARG A 67 161. 545 
ARG A 67 159. 767 
ARG A 67 161.037 
ARG A 67 159. 664 
ARG A 67 158.354 
ARG A 67 160. 085 
ARG A 67 158. 338 
ARG A 67 158. 717 



5.482 0.042 1.00 0.00 

3.706 -2.279 1.00 0.00 

4.722 -1.296 1.00 0.00 

6.273 -1.872 1.00 0.00 

6.910 -4.112 1.00 0.00 

2.882 -2.963 1.00 0.00 

6.460 -6.332 1.00 0.00 

2.424 -5.181 1.00 0.00 

4.213 -6.868 1.00 0.00 

5.027 -3.557 1.00 0.00 

5.785 -4.360 1.00 0.00 

6.468 -3.472 1.00 0.00 

7.586 -3.755 1.00 0.00 

6.828 -5.207 1.00 0.00 

6.229 -6.194 1.00 0.00 

7.088 -7.441 1.00 0.00 

8.500 -7.115 1.00 0.00 

9.493 -7.980 1.00 0.00 
9.233 -9.223 1.00 0.00 

10.749 -7.600 1.00 0.00 

4.060 -3.696 1.00 0.00 

5.093 -5.016 1.00 0.00 

7.494 -4.550 1.00 0.00 
7.400 -5.762 1.00 0.00 
5.246 -6.481 1.00 0.00 
6.149 -5.719 1.00 0.00 
6.981 -8.034 1.00 0.00 
6.744 -8.011 1.00 0.00 
8.720 -6.203 1.00 0.00 



&Mti&2 003-3083148 



V 



#M 2002-236129 ^—5> I 861/ 



ATOM 936 


1HH1 ARG A 


67 159.730 


8.288 


-9.515 1.00 0.00 


ATOM 937 


2HH1 ARG A 


67 159.730 


9.984 


-9.868 1.00 0.00 


ATOM 938 


1HH2 ARG A 


67 


158.716 


10. 950 


-6.665 1.00 0.00 


ATOM 939 


2HH2 


ARG A 


67 


159. 155 


11.495 


-8.250 1.00 0.00 


ATOM 940 


N 


GLY A 


68 162.462 


5.792 


-2.397 1.00 0.00 


ATOM 941 


CA 


GLY A 


68 


163.442 


6.350 


-1.484 1.00 0.00 


ATOM 942 


C 


GLY A 


68 


162. 894 


7.521 


-0.691 1.00 0.00 


ATOM 943 


0 


GLY A 


68 


163. 642 


8.412 


-0.291 1.00 0.00 


ATOM 944 


H 


GLY A 


68 


162. 080 


4.907 


-2.222 1.00 0.00 


ATOM 945 


1HA 


GLY A 


68 


163. 757 


5.579 


-0.796 1.00 0.00 


ATOM 946 


2HA 


GLY A 


68 


164. 298 


6.684 


-2.052 1.00 0.00 


ATOM 947 


N 


THR A 


69 


161.585 


7.516 


-0.463 1.00 0.00 


ATOM 948 


CA 


THR A 


69 


160.934 


8.585 


0.287 1.00 0.00 


ATOM 949 


C 


THR A 


69 


160. 118 


8.020 


1.443 1.00 0.00 


ATOM 950 


0 


THR A 


69 


158. 973 


7.605 


1.263 1.00 0.00 


ATOM 951 


CB 


THR A 


69 


160. 034 


9.408 


-0.636 1.00 0.00 


ATOM 952 


0G1 


THR A 


69 


160. 665 


9.633 


-1.884 1.00 0.00 


ATOM 953 


CG2 


THR A 


69 


159. 659 


10. 756 


-0.060 1.00 0.00 


ATOM 954 


H 


THR A 


69 


161.041 


6.777 


-0.808 1.00 0.00 


ATOM 955 


HA 


THR A 


69 


161.706 


9.227 


0.686 1.00 0.00 


ATOM 956 


HB 


THR A 


69 


159. 119 


8.859 


-0.812 1.00 0.00 


ATOM 957 


HGl 


THR A 


69 


161.414 


10.222 


-1.762 1.00 0.00 


ATOM 958 


1HG2 THR A 


69 


159. 279 


10.627 


0.943 1.00 0.00 


ATOM 959 


2HG2 THR A 


69 


158. 900 


11.214 


-0.677 1.00 0.00 


ATOM 960 


3HG2 THR A 


69 


160. 532 


11.391 


-0.034 1.00 0.00 


ATOM 961 


N 


ARG A 


70 


160.714 


8.007 


2.631 1.00 0.00 


ATOM 962 


CA 


ARG A 


70 


160.040 


7.492 


3.818 1.00 0.00 


ATOM 963 


C 


ARG A 


70 


158. 775 


8.291 


4.114 1.00 0.00 


ATOM 964 


0 


ARG A 


70 158.830 


9.502 


4.327 1.00 0.00 



ffiSE# 2003-3083148 



mm 2002-236129 



^-vl 862/ 



ATOM 965 
ATOM 966 
ATOM 967 
ATOM 968 
ATOM 969 
ATOM 970 
ATOM 971 
ATOM 972 
ATOM 973 
ATOM 974 
ATOM 975 
ATOM 976 
ATOM 977 
ATOM 978 
ATOM 979 
ATOM 980 
ATOM 981 
ATOM 982 
ATOM 983 
ATOM 984 
ATOM 985 
ATOM 986 
ATOM 987 
ATOM 988 
ATOM 989 
ATOM 990 
ATOM 991 
ATOM 992 
ATOM 993 



CB 


ARG A 


70 


CG 


ARG A 


70 


CD 


ARG A 


70 


NE 


A T**/~\ A 

ARG A 


70 


cz 


A T*/"l A 

ARG A 


70 


NH1 


ARG A 


70 


NH2 


A Ti/~t A 

ARG A 


70 


H 


A T>/~\ A 

ARG A 


70 


HA 


A T"» f\ A 

ARG A 


70 


1HB 


ARG A 


70 


Attn 

2HB 


A T\r\ A 

ARG A 


70 


1HG 


ARG A 


70 


2HG 


ARG A 


70 


1HD 


ARG A 


70 


2HD 


ARG A 


70 


HE 


ARG A 


70 


1HH1 


ARG A 


70 


2HH1 


ARG A 


70 


1HH2 


ARG A 


70 


2HH2 


ARG A 


70 


N 


TYR A 


71 


CA 


TYR A 


71 


c 


TYR A 


71 


0 


TYR A 


71 


CB 


TYR A 


71 


CG 


TYR A 


71 


CD1 


TYR A 


71 


CD2 


TYR A 


71 


CE1 


TYR A 


71 



160. 980 7. 538 

160.363 6.981 

160.901 7.687 

162.324 7.425 

163. 020 7. 882 

162.430 8.624 

164. 310 7. 596 

161.627 8.350 

159.766 6.466 

161.866 6.964 

161.263 8.564 

159.293 7.115 

160. 594 5. 928 

160.754 8.750 

160.353 7.341 

162. 785 6. 879 

161.457 8.842 

162.958 8.964 

164. 760 7. 038 

164. 833 7. 940 

157. 637 7. 605 

156.359 8.251 

155. 842 7. 876 

155. 337 8. 725 

155.330 7.859 

155. 555 8. 528 

155.502 7.798 

155. 820 9. 889 

155.707 8.406 



5.024 1.00 0.00 
6.296 1.00 0.00 
7.531 1.00 0.00 
7.735 1.00 0.00 
8.774 1.00 0.00 
9.703 1.00 0.00 
8.884 1.00 0.00 
2.711 1.00 0.00 

3.625 1.00 0.00 
4.797 1.00 0.00 
5.205 1.00 0.00 
6.255 1.00 0.00 
6.365 1.00 0.00 
7.414 1.00 0.00 
8.395 1.00 0.00 
7.064 1.00 0.00 

9.626 1.00 0.00 
10.481 1.00 0.00 

8.187 1.00 0.00 
9.665 1.00 0.00 
4.126 1.00 0.00 
4.398 1.00 0.00 
5.783 1.00 0.00 
6.519 1.00 0.00 
3.335 1.00 0.00 
1.998 1.00 0.00 
0.817 1.00 0.00 
1.917 1.00 0.00 
-0.407 1.00 0.00 



mSE#2 003-3083148 



m&2 0 0 2 



-236129 



^-V: 863/ 



ATOM 994 
ATOM 995 
ATOM 996 
ATOM 997 
ATOM 998 
ATOM 999 
ATOM 1000 
ATOM 1001 
ATOM 1002 
ATOM 1003 
ATOM 1004 
ATOM 1005 
ATOM 1006 
ATOM 1007 
ATOM 1008 
ATOM 1009 
ATOM 1010 
ATOM 1011 
ATOM 1012 
ATOM 1013 
ATOM 1014 
ATOM 1015 
ATOM 1016 
ATOM 1017 
ATOM 1018 
ATOM 1019 
ATOM 1020 
ATOM 1021 
ATOM 1022 



CE2 


TYR A 


71 


CZ 


TYR A 


71 


OH 


TYR A 


71 


H 


TYR A 


71 


HA 


TYR A 


71 


1HB 


TYR A 


71 


2HB 


TYR A 


71 


HD1 


TYR A 


71 


HD2 


TYR A 


71 


HE1 


TYR A 


71 


HE2 


TYR A 


71 


HH 


TYR A 


71 


N 


PHE A 


72 


CA 


PHE A 


72 


C 


PHE A 


72 


0 


PHE A 


72 


CB 


PHE A 


72 


CG 


PHE A 


72 


CD1 


PHE A 


72 


CD2 


PHE A 


72 


CE1 


PHE A 


72 


CE2 


PHE A 


72 


CZ 


PHE A 


72 


H 


PHE A 


72 


HA 


PHE A 


72 


1HB 


PHE A 


72 


2HB 


PHE A 


72 


HD1 


PHE A 


72 


HD2 


PHE A 


72 



156.025 10.504 

155.968 9.759 

156. 173 10. 368 

157. 658 6. 642 

156.512 9.319 

155.370 6.791 

154.344 8.131 

155.297 6.739 

155.865 10.470 

155. 662 7. 821 

156.231 11.564 

155.355 10.771 

155.971 6.601 

155.517 6.114 

156.412 4.983 

157.202 4.421 

154.069 5.631 

153.849 4.590 

153.914 3.241 

153.576 4.960 

153.712 2.281 

153.373 4.004 

153. 440 2. 663 

156.382 5.972 

155.572 6.935 

153.779 5.206 

153.430 6.473 

154.126 2.941 

153.523 6.008 



0.696 1.00 0.00 
-0.463 1.00 0.00 
-1.679 1.00 0.00 
3.950 1.00 0.00 
4.360 1.00 0.00 
3.182 1.00 0.00 
3.682 1.00 0.00 
0.863 1.00 0.00 
2.826 1.00 0.00 
-1.314 1.00 0.00 
0.654 1.00 0.00 
-1.977 1.00 0.00 
6.133 1.00 0.00 
7.430 1.00 0.00 
7.931 1.00 0.00 
7.171 1.00 0.00 
7.339 1.00 0.00 
6.279 1.00 0.00 
6.590 1.00 0.00 
4.972 1.00 0.00 
5.617 1.00 0.00 
3.995 1.00 0.00 
4.318 1.00 0.00 
5.503 1.00 0.00 
8.129 1.00 0.00 
8.288 1.00 0.00 
7.117 1.00 0.00 
7.607 1.00 0.00 
4.718 1.00 0.00 



ffiiE4# 2003-3083148 



#M 2002-236129 



^-v! 864/ 



ATOM 1023 


HE1 


PHE A 


ATOM 1024 


HE2 


PHE A 


ATOM 1025 


HZ 


PHE A 


ATOM 1026 


N 


THR A 


ATOM 1027 


CA 


THR A 


ATOM 1028 


C 


THR A 


ATOM 1029 


0 


THR A 


ATOM 1030 


CB 


THR A 


ATOM 1031 


0G1 


THR A 


ATOM 1032 


CG2 


THR A 


ATOM 1033 


H 


THR A 


ATOM 1034 


HA 


THR A 


ATOM 1035 


HB 


THR A 


ATOM 1036 


HG1 


THR A 


ATOM 1037 


1HG2 THR A 


ATOM 1038 


2HG2 THR A 


ATOM 1039 


3HG2 THR A 


ATOM 1040 


N 


CYS A 


ATOM 1041 


CA 


CYS A 


ATOM 1042 


C 


CYS A 


ATOM 1043 


0 


CYS A 


ATOM 1044 


CB 


CYS A 


ATOM 1045 


SG 


CYS A 


ATOM 1046 


H 


CYS A 


ATOM 1047 


HA 


CYS A 


ATOM 1048 


1HB 


CYS A 


ATOM 1049 


2HB 


CYS A 


ATOM 1050 


HG 


CYS A 


ATOM 1051 


N 


ALA A 



72 153.765 1.233 

72 153.161 4.306 

72 153.281 1.914 

73 156.281 4.657 
73 157.077 3.592 
73 156.235 2.340 
73 155.254 2.360 
73 157.667 4.061 
73 158.251 2.975 
73 156.646 4.699 
73 155.634 5.141 
73 157.884 3.358 
73 158.438 4.792 
73 158.876 2.524 
73 156.334 5.647 
73 157.086 4.860 

73 155.790 4.048 

74 156.626 1.250 
74 155.907 -0.012 
74 156.878 -1.179 
74 158.092 -0.983 
74 155.015 -0.236 
74 153.346 0.437 
74 157.416 1.297 
74 155.286 0.043 
74 155.470 0.235 
74 154.926 -1.296 

74 152.728 -0.208 

75 156.336 -2.390 



5.872 1.00 0.00 
2.980 1.00 0.00 

3.555 1.00 0.00 

9.212 1.00 0.00 

9.813 1.00 0.00 
10.030 1.00 0.00 
10.773 1.00 0.00 
11.145 1.00 0.00 
11.843 1.00 0.00 
12.060 1.00 0.00 

9.765 1.00 0.00 

9.135 1.00 0.00 
10.948 1.00 0.00 
11.270 1.00 0.00 
11.646 1.00 0.00 
13.034 1.00 0.00 
12.155 1.00 0.00 

9.377 1.00 0.00 

9.498 1.00 0.00 

9.653 1.00 0.00 

9.722 1.00 0.00 

8.275 1.00 0.00 

8.448 1.00 0.00 

8.799 1.00 0.00 
10.380 1.00 0.00 

7.416 1.00 0.00 

8.093 1.00 0.00 

8.096 1.00 0.00 

9.706 1.00 0.00 

ttlfE# 2003-3083148 



#M 2002-236129 



^--7 : 865/ 



ATOM 1052 


CA 


ALA A 


ATOM 1053 


C 


ALA A 


ATOM 1054 


0 


ALA A 


ATOM 1055 


CB 


ALA A 


ATOM 1056 


H 


ALA A 


ATOM 1057 


HA 


ALA A 


ATOM 1058 


1HB 


ALA A 


ATOM 1059 


2HB 


ALA A 


ATOM 1060 


3HB 


ALA A 


ATOM 1061 


N 


LEU A 


ATOM 1062 


CA 


LEU A 


ATOM 1063 


C 


LEU A 


ATOM 1064 


0 


LEU A 


ATOM 1065 


CB 


LEU A 


ATOM 1066 


CG 


LEU A 


ATOM 1067 


CD1 


LEU A 


ATOM 1068 


CD2 


LEU A 


ATOM 1069 


H 


LEU A 


ATOM 1070 


HA 


LEU A 


ATOM 1071 


1HB 


LEU A 


ATOM 1072 


2HB 


LEU A 


ATOM 1073 


HG 


LEU A 


ATOM 1074 


1HD1 LEU A 


ATOM 1075 


2HD1 LEU A 


ATOM 1076 


3HD1 LEU A 


ATOM 1077 


1HD2 LEU A 


ATOM 1078 


2HD2 LEU A 


ATOM 1079 


3HD2 LEU A 


ATOM 1080 


N 


LYS A 



75 157.155 
75 157.953 
75 157.700 
75 156.282 
75 155.362 
75 157.842 
75 156.077 
75 155.353 

75 156.797 

76 158.917 
76 159.752 
76 159.032 
76 158.388 
76 161.074 
76 161.972 
76 162.755 
76 162.916 
76 159.070 
76 159.958 
76 160.851 
76 161.624 
76 161.355 
76 163.565 
76 162.100 
76 163.159 
76 163.625 
76 163.445 

76 162.348 

77 159.145 



-3.588 9.852 1.00 0.00 

-3.865 8.582 1.00 0.00 

-3.270 7.536 1.00 0.00 

-4.784 10.200 1.00 0.00 

-2.482 9.645 1.00 0.00 

-3.423 10.669 1.00 0.00 

-5.353 9.306 1.00 0.00 

-4.438 10.629 1.00 0.00 

-5.409 10.915 1.00 0.00 

-4.774 8.683 1.00 0.00 

-5.131 7.542 1.00 0.00 

-6.118 6.628 1.00 0.00 

-7.056 7.097 1.00 0.00 

-5.735 8.021 1.00 0.00 

-4.781 8.812 1.00 0.00 

-5.542 9.871 1.00 0.00 

-4.041 7.877 1.00 0.00 

-5.215 9.545 1.00 0.00 

-4.229 6.987 1.00 0.00 

-6.588 8.645 1.00 0.00 

-6.077 7.156 1.00 0.00 

-4.050 9.315 1.00 0.00 

-6.082 9.401 1.00 0.00 

-6.238 10.373 1.00 0.00 

-4.844 10.590 1.00 0.00 

-4.738 7.455 1.00 0.00 

-3.278 8.428 1.00 0.00 

-3.581 7.081 1.00 0.00 

-5.898 5.323 1.00 0.00 



mfE# 2003-3083148 



&m 2 0 0 2 



ATOM 1081 


CA 


LYS A 


77 158.504 


ATOM 1082 


C 


LYS A 


77 156.987 


ATOM 1083 


0 


LYS A 


77 156.324 


ATOM 1084 


CB 


LYS A 


77 159.023 


ATOM 1085 


CG 


LYS A 


77 160.538 


ATOM 1086 


CD 


LYS A 


77 161.091 


ATOM 1087 


CE 


LYS A 


77 162.387 


ATOM 1088 


NZ 


LYS A 


77 162.485 


ATOM 1089 


H 


LYS A 


77 159.672 


ATOM 1090 


HA 


LYS A 


77 158.755 


ATOM 1091 


1HB 


LYS A 


77 158.670 


ATOM 1092 


2HB 


LYS A 


77 158.631 


ATOM 1093 


1HG 


LYS A 


77 160.951 


ATOM 1094 


2HG 


LYS A 


77 160.829 


ATOM 1095 


1HD 


LYS A 


77 161.279 


ATOM 1096 


2HD 


LYS A 


77 160.360 


ATOM 1097 


1HE 


LYS A 


77 162.431 


ATOM 1098 


2HE 


LYS A 


77 163.217 


ATOM 1099 


1HZ 


LYS A 


77 161.550 


ATOM 1100 


2HZ 


LYS A 


77 162.839 


ATOM 1101 


3HZ 


LYS A 


77 163.139 


ATOM 1102 


N 


LYS A 


78 156.445 


ATOM 1103 


CA 


LYS A 


78 155.007 


ATOM 1104 


C 


LYS A 


78 154.546 


ATOM 1105 


0 


LYS A 


78 153.689 


ATOM 1106 


CB 


LYS A 


78 154.630 


ATOM 1107 


CG 


LYS A 


78 155.068 


ATOM 1108 


CD 


LYS A 


78 154.557 


ATOM 1109 


CE 


LYS A 


78 153.324 



2 3 6 1 2 9 ^-v : 866/ 

6.766 4.342 1.00 0.00 

■6.744 4.503 1.00 0.00 

-7.772 4.375 1.00 0.00 

-8.199 4.483 1.00 0.00 

-8.303 4.461 1.00 0.00 

-8.095 3.059 1.00 0.00 

-7.301 3.083 1.00 0.00 

-6.363 1.932 1.00 0.00 

-5.132 5.010 1.00 0.00 

-6.398 3.358 1.00 0.00 

-8.607 5.419 1.00 0.00 

-8.794 3.670 1.00 0.00 

-7.548 5.114 1.00 0.00 

-9.282 4.810 1.00 0.00 

-9.058 2.610 1.00 0.00 

-7.557 2.471 1.00 0.00 

-6.735 4.001 1.00 0.00 

-7.991 3.047 1.00 0.00 

-5.963 1.714 1.00 0.00 

-6.863 1.092 1.00 0.00 

-5.586 2.158 1.00 0.00 

-5.564 4.785 1.00 0.00 

-5.407 4.964 1.00 0.00 

-4.032 4.488 1.00 0.00 
-3.405 5.110 1.00 0.00 
-5.604 6.433 1.00 0.00 
-6.946 6.999 1.00 0.00 
-7.146 8.417 1.00 0.00 
-8.035 8.449 1.00 0.00 



2003-3083148 



#H 2 0 0 2 



-236129 



867/ 



ATOM 1110 
ATOM 1111 
ATOM 1112 
ATOM 1113 
ATOM 1114 
ATOM 1115 
ATOM 1116 
ATOM 1117 
ATOM 1118 
ATOM 1119 
ATOM 1120 
ATOM 1121 
ATOM 1122 
ATOM 1123 
ATOM 1124 
ATOM 1125 
ATOM 1126 
ATOM 1127 
ATOM 1128 
ATOM 1129 
ATOM 1130 
ATOM 1131 
ATOM 1132 
ATOM 1133 
ATOM 1134 
ATOM 1135 
ATOM 1136 
ATOM 1137 
ATOM 1138 



NZ 


LYS A 


78 


H 


LYS A 


78 


HA 


LYS A 


78 


1HB 


LYS A 


78 


2HB 


LYS A 


78 


1HG 


LYS A 


78 


2HG 


LYS A 


78 


1HD 


LYS A 


78 


2HD 


LYS A 


78 


1HE 


LYS A 


78 


2HE 


LYS A 


78 


1HZ 


LYS A 


78 


2HZ 


LYS A 


78 


3HZ 


LYS A 


78 


N 


ALA A 


79 


CA 


ALA A 


79 


C 


ALA A 


79 


0 


ALA A 


79 


CB 


ALA A 


79 


H 


ALA A 


79 


HA 


ALA A 


79 


1HB 


ALA A 


79 


2HB 


ALA A 


79 


3HB 


ALA A 


79 


N 


LEU A 


80 


CA 


LEU A 


80 


C 


LEU A 


80 


0 


LEU A 


80 


CB 


LEU A 


80 



152.234 -7.445 

157.026 -4.779 

154.515 -6.163 

155.093 -4.824 

153.558 -5.529 

154.677 -7.734 

156.147 -6.989 

155.335 -7.607 

154.306 -6.183 

152.965 -8.170 

153.598 -8.994 

152. 631 -7. 002 

151.563 -8.185 
151.722 -6.723 
155. 121 -3. 572 
154.769 -2.273 
154.594 -2.354 

155.564 -2.522 
155.829 -1.241 
155.797 -4.119 
153.835 -1.961 
155.353 -0.297 
156. 504 -1. 116 
156.383 -1.576 
153.350 -2.236 
153.048 -2.297 
152.227 -1.087 
151.035 -0.995 
152.292 -3.586 



9.274 1.00 0.00 
4.874 1.00 0.00 
4.370 1.00 0.00 
7.019 1.00 0.00 
6.531 1.00 0.00 
6.372 1.00 0.00 
7.004 1.00 0.00 
9.007 1.00 0.00 
8.838 1.00 0.00 
7.439 1.00 0.00 
8.862 1.00 0.00 
10.127 1.00 0.00 
9.563 1.00 0.00 
8.727 1.00 0.00 
3.382 1.00 0.00 
2.822 1.00 0.00 
1.310 1.00 0.00 
0.571 1.00 0.00 
3.178 1.00 0.00 
2.931 1.00 0.00 
3.266 1.00 0.00 
3.400 1.00 0.00 
2.344 1.00 0.00 
4.042 1.00 0.00 
0.856 1.00 0.00 
-0.569 1.00 0.00 
-1.004 1.00 0.00 
-0.709 1.00 0.00 
-0.896 1.00 0.00 



ffiiE#2 003-3083148 



#M 2002-236129 



868/ 



ATOM 1139 


CG 


LEU A 


ATOM 1140 


CD1 


LEU A 


ATOM 1141 


CD2 


LEU A 


ATOM 1142 


H 


LEU A 


ATOM 1143 


HA 


LEU A 


ATOM 1144 


1HB 


LEU A 


ATOM 1145 


2HB 


LEU A 


ATOM 1146 


HG 


LEU A 


ATOM 1147 


1HD1 


LEU A 


ATOM 1148 


2HD1 LEU A 


ATOM 1149 


3HD1 LEU A 


ATOM 1150 


1HD2 LEU A 


ATOM 1151 


2HD2 LEU A 


ATOM 1152 


3HD2 LEU A 


ATOM 1153 


N 


PHE A 


ATOM 1154 


CA 


PHE A 


ATOM 1155 


C 


PHE A 


ATOM 1156 


0 


PHE A 


ATOM 1157 


CB 


PHE A 


ATOM 1158 


CG 


PHE A 


ATOM 1159 


CD1 


PHE A 


ATOM 1160 


CD2 


PHE A 


ATOM 1161 


CE1 


PHE A 


ATOM 1162 


CE2 


PHE A 


ATOM 1163 


CZ 


PHE A 


ATOM 1164 


H 


PHE A 


ATOM 1165 


HA 


PHE A 


ATOM 1166 


1HB 


PHE A 


ATOM 1167 


2HB 


PHE A 



80 151.856 
80 153.048 
80 150.775 
80 152.619 
80 153.984 
80 152.927 
80 151.409 
80 151.448 
80 153.869 
80 152.775 
80 153.348 
80 150.078 
80 151.227 

80 150.250 

81 152.873 
81 152.202 
81 151.397 
81 151.830 
81 153.225 
81 153.798 
81 153.181 
81 154.951 
81 153.705 
81 155.480 
81 154.856 
81 153.823 
81 151.528 
81 154.043 
81 152.752 



-3.730 -2.355 1.00 0.00 

-4.071 -3.236 1.00 0.00 

-4.791 -2.485 1.00 0.00 

-2.105 1.494 1.00 0.00 

-2.293 -1.107 1.00 0.00 

-4.424 -0.645 1.00 0.00 

-3.627 -0.275 1.00 0.00 

-2.790 -2.696 1.00 0.00 

-3.409 -3.002 1.00 0.00 

-3.951 -4.273 1.00 0.00 

-5.093 -3.058 1.00 0.00 

-4.699 -1.665 1.00 0.00 

-5.772 -2.463 1.00 0.00 

-4.658 -3.419 1.00 0.00 

-0.161 -1.704 1.00 0.00 

1.044 -2.178 1.00 0.00 

0.757 -3.441 1.00 0.00 

-0.004 -4.307 1.00 0.00 

2.147 -2.452 1.00 0.00 

2.757 -1.203 1.00 0.00 

3.843 -0.603 1.00 0.00 

2.244 -0.632 1.00 0.00 

4.406 0.546 1.00 0.00 

2.804 0.515 1.00 0.00 

3.885 1.105 1.00 0.00 

-0.290 -1.907 1.00 0.00 

1.375 -1.403 1.00 0.00 
1.736 -3.025 1.00 0.00 
2.935 -3.020 1.00 0.00 



ffiSE# 2003-3083148 



S&M. 2 0 0 2 -2 3 6 1 2 5 



^-v! 869/ 



ATOM 1168 
ATOM 1169 
ATOM 1170 
ATOM 1171 
ATOM 1172 
ATOM 1173 
ATOM 1174 
ATOM 1175 
ATOM 1176 
ATOM 1177 
ATOM 1178 
ATOM 1179 
ATOM 1180 
ATOM 1181 
ATOM 1182 
ATOM 1183 
ATOM 1184 
ATOM 1185 
ATOM 1186 
ATOM 1187 
ATOM 1188 
ATOM 1189 
ATOM 1190 
ATOM 1191 
ATOM 1192 
ATOM 1193 
ATOM 1194 
ATOM 1195 
ATOM 1196 



C 
0 

CB 



HD1 PHE A 
HD2 PHE A 
HE1 PHE A 
HE2 PHE A 
HZ PHE A 
N VAL A 
CA VAL A 
VAL A 
VAL A 
VAL A 
CGI VAL A 
CG2 VAL A 
H VAL A 
HA VAL A 
HB VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N LYS A 
CA LYS A 
C LYS A 
LYS A 
LYS A 
CG LYS A 
CD LYS A 
CE LYS A 



0 
CB 



81 152.282 
81 155.440 
81 153.215 
81 156.380 

81 155.267 

82 150.223 
82 149.357 
82 148.503 
82 148.414 
82 148.432 
82 149.244 
82 147.598 
82 149.931 
82 149.986 
82 147.762 
82 149.765 
82 148.582 
82 149.960 
82 148.172 
82 146.703 

82 147.326 

83 147.878 
83 147.030 
83 145.755 
83 144.987 
83 146.683 
83 147.897 
83 147.601 
83 148.279 



4.250 -1.039 1.00 0.00 

1.398 -1.092 1.00 0.00 

5.252 1.005 1.00 0.00 

2.395 0.951 1.00 0.00 

4.324 2.002 1.00 0.00 

1.371 -3.541 1.00 0.00 

1.182 -4.698 1.00 0.00 

2.419 -4.955 1.00 0.00 

3.310 -4.111 1.00 0.00 

-0.036 -4.516 1.00 0.00 

-1.323 -4.481 1.00 0.00 

0.110 -3.253 1.00 0.00 

1.966 -2.818 1.00 0.00 

1.005 -5.558 1.00 0.00 

-0.084 -5.361 1.00 0.00 

-1.444 -5.419 1.00 0.00 

-2.162 -4.327 1.00 0.00 

-1.275 -3.674 1.00 0.00 

-0.224 -2.401 1.00 0.00 

-0.488 -3.341 1.00 0.00 

1.146 -3.118 1.00 0.00 

2.467 -6.127 1.00 0.00 

3.595 -6.496 1.00 0.00 
3.614 -5.663 1.00 0.00 
2.651 -5.660 1.00 0.00 
3.532 -7.985 1.00 0.00 

3.596 -8.895 1.00 0.00 
2.995 -10.260 1.00 0.00 
3.778 -11.373 1.00 0.00 



ffiiE# 2003-3083148 



mm 2002-236129 



: 870/ 



ATOM 


1197 


NZ 


LYS 


A 


83 


148. 


ATOM 


1198 


H 


LYS 


A 


83 


147. 


ATOM 


1199 


HA 


LYS 


A 


83 


147. 


ATOM 


1200 


1HB 


LYS 


A 


83 


146. 


ATOM 


1201 


2HB 


LYS 


A 


83 


146. 


ATOM 


1202 


1HG 


LYS 


A 


83 


148. 


ATOM 


1203 


2HG 


LYS 


A 


83 


148. 


ATOM 


1204 


1HD 


LYS 


A 


83 


147. 


ATOM 


1205 


2HD 


LYS 


A 


83 


146. 


ATOM 


1206 


1HE 


LYS 


A 


83 


147. 


ATOM 


1207 


2HE 


LYS 


A 


83 


149. 


ATOM 


1208 


1HZ 


LYS 


A 


83 


149. 


ATOM 


1209 


2HZ 


LYS 


A 


83 


149. 


ATOM 


1210 


3HZ 


LYS 


A 


83 


148. 


ATOM 


1211 


N 


LEU 


A 


84 


145. 


ATOM 


1212 


CA 


LEU 


A 


84 


144. 


ATOM 


1213 


C 


LEU 


A 


84 


143. 


ATOM 


1214 


0 


LEU 


A 


84 


142. 


ATOM 


1215 


CB 


LEU 


A 


84 


144. 


ATOM 


1216 


CG 


LEU 


A 


84 


143. 


ATOM 


1217 


CD1 


LEU 


A 


84 


143. 


ATOM 


1218 


CD2 


LEU 


A 


84 


142. 


ATOM 


1219 


H 


LEU 


A 


84 


146. 


ATOM 


1220 


HA 


LEU 


A 


84 


144. 


ATOM 


1221 


1HB 


LEU 


A 


84 


145. 


ATOM 


1222 


2HB 


LEU 


A 


84 


144. 


ATOM 


1223 


HG 


LEU 


A 


84 


142. 


ATOM 


1224 


1HD1 LEU 


A 


84 


144. 


ATOM 


1225 


2HD1 LEU 


A 


84 


143. 



808 2.884 -12.439 1.00 0.00 

989 1.725 -6.758 1.00 0.00 

583 4.502 -6.304 1.00 0.00 

160 2.608 -8.181 1.00 0.00 

034 4.361 -8.225 1.00 0.00 

185 4.629 -9.023 1.00 0.00 

708 3.047 -8.439 1.00 0.00 

961 1.977 -10.280 1.00 0.00 

534 3.005 -10.421 1.00 0.00 
559 4.455 -11.810 1.00 0.00 
096 4.346 -10.952 1.00 0.00 
205 2.020 -12.015 1.00 0.00 
557 3.368 -12.974 1.00 0.00 
046 2.618 -13.094 1.00 0.00 

535 4.718 -4.959 1.00 0.00 
352 4.870 -4.120 1.00 0.00 
077 4.738 -4.947 1.00 0.00 
063 4.234 -4.466 1.00 0.00 
380 6.228 -3.414 1.00 0.00 
142 6.549 -2.574 1.00 0.00 
231 5.874 -1.214 1.00 0.00 
985 8.054 -2.414 1.00 0.00 
184 5.450 -5.003 1.00 0.00 
368 4.087 -3.376 1.00 0.00 
245 6.255 -2.768 1.00 0.00 
488 6. 995 -4. 164 1. 00 0. 00 
265 6.171 -3.077 1.00 0.00 
055 6. 293 -0. 656 1. 00 0. 00 
388 4.813 -1.349 1.00 0.00 
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ATOM 1226 


3HD1 


LEU A 


84 


142. 310 


6.034 


-0.672 1.00 0.00 


ATOM 1227 


1HD2 


LEU A 


84 


142. 097 


8.263 


-1.837 1.00 0.00 


ATOM 1228 


2HD2 


LEU A 


84 


142. 898 


8.512 


-3.388 1.00 0.00 


ATOM 1229 


3HD2 


LEU A 


84 


143. 848 


8.454 


-1.904 1.00 0.00 


ATOM 1230 


N 


LYS A 


85 


143. 138 


5.191 


-6.194 1.00 0.00 


ATOM 1231 


CA 


LYS A 


85 


141.990 


5.122 


-7.089 1.00 0.00 


ATOM 1232 


C 


LYS A 


85 


141.606 


3.673 


-7.372 1.00 0.00 


ATOM 1233 


0 


LYS A 


85 


140.448 


3.373 


-7.667 1.00 0.00 


ATOM 1234 


CB 


LYS A 


85 


142. 293 


5.847 


-8.402 1.00 0.00 


ATOM 1235 


CG 


LYS A 


85 


143. 649 


5.494 


-8.994 1.00 0.00 


ATOM 1236 


CD 


LYS A 


85 


144. 650 


6.623 


-8.809 1.00 0.00 


ATOM 1237 


CE 


LYS A 


85 


144. 379 


7.771 


-9.768 1.00 0.00 


ATOM 1238 


NZ 


LYS A 


85 


144. 695 


9.092 


-9.156 1.00 0.00 


ATOM 1239 


H 


LYS A 


85 


143. 976 


5.581 


-6.521 1.00 0.00 


ATOM 1240 


HA 


LYS A 


85 


141.161 


5.612 


-6.602 1.00 0.00 


ATOM 1241 


1HB 


LYS A 


85 


141. 531 


5.593 


-9.125 1.00 0.00 


ATOM 1242 


2HB 


LYS A 


85 


142. 267 


6.912 


-8.225 1.00 0.00 


ATOM 1243 


1HG 


LYS A 


85 


144. 025 


4.609 


-8.504 1.00 0.00 


ATOM 1244 


2HG 


LYS A 


85 


143. 529 


5.300 


-10.050 1.00 0.00 


ATOM 1245 


1HD 


LYS A 


85 


144. 583 


6.990 


-7.796 1.00 0.00 


ATOM 1246 


2HD 


LYS A 


85 


145. 645 


6.241 


-8.991 1.00 0.00 


ATOM 1247 


1HE 


LYS A 


85 


144.987 


7.639 


-10.650 1.00 0.00 


ATOM 1248 


2HE 


LYS A 


85 


143.335 


7.753 


-10.045 1.00 0.00 


ATOM 1249 


1HZ 


LYS A 


85 


143.841 


9.499 


-8.724 1.00 0.00 


ATOM 1250 


2HZ 


LYS A 


85 145.048 


9.748 


-9.883 1.00 0.00 


ATOM 1251 


3HZ 


LYS A 


85 


145.423 


8.980 


-8.422 1.00 0.00 


ATOM 1252 


N 


SER A 


86 


142. 584 


2.775 


-7.280 1.00 0.00 


ATOM 1253 


CA 


SER A 


86 


142.345 


1.358 


-7.525 1.00 0.00 


ATOM 1254 


C 


SER A 


86 


142.297 


0.580 


-6.214 1.00 0.00 
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ATOM 1255 
ATOM 1256 
ATOM 1257 
ATOM 1258 
ATOM 1259 
ATOM 1260 
ATOM 1261 
ATOM 1262 
ATOM 1263 
ATOM 1264 
ATOM 1265 
ATOM 1266 
ATOM 1267 
ATOM 1268 
ATOM 1269 
ATOM 1270 
ATOM 1271 
ATOM 1272 
ATOM 1273 
ATOM 1274 
ATOM 1275 
ATOM 1276 
ATOM 1277 
ATOM 1278 
ATOM 1279 
ATOM 1280 
ATOM 1281 
ATOM 1282 
ATOM 1283 



0 


SER 


A 


86 


CB 


SER 


A 


86 


OG 


SER 


A 


86 


H 


SER 


A 


86 


HA 


SER 


A 


86 


1HB 


SER 


A 


86 


2HB 


SER 


A 


86 


HG 


SER 


A 


86 


N 


CYS 


A 


87 


CA 


CYS 


A 


87 


C 


CYS 


A 


87 


0 


CYS 


A 


87 


CB 


CYS 


A 


87 


SG 


CYS 


A 


87 


H 


CYS 


A 


87 


HA 


CYS 


A 


87 


1HB 


CYS 


A 


87 


2HB 


CYS 


A 


87 


HG 


CYS 


A 


87 


N 


ARG 


A 


88 


CA 


ARG 


A 


88 


C 


ARG 


A 


88 


0 


ARG 


A 


88 


CB 


ARG 


A 


88 


CG 


ARG 


A 


88 


CD 


ARG 


A 


88 


NE 


ARG 


A 


88 


CZ 


ARG 


A 


88 


NH1 


ARG 


A 


88 



142.676 -0.590 

143.436 0.785 

143.186 1.098 

143.486 3.074 

141.391 1.263 

144.392 1.203 
143.467 -0.288 
143. 785 0. 598 
141.826 1.238 
141.728 0.608 
140.270 0.475 
139.516 1.447 
142.505 1.419 
144.295 1.167 
141.539 2.169 
142. 161 -0. 378 
142.317 2.470 
142. 164 1. 146 
144.701 1.992 
139.880 -0.736 
138.512 -0.995 
138.430 -1.067 
139.290 -1.665 
138.000 -2.300 
137.215 -2.102 
135.847 -2.762 
135.501 -3.440 
136.046 -4.589 
136. 960 -5. 190 



-6.160 1.00 0.00 
-8.432 1.00 0.00 
-9.791 1.00 0.00 
-7.041 1.00 0.00 
-8.022 1.00 0.00 
-8.149 1.00 0.00 
-8.321 1.00 0.00 
-10.350 1.00 0.00 
-5.159 1.00 0.00 
-3.846 1.00 0.00 
-3.416 1.00 0.00 
-3.434 1.00 0.00 
-2.808 1.00 0.00 
-2.864 1.00 0.00 
-5.264 1.00 0.00 
-3.918 1.00 0.00 
-2.968 1.00 0.00 
-1.820 1.00 0.00 
-3.141 1.00 0.00 
-3. 030 1. 00 0. 00 
-2.595 1.00 0.00 
-1.070 1.00 0.00 
-0.424 1.00 0.00 
-3.207 1.00 0.00 
-4.496 1.00 0.00 
-4.426 1.00 0.00 
-5. 673 1. 00 0. 00 
-6. 067 1. 00 0. 00 
-5.316 1.00 0.00 
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ATOM 1284 NH2 ARG A 88 135. 675 
ATOM 1285 H ARG A 88 140. 527 
ATOM 1286 HA ARG A 88 137. 897 
ATOM 1287 1HB ARG A 88 138.844 
ATOM 1288 2HB ARG A 88 137. 357 
ATOM 1289 1HG ARG A 88 137. 085 
ATOM 1290 2HG ARG A 88 137. 773 
ATOM 1291 1HD ARG A 88 135. 849 
ATOM 1292 2HD ARG A 88 135. 106 
ATOM 1293 HE ARG A 88 134. 829 
ATOM 1294 1HH1 ARG A 88 137. 245 
ATOM 1295 2HH1 ARG A 88 137. 365 
ATOM 1296 1HH2 ARG A 88 134. 986 
ATOM 1297 2HH2 ARG A 88 136. 084 
ATOM 1298 N PRO A 89 137.389 
PRO A 89 137. 207 
PRO A 89 137. 212 
PRO A 89 136.542 



ATOM 1299 CA 

ATOM 1300 C 

ATOM 1301 0 

ATOM 1302 CB 

ATOM 1303 CG 

ATOM 1304 CD 



PRO A 89 135.834 

PRO A 89 135. 628 

PRO A 89 136.314 

ATOM 1305 HA PRO A 89 137. 962 

ATOM 1306 1HB PRO A 89 135.080 

ATOM 1307 2HB PRO A 89 135.843 

ATOM 1308 1HG PRO A 89 134.572 

ATOM 1309 2HG PRO A 89 136.074 

ATOM 1310 1HD PRO A 89 135.627 

ATOM 1311 2HD PRO A 89 136.721 

ATOM 1312 N ASP A 90 137.971 



-5.138 -7.216 1.00 0.00 
-1.472 -3.037 1.00 0.00 
-0.179 -2.942 1.00 0.00 
-2.940 -3.420 1.00 0.00 
-2.793 -2.491 1.00 0.00 
-1.044 -4.666 1.00 0.00 
-2.534 -5.313 1.00 0.00 
-3.484 -3.624 1.00 0.00 
-2.002 -4.223 1.00 0.00 
-3.017 -6.247 1.00 0.00 
-4.782 -4.449 1.00 0.00 
-6.054 -5.618 1.00 0.00 
-4.690 -7.785 1.00 0.00 
-6.001 -7.512 1.00 0.00 
-0.458 -0.470 1.00 0.00 
-0.463 0.985 1.00 0.00 
-1.874 1.563 1.00 0.00 
-2.770 1.047 1.00 0.00 
0.187 1.178 1.00 0.00 
1.014 -0.042 1.00 0.00 
0.280 -1.159 1.00 0.00 
0.129 1.480 1.00 0.00 
-0.582 1.268 1.00 0.00 
0.795 2.070 1.00 0.00 
1.109 -0.247 1.00 0.00 
1.988 0.095 1.00 0.00 
-0.400 -1.641 1.00 0.00 
0.978 -1.875 1.00 0.00 
-2.066 2.637 1.00 0.00 
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ATOM 1313 CA ASP A 90 138.062 -3.369 3.286 1.00 0.00 

ATOM 1314 C ASP A 90 137.194 -3.414 4.539 1.00 0.00 

ATOM 1315 0 ASP A 90 137.553 -2.852 5.574 1.00 0.00 

ATOM 1316 CB ASP A 90 139.515 -3.683 3.646 1.00 0.00 

ATOM 1317 CG ASP A 90 139.770 -5.170 3.779 1.00 0.00 

ATOM 1318 0D1 ASP A 90 138.998 -5.960 3.194 1.00 0.00 

ATOM 1319 0D2 ASP A 90 140.742 -5.547 4.466 1.00 0.00 

ATOM 1320 H ASP A 90 138.481 -1.313 3.003 1.00 0.00 

ATOM 1321 HA ASP A 90 137.705 -4.112 2.588 1.00 0.00 

ATOM 1322 1HB ASP A 90 140.163 -3.293 2.876 1.00 0.00 

ATOM 1323 2HB ASP A 90 139.756 -3.209 4.586 1.00 0.00 

ATOM 1324 N SERA 91 136.051 -4.083 4.438 1.00 0.00 

ATOM 1325 CA SERA 91 135.132 -4.199 5.565 1.00 0.00 

ATOM 1326 C SERA 91 135.319 -5.531 6.287 1.00 0.00 

ATOM 1327 0 SERA 91 134.391 -6.042 6.914 1.00 0.00 

ATOM 1328 CB SERA 91 133.685 -4.070 5.084 1.00 0.00 

ATOM 1329 OG SERA 91 132.862 -3.503 6.087 1.00 0.00 

ATOM 1330 H SERA 91 135.820 -4.509 3.586 1.00 0.00 

ATOM 1331 HA SERA 91 135.347 -3.396 6.253 1.00 0.00 

ATOM 1332 1HB SERA 91 133.654 -3.437 4.210 1.00 0.00 

ATOM 1333 2HB SERA 91 133.305 -5.048 4.835 1.00 0.00 

ATOM 1334 HG SERA 91 132.155 -4.114 6.306 1.00 0.00 

ATOM 1335 N ARG A 92 136.523 -6.087 6.196 1.00 0.00 

ATOM 1336 CA ARG A 92 136.827 -7.358 6.843 1.00 0.00 

ATOM 1337 C ARG A 92 136.775 -7.223 8.3611.00 0.00 

ATOM 1338 0 ARG A 92 136.495 -8.190 9.069 1.00 0.00 

ATOM 1339 CB ARG A 92 138.206 -7.857 6.410 1.00 0.00 

ATOM 1340 CG ARG A 92 138.174 -8.739 5.172 1.00 0.00 

ATOM 1341 CD ARG A 92 138.248 -10.214 5.535 1.00 0.00 
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ATOM 1342 


NE 


ARG A 


ATOM 1343 


CZ 


ARG A 


ATOM 1344 


NH1 


ARG A 


ATOM 1345 


NH2 


ARG A 


ATOM 1346 


H 


ARG A 


ATOM 1347 


HA 


ARG A 


ATOM 1348 


1HB 


ARG A 


ATOM 1349 


2HB 


ARG A 


ATOM 1350 


1HG 


ARG A 


ATOM 1351 


2HG 


ARG A 


ATOM 1352 


1HD 


ARG A 


ATOM 1353 


2HD 


ARG A 


ATOM 1354 


HE 


ARG A 


ATOM 1355 


1HH1 


ARG A 


ATOM 1356 


2HH1 ARG A 


ATOM 1357 


1HH2 ARG A 


ATOM 1358 


2HH2 ARG A 


ATOM 1359 


N 


PHE A 


ATOM 1360 


CA 


PHE A 


ATOM 1361 


C 


PHE A 


ATOM 1362 


0 


PHE A 


ATOM 1363 


CB 


PHE A 


ATOM 1364 


CG 


PHE A 


ATOM 1365 


CD1 


PHE A 


ATOM 1366 


CD2 


PHE A 


ATOM 1367 


CE1 


PHE A 


ATOM 1368 


CE2 


PHE A 


ATOM 1369 


CZ 


PHE A 


ATOM 1370 


H 


PHE A 



92 136.935 -10.764 
92 136.749 -11.965 
92 137.787 -12.744 
92 135.521 -12.389 
92 137.223 -5.632 
92 136.081 -8.074 
92 138.836 -7.006 
92 138.641 -8.425 
92 137.254 -8.557 
92 139.014 -8.489 
92 138.656 -10.758 
92 138.899 -10.328 
92 136.150 -10.210 
92 138.716 -12.431 
92 137.641 -13.646 
92 134.735 -11.806 

92 135.380 -13.291 

93 137.048 -6.019 
93 137.034 -5.761 
93 135.930 -4.775 
93 136.032 -4.064 
93 138.389 -5.219 
93 139.526 -6.177 
93 139.891 -6.553 
93 140.229 -6.702 
93 140.935 -7.433 
93 141.274 -7.583 
93 141.628 -7.948 
93 137.266 -5.288 



5.863 1.00 0.00 
6.405 1.00 0.00 

6.682 1.00 0.00 
6.672 1.00 0.00 

5.683 1.00 0.00 
6.531 1.00 0.00 
6.201 1.00 0.00 
7.219 1.00 0.00 
4.636 1.00 0.00 
4.541 1.00 0.00 
4.696 1.00 0.00 
6.388 1.00 0.00 
5.669 1.00 0.00 
6.484 1.00 0.00 
7.089 1.00 0.00 
6.465 1.00 0.00 
7.079 1.00 0.00 
8.855 1.00 0.00 

10.290 1.00 0.00 
10.661 1.00 0.00 
11.661 1.00 0.00 
10.745 1.00 0.00 
10.522 1.00 0.00 

9.239 1.00 0.00 
11.595 1.00 0.00 

9.030 1.00 0.00 
11.393 1.00 0.00 
10.109 1.00 0.00 

8.240 1.00 0.00 
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ATOM 1371 


HA 


PHE A 


93 136.845 


-6. 699 


ATOM 1372 


1HB 


PHE A 


93 138.608 


-4. 314 


ATOM 1373 


2HB 


PHE A 


93 


138.344 


-4. 997 


ATOM 1374 


HD1 


PHE A 


93 


139. 349 


-6. 151 


ATOM 1375 


HD2 


PHE A 


93 


139.952 


-6.416 


ATOM 1376 


HE1 


PHE A 


93 


141.209 


-7.719 


ATOM 1377 


HE2 


PHE A 


93 


141.813 


-7. 983 


ATOM 1378 


HZ 


PHE A 


93 


142.445 


-8. 637 


ATOM 1379 


N 


ALA A 


94 


134.873 


-4.736 


ATOM 1380 


CA 


ALA A 


94 


133.756 


-3.835 


ATOM 1381 


C 


ALA A 


94 


132. 757 


-4.457 


ATOM 1382 


0 


ALA A 


94 


132. 321 


-5. 594 


ATOM 1383 


CB 


ALA A 


94 


133.067 


-3.468 


ATOM 1384 


H 


ALA A 


94 


134. 845 


-5. 326 


ATOM 1385 


HA 


ALA A 


94 


134. 151 


-2. 930 


ATOM 1386 


1HB 


ALA A 


94 


132. 561 


-4.335 


ATOM 1387 


2HB 


ALA A 


94 


133. 804 


-3. 125 


ATOM 1388 


3HB 


ALA A 


94 


132. 349 


-2. 681 


ATOM 1389 


N 


SER A 


95 


132. 399 


-3. 706 


ATOM 1390 


CA 


SER A 


95 


131.452 


-4.186 


ATOM 1391 


C 


SER A 


95 


130. 078 


-3. 554 


ATOM 1392 


0 


SER A 


95 


129. 848 


-2.409 


ATOM 1393 


CB 


SER A 


95 


131.965 


-3. 878 


ATOM 1394 


OG 


SER A 


95 


133. 165 


-4. 580 


ATOM 1395 


H 


SER A 


95 


132.781 


-2. 810 


ATOM 1396 


HA 


SER A 


95 


131.362 


-5.256 


ATOM 1397 


1HB 


SER A 


95 


132. 155 


-2. 819 


ATOM 1398 


2HB 


SER A 


95 


131.219 


-4.171 


ATOM 1399 


HG 


SER A 


95 


133.818 


-4.372 



10.792 1.00 0.00 
10.200 1.00 0.00 
11.801 1.00 0.00 
8.395 1.00 0.00 
12.599 1.00 0.00 
8.026 1.00 0.00 
12.237 1.00 0.00 
9.949 1.00 0.00 
9.854 1.00 0.00 
10.107 1.00 0.00 
11.077 1.00 0.00 
10.889 1.00 0.00 
8.802 1.00 0.00 
9.071 1.00 0.00 
10.545 1.00 0.00 
8.406 1.00 0.00 
8.090 1.00 0.00 
8.982 1.00 0.00 
12.113 1.00 0.00 
13.113 1.00 0.00 
12.910 1.00 0.00 
13.298 1.00 0.00 
14.521 1.00 0.00 
14.792 1.00 0.00 
12.209 1.00 0.00 
12.998 1.00 0.00 
14.609 1.00 0.00 
15.246 1.00 0.00 
14.120 1.00 0.00 
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ATOM 1400 
ATOM 1401 
ATOM 1402 
ATOM 1403 
ATOM 1404 
ATOM 1405 
ATOM 1406 
ATOM 1407 
ATOM 1408 
ATOM 1409 
ATOM 1410 
ATOM 1411 
ATOM 1412 
ATOM 1413 
ATOM 1414 
ATOM 1415 
ATOM 1416 
ATOM 1417 
ATOM 1418 
ATOM 1419 
ATOM 1420 
ATOM 1421 
ATOM 1422 
ATOM 1423 
ATOM 1424 
ATOM 1425 
ATOM 1426 
ATOM 1427 
ATOM 1428 



N 


LEU A 


96 


CA 


LEU A 


96 


C 


LEU A 


96 


0 


LEU A 


96 


CB 


LEU A 


96 


CG 


LEU A 


96 


CD1 


LEU A 


96 


CD2 


LEU A 


96 


H 


LEU A 


96 


HA 


LEU A 


96 


1HB 


LEU A 


96 


2HB 


LEU A 


96 


HG 


LEU A 


96 


1HD1 


LEU A 


96 


2HD1 


LEU A 


96 


3HD1 


LEU A 


96 


1HD2 


LEU A 


96 


2HD2 


LEU A 


96 


3HD2 


LEU A 


96 


N 


GLN A 


97 


CA 


GLN A 


97 


C 


GLN A 


97 


0 


GLN A 


97 


CB 


GLN A 


97 


CG 


GLN A 


97 


CD 


GLN A 


97 


0E1 


GLN A 


97 


NE2 


GLN A 


97 


H 


GLN A 


97 



129.170 -4.307 

127.818 -3.822 

126.868 -4.978 

125.968 -5.262 

127.817 -2.846 

126.848 -1.671 

127.276 -0.753 

126.762 -0.899 

129.413 -5.213 

127.483 -3.305 

128.815 -2.452 

127.560 -3.395 

125.861 -2.049 

126.400 -0.374 

127.846 0.072 

127.884 -1.307 

126.248 -1.497 

127.759 -0.675 

126. 220 0. 021 

127.076 -5.641 

126.241 -6.771 

126.998 -7.707 

127.832 -7.264 

124.960 -6.276 

123.774 -6.178 

123.253 -7.538 

122. 361 -8. 099 

123.808 -8.075 

127.810 -5.364 



12.301 1.00 0.00 
12.047 1.00 0.00 
11.769 1.00 0.00 
12.560 1.00 0.00 
10.868 1.00 0.00 
11.002 1.00 0.00 
12.137 1.00 0.00 
9.694 1.00 0.00 
12.014 1.00 0.00 
12.929 1.00 0.00 
10.753 1.00 0.00 
9.974 1.00 0.00 
11.233 1.00 0.00 
12.643 1.00 0.00 
11.737 1.00 0.00 
12.837 1.00 0.00 
8.956 1.00 0.00 
9.343 1.00 0.00 
9.852 1.00 0.00 
10.640 1.00 0.00 
10.249 1.00 0.00 
9.308 1.00 0.00 
8.518 1.00 0.00 
9.574 1.00 0.00 
10.520 1.00 0.00 
10.943 1.00 0.00 
10.307 1.00 0.00 
12.023 1.00 0.00 
10.056 1.00 0.00 



ffilE# 2003-3083148 



mm 2 o o 2 



-236129 



: 878/ 



ATOM 1429 
ATOM 1430 
ATOM 1431 
ATOM 1432 
ATOM 1433 
ATOM 1434 
ATOM 1435 
ATOM 1436 
ATOM 1437 
ATOM 1438 
ATOM 1439 
ATOM 1440 
ATOM 1441 
ATOM 1442 
ATOM 1443 
ATOM 1444 
ATOM 1445 
ATOM 1446 
ATOM 1447 
ATOM 1448 
ATOM 1449 
ATOM 1450 
ATOM 1451 
ATOM 1452 
ATOM 1453 
ATOM 1454 
ATOM 1455 
ATOM 1456 
ATOM 1457 



HA 


GLN A 


97 


IHB 


GLN A 


97 


2HB 


GLN A 


97 


IHG 


GLN A 


97 


2HG 


GLN A 


97 


1HE2 GLN A 


97 


2HE2 GLN A 


97 


N 


PRO A 


98 


CA 


PRO A 


98 


C 


PRO A 


98 


0 


PRO A 


98 


CB 


PRO A 


98 


CG 


PRO A 


98 


CD 


PRO A 


98 


HA 


PRO A 


98 


IHB 


PRO A 


98 


2HB 


PRO A 


98 


IHG 


PRO A 


98 


2HG 


PRO A 


98 


1HD 


PRO A 


98 


2HD 


PRO A 


98 


N 


SER A 


99 


CA 


SER A 


99 


C 


SER A 


99 


0 


SER A 


99 


CB 


SER A 


99 


OG 


SER A 


99 


H 


SER A 


99 


HA 


SER A 


99 



125.980 -7.314 
125.141 -5.296 
124.700 -6.955 
124.077 -5.636 
122.978 -5.642 
124. 514 -7. 571 
123.490 -8.953 
126.716 -9.019 
127.376 -10.016 
127.270 -9.675 
126.214 -9.258 
126.617 -11.309 
126.044 -11.102 
125.737 -9.634 
128.417 -10.136 
125.842 -11.458 
127.301 -12.145 
125.141 -11.683 
126.768 -11.384 
124. 726 -9. 437 
125.881 -9.285 
128. 369 -9. 858 
128. 399 -9. 570 
128.077 -8.103 
127.588 -7.393 
127.406 -10.466 
127.943 -10.913 
129.179 -10.193 
129.395 -9.779 



11.144 1.00 0.00 
9.157 1.00 0.00 
8.775 1.00 0.00 
11.403 1.00 0.00 
10.025 1.00 0.00 
12.480 1.00 0.00 
12.319 1.00 0.00 
9.381 1.00 0.00 
8.532 1.00 0.00 
7.049 1.00 0.00 
6.572 1.00 0.00 
8.838 1.00 0.00 
10.197 1.00 0.00 
10.295 1.00 0.00 
8.797 1.00 0.00 
8.100 1.00 0.00 
8.822 1.00 0.00 
10.308 1.00 0.00 
10.947 1.00 0.00 
9.967 1.00 0.00 
11.307 1.00 0.00 
6.324 1.00 0.00 
4.895 1.00 0.00 
4.626 1.00 0.00 
5.505 1.00 0.00 
4.153 1.00 0.00 
2.920 1.00 0.00 
6.762 1.00 0.00 
4.536 1.00 0.00 



tBIE# 2003-3083148 



mm 2 o o 2 



ATOM 1458 


1HB 


SER A 99 127. 175 • 


ATOM 1459 


2HB 


SER A . 99 126.500 


ATOM 1460 


HG 


SER A 99 128. 190 


ATOM 1461 


N 


GLY A 100 128.355 


ATOM 1462 


CA 


GLY A 100 128.090 


ATOM 1463 


C 


GLY A 100 126.602 


ATOM 1464 


0 


GLY A 100 125. 843 


ATOM 1465 


H 


GLY A 100 128. 744 


ATOM 1466 


1HA 


GLY A 100 128. 532 


ATOM 1467 


2HA 


GLY A 100 128. 546 


ATOM 1468 


N 


PRO A 101 126. 151 


ATOM 1469 


CA 


PRO A 101 124.735 


ATOM 1470 


C 


PRO A 101 123.819 


ATOM 1471 


0 


PRO A 101 122.650 


ATOM 1472 


CB 


PRO A 101 124.670 


ATOM 1473 


CG 


PRO A 101 126.037 


ATOM 1474 


CD 


PRO A 101 126.981 


ATOM 1475 


HA 


PRO A 101 124.431 


ATOM 1476 


1HB 


PRO A 101 124.414 


ATOM 1477 


2HB 


PRO A 101 123.928 


ATOM 1478 


1HG 


PRO A 101 126.247 


ATOM 1479 


2HG 


PRO A 101 126.115 


ATOM 1480 


1HD 


PRO A 101 127.328 


ATOM 1481 


2HD 


PRO A 101 127.815 


ATOM 1482 


N 


SER A 102 124.356 


ATOM 1483 


CA 


SER A 102 123. 586 


ATOM 1484 


C 


SER A 102 122. 398 


ATOM 1485 


0 


SER A 102 121.465 


ATOM 1486 


CB 


SER A 102 123. 096 



-2 3 6 1 2 9 ^-y : 879/ 

11.327 4.763 1.00 0.00 

-9.912 3.957 1.00 0.00 

■10.155 2.385 1.00 0.00 

-7.656 3.406 1.00 0.00 

-6.277 3.042 1.00 0.00 

-5.977 2.953 1.00 0.00 

-6.340 3.851 1.00 0.00 

-8.268 2.747 1.00 0.00 

-5.629 3.784 1.00 0.00 

-6.077 2.085 1.00 0.00 

-5.310 1.875 1.00 0.00 

-4.972 1.693 1.00 0.00 

-6.174 1.896 1.00 0.00 

-6.023 2.253 1.00 0.00 

-4.489 0.244 1.00 0.00 

-3.973 -0.043 1.00 0.00 

-4.835 0.750 1.00 0.00 

-4.174 2.356 1.00 0.00 

-5.316 -0.403 1.00 0.00 

-3.710 0.154 1.00 0.00 

-4.059 -1.099 1.00 0.00 

-2.943 0.273 1.00 0.00 

-5.664 0.151 1.00 0.00 

-4.250 1.108 1.00 0.00 

-7.368 1.667 1.00 0.00 

-8.596 1.826 1.00 0.00 

-8.621 0.870 1.00 0.00 

-7.828 1.002 1.00 0.00 
-8.734 3.269 1.00 0.00 

miE#2 003-3083148 



#12 0 0 2-2 3 6 1 2 9 I 880/ 

ATOM 1487 OG SER A 102 122.624 -10.046 3.525 1.00 0.00 

ATOM 1488 H SER A 102 125.293 -7.425 1.385 1.00 0.00 

ATOM 1489 HA SERA 102 124.235 -9.427 1.595 1.00 0.00 

ATOM 1490 IHB SER A 102 123.910 -8.520 3.946 1.00 0.00 

ATOM 1491 2HB SERA 102 122.292 -8.035 3.442 1.00 0.00 

ATOM 1492 HG SER A 102 122.058 -10.037 4.300 1.00 0.00 

ATOM 1493 N SER A 103 122.438 -9.537 -0.093 1.00 0.00 

ATOM 1494 CA SER A 103 121.366 -9.665 -1.072 1.00 0.00 

ATOM 1495 C SER A 103 120.185 -10.435 -0.487 1.00 0.00 

ATOM 1496 0 SER A 103 119.033 -10.025 -0.627 1.00 0.00 

ATOM 1497 CB SER A 103 121.876 -10.370 -2.329 1.00 0.00 

ATOM 1498 OG SER A 103 120.830 -10.568 -3.265 1.00 0.00 

ATOM 1499 H SER A 103 123.209 -10.140 -0.146 1.00 0.00 

ATOM 1500 HA SER A 103 121.037 -8.671 -1.335 1.00 0.00 

ATOM 1501 IHB SERA 103 122.644 -9.767 -2.791 1.00 0.00 

ATOM 1502 2HB SER A 103 122.287 -11.331 -2.059 1.00 0.00 

ATOM 1503 HG SER A 103 120.950 -9.976 -4.010 1.00 0.00 

ATOM 1504 N GLY A 104 120.480 -11.552 0.168 1.00 0.00 

ATOM 1505 CA GLY A 104 119.434 -12.362 0.764 1.00 0.00 

ATOM 1506 C GLY A 104 119.128 -11.954 2.192 1.00 0.00 

ATOM 1507 0 GLY A 104 119.791 -12.475 3.113 1.00 0.00 

ATOM 1508 OXT GLY A 104 118.225 -11.113 2.389 1.00 0.00 

ATOM 1509 H GLY A 104 121.417 -11.830 0.247 1.00 0.00 

ATOM 1510 IHA GLY A 104 118.536 -12.261 0.173 1.00 0.00 

ATOM 1511 2HA GLY A 104 119.745 -13.396 0.755 1.00 0.00 

TER 1512 GLY A 104 
ENDMDL 



[0 114] 



£liSE# 2003-3083148 
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US! 


m$ti 


7 








ATOM 


1 


N 


GLY 


A 


1 


109. 574 


ATOM 


2 


CA 


GLY 


A 


1 


110. 983 


ATOM 


3 


C 


GLY 


A 


1 


111.857 


ATOM 


4 


0 


GLY 


A 


1 


111.736 


ATOM 


5 


1H 


GLY 


A 


1 


109.009 


ATOM 


6 


2H 


GLY 


A 


1 


109. 159 


ATOM 


7 


3H 


GLY 


A 


1 


109. 537 


ATOM 


8 


1HA 


GLY 


A 


1 


110.998 


ATOM 


9 


2HA 


GLY 


A 


1 


111.388 


ATOM 


10 


N 


SER 


A 


2 


112. 742 


ATOM 


11 


CA 


SER 


A 


2 


113.641 


ATOM 


12 


C 


SER 


A 


2 


115.081 


ATOM 


13 


0 


SER 


A 


2 


115. 554 


ATOM 


14 


CB 


SER 


A 


2 


113. 208 


ATOM 


15 


OG 


SER 


A 


2 


114. 165 


ATOM 


16 


H 


SER 


A 


2 


112. 791 


ATOM 


17 


HA 


SER 


A 


2 


113. 584 


ATOM 


18 


1HB 


SER 


A 


2 


112. 263 


ATOM 


19 


2HB 


SER 


A 


2 


113. 100 


ATOM 


20 


HG 


SER 


A 


2 


114.942 


ATOM 


21 


N 


SER 


A 


3 


115. 771 


ATOM 


22 


CA 


SER 


A 


3 


117. 157 


ATOM 


23 


C 


SER 


A 


3 


118. 117 


ATOM 


24 


0 


SER 


A 


3 


118.026 


ATOM 


25 


CB 


SER 


A 


3 


117.432 


ATOM 


26 


OG 


SER 


A 


3 


118. 306 


ATOM 


27 


H 


SER 


A 


3 


115.338 


ATOM 


28 


HA 


SER 


A 


3 


117.312 



2 3 6 1 2 9 : 881/ 



7.515 6.275 1.00 0.00 

7.839 5.923 1.00 0.00 

6.603 5.837 1.00 0.00 

5.690 6.653 1.00 0.00 

7.388 5.412 1.00 0.00 

8.287 6.836 1.00 0.00 

6.638 6.833 1.00 0.00 

8.343 4.967 1.00 0.00 

8.501 6.674 1.00 0.00 

6.574 4.845 1.00 0.00 
5.442 4.655 1.00 0.00 
5.913 4.477 1.00 0.00 
6.083 3.353 1.00 0.00 
4.619 3.441 1.00 0.00 
3.619 3.134 1.00 0.00 
7.333 4.226 1.00 0.00 
4.822 5.537 1.00 0.00 
4.141 3.650 1.00 0.00 
5.272 2.587 1.00 0.00 
4.028 2.745 1.00 0.00 
6.123 5.593 1.00 0.00 

6.575 5.561 1.00 0.00 
5.391 5.619 1.00 0.00 
4.548 6.511 1.00 0.00 
7.527 6.725 1.00 0.00 
8.573 6.335 1.00 0.00 
5.970 6.459 1.00 0.00 
7.102 4.632 1.00 0.00 
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&m 2002-236129 
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ATOM 29 
ATOM 30 
ATOM 31 
ATOM 32 
ATOM 33 
ATOM 34 
ATOM 35 
ATOM 36 
ATOM 37 
ATOM 38 
ATOM 39 
ATOM 40 
ATOM 41 
ATOM 42 
ATOM 43 
ATOM 44 
ATOM 45 
ATOM 46 
ATOM 47 
ATOM 48 
ATOM 49 
ATOM 50 
ATOM 51 
ATOM 52 
ATOM 53 
ATOM 54 
ATOM 55 
ATOM 56 
ATOM 57 



1HB 


SER A 


3 


2HB 


SER A 


3 


HG 


SER A 


3 


N 


GLY A 


4 


CA 


GLY A 


4 


C 


GLY A 


4 


0 


GLY A 


4 


H 


GLY A 


4 


1HA 


GLY A 


4 


2HA 


GLY A 


4 


N 


SER A 


5 


CA 


SER A 


5 


C 


SER A 


5 


0 


SER A 


5 


CB 


SER A 


5 


OG 


SER A 


5 


H 


SER A 


5 


HA 


SER A 


5 


1HB 


SER A 


5 


2HB 


SER A 


5 


HG 


SER A 


5 


N 


SER A 


6 


CA 


SER A 


6 


C . 


SER A 


6 


0 


SER A 


6 


CB 


SER A 


6 


OG 


SER A 


6 


H 


SER A 


6 


HA 


SER A 


6 



116. 502 7. 960 
117. 889 6. 978 
119.206 8.241 
119.037 5.334 
120.001 4.250 
120. 628 4. 080 
121.843 3.920 
119.063 6.035 
120.782 4.451 

119.503 3.331 
119.798 4.115 
120. 278 3. 963 
120. 423 5. 321 
120.246 5.441 
119.322 3.079 
119.831 2.823 
118.839 4.245 
121.246 3.487 
119. 190 2. 137 
118.367 3.575 
119.113 2.852 
120. 749 6. 340 
120.918 7.689 
122. 386 7. 974 
123. 256 7. 772 
120. 383 8. 718 
119.051 8.418 
120. 877 6. 180 
120.353 7.761 



7.063 


1. 


00 


0.00 


7.537 


1. 


00 


0.00 


6.298 


1. 


00 


0.00 


4.662 


1. 


00 


0.00 


4.623 


1. 


00 


0.00 


3.253 


1. 


00 


0.00 


3.135 


1. 


00 


0.00 


3.977 


1. 


00 


0.00 


5.342 


1. 


00 


0.00 


4.896 


1. 


00 


0.00 


2.216 


1. 


00 


0.00 


0.847 


1. 


00 


0.00 


0.168 


1. 


00 


0.00 


-1.044 


1. 


00 


0.00 


0.044 


1. 


00 


0.00 


-1.253 


1. 


00 


0.00 


2.375 


1. 


00 


0.00 


0.887 


1. 


00 


0.00 


0.557 


1. 


00 


0.00 


-0.048 


1. 


00 


0.00 


-1.890 


1. 


00 


0.00 


0.957 


1. 


00 


0.00 


0.431 


1. 


00 


0.00 


0.128 


1.00 


0.00 


0.975 


1. 


00 


0.00 


1.429 


1. 


00 


0.00 


1.807 


1. 


00 


0.00 


1.915 


1. 


00 


0.00 


-0.485 


1. 


00 


0.00 
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ATOM 58 
ATOM 59 
ATOM 60 
ATOM 61 
ATOM 62 
ATOM 63 
ATOM 64 
ATOM 65 
ATOM 66 
ATOM 67 
ATOM 68 
ATOM 69 
ATOM 70 
ATOM 71 
ATOM 72 
ATOM 73 
ATOM 74 
ATOM 75 
ATOM 76 
ATOM 77 
ATOM 78 
ATOM 79 
ATOM 80 
ATOM 81 
ATOM 82 
ATOM 83 
ATOM 84 
ATOM 85 
ATOM 86 



1HB 


SER A 


6 


2HB 


SER A 


6 


HG 


SER A 


6 


N 


GLY A 


7 


CA 


GLY A 


7 


C 


GLY A 


7 


0 


GLY A 


7 


H 


GLY A 


7 


1HA 


GLY A 


7 


2HA 


GLY A 


7 


N 


LEU A 


8 


CA 


LEU A 


8 


C 


LEU A 


8 


0 


LEU A 


8 


CB 


LEU A 


8 


CG 


LEU A 


8 


CD1 


LEU A 


8 


CD2 


LEU A 


8 


H 


LEU A 


8 


HA 


LEU A 


8 


1HB 


LEU A 


8 


2HB 


LEU A 


8 


HG 


LEU A 


8 


1HD1 LEU A 


8 


2HD1 LEU A 


8 



3HD1 LEU A * 8 

1HD2 LEU A 8 

2HD2 LEU A 8 

3HD2 LEU A 8 



121.003 8.716 

120.404 9.699 

118.527 8.244 

122.652 8.444 

124.015 8.748 

124.570 9.962 

124.094 10.326 

121.918 8.585 

124. 641 7. 896 

124. 039 8. 932 

125. 580 10. 589 

126.204 11.769 

126.921 11.411 

127.000 12.224 

125. 156 12. 853 

124.251 13.182 

122.874 13.613 

124.879 14.265 

125.917 10.249 

126.930 12.146 

124.534 12.531 

125.669 13.758 

124.130 12.297 

122.440 14.294 

122.965 14.107 

122.240 12.744 

125.765 13.874 

125.150 15.108 

124.172 14.583 



2.314 1.00 0.00 
0.976 1.00 0.00 
1.021 1.00 0.00 
-1.086 1.00 0.00 
-1.480 1.00 0.00 
-0.761 1.00 0.00 
0.314 1.00 0.00 
-1.720 1.00 0.00 
-1.260 1.00 0.00 
-2.545 1.00 0.00 
-1.355 1.00 0.00 
-0.765 1.00 0.00 
0.531 1.00 0.00 
1.453 1.00 0.00 
-0.502 1.00 0.00 
-1.691 1.00 0.00 
-1.210 1.00 0.00 
-2.554 1.00 0.00 
-2.210 1.00 0.00 
-1.470 1.00 0.00 
0.320 1.00 0.00 
-0.210 1.00 0.00 
-2.298 1.00 0.00 
-1.927 1.00 0.00 
-0.254 1.00 0.00 
-1.109 1.00 0.00 
-3.036 1.00 0.00 
-1.935 1.00 0.00 
-3.305 1.00 0.00 
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-236129 
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ATOM 87 
ATOM 88 
ATOM 89 
ATOM 90 
ATOM 91 
ATOM 92 
ATOM 93 
ATOM 94 
ATOM 95 
ATOM 96 
ATOM 97 
ATOM 98 
ATOM 99 
ATOM 100 
ATOM 101 
ATOM 102 
ATOM 103 
ATOM 104 
ATOM 105 
ATOM 106 
ATOM 107 
ATOM 108 
ATOM 109 
ATOM 110 
ATOM 111 
ATOM 112 
ATOM 113 
ATOM 114 
ATOM 115 



N 


ALA A 


9 


CA 


ALA A 


9 


C 


ALA A 


9 


0 


ALA A 


9 


CB 


ALA A 


9 


H 


ALA A 


9 


HA 


ALA A 


9 


1HB 


ALA A 


9 


2HB 


ALA A 


9 


3HB 


ALA A 


9 


N 


MET A 


10 


CA 


MET A 


10 


C 


MET A 


10 


0 


MET A 


10 


CB 


MET A 


10 


CG 


MET A 


10 


SD 


MET A 


10 


CE 


MET A 


10 


H 


MET A 


10 


HA 


MET A 


10 


1HB 


MET A 


10 


2HB 


MET A 


10 


IHG 


MET A 


10 


2HG 


MET A 


10 


1HE 


MET A 


10 


2HE 


MET A 


10 


3HE 


MET A 


10 


N 


PRO A 


11 


CA 


PRO A 


11 



127.439 10.190 

128.148 9.722 

129.632 9.527 

130. 106 8. 399 

127.533 8.427 

127. 342 9. 588 
128. 038 10. 471 
127.579 8.404 
128.080 7.587 
126.502 8.370 
130. 362 10. 634 
131.793 10.585 
132. 527 11. 709 
132. 855 12. 735 
132. 050 10. 683 
131.113 9.826 
131.259 10.156 
130.176 11.573 
129.928 11.504 
132. 167 9. 638 
131.932 11.712 
133.064 10.371 

131.343 8.786 
130.096 10.025 
129.599 11.695 
129.509 11.418 
130.769 12.460 
132.795 11.531 
133.493 12.536 



0.595 1.00 0.00 
1.778 1.00 0.00 
1.487 1.00 0.00 
1.351 1.00 0.00 
2.285 1.00 0.00 
-0.172 1.00 0.00 
2.548 1.00 0.00 
3.365 1.00 0.00 
1.884 1.00 0.00 
1.968 1.00 0.00 
1.394 1.00 0.00 
1.119 1.00 0.00 
1.846 1.00 0.00 
1.249 1.00 0.00 
-0.386 1.00 0.00 
-1.221 1.00 0.00 
-2.988 1.00 0.00 
-3.159 1.00 0.00 
1.513 1.00 0.00 
1.477 1.00 0.00 
-0.693 1.00 0.00 
-0.587 1.00 0.00 
-1.044 1.00 0.00 
-0.915 1.00 0.00 
-2.255 1.00 0.00 
-3.994 1.00 0.00 
-3.331 1.00 0.00 
3.151 1.00 0.00 
3.958 1.00 0.00 
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ATOM 116 
ATOM 117 
ATOM 118 
ATOM 119 
ATOM 120 
ATOM 121 
ATOM 122 
ATOM 123 
ATOM 124 
ATOM 125 
ATOM 126 
ATOM 127 
ATOM 128 
ATOM 129 
ATOM 130 
ATOM 131 
ATOM 132 
ATOM 133 
ATOM 134 
ATOM 135 
ATOM 136 
ATOM 137 
ATOM 138 
ATOM 139 
ATOM 140 
ATOM 141 
ATOM 142 
ATOM 143 
ATOM 144 



c 


PRO A 


11 


0 


PRO A 


11 


CB 


PRO A 


11 


CG 


PRO A 


11 


CD 


PRO A 


11 


HA 


PRO A 


11 


1HB 


PRO A 


11 


2HB 


PRO A 


11 


1HG 


PRO A 


11 


2HG 


PRO A 


11 


1HD 


PRO A 


11 


2HD 


PRO A 


11 


N 


PRO A 


12 


CA 


PRO A 


12 


C 


PRO A 


12 


0 


PRO A 


12 


CB 


PRO A 


12 


CG 


PRO A 


12 


CD 


PRO A 


12 


HA 


PRO A 


12 


1HB 


PRO A 


12 


2HB 


PRO A 


12 


1HG 


PRO A 


12 


2HG 


PRO A 


12 


1HD 


PRO A 


12 


2HD 


PRO A 


12 


N 


GLY A 


13 


CA 


GLY A 


13 


C 


GLY A 


13 



134. 868 12. 891 

135.215 14.069 

133.637 11.869 

132. 591 10. 807 

132.441 10.338 

132.907 13.437 

134.628 11.451 

133. 473 12. 601 

132.912 9.992 

131.660 11.219 

133. 121 9. 525 

131.421 10.037 

135.676 11.882 

137.010 12.110 

136.973 12.458 

137. 853 13. 154 

137.703 10.768 

136.606 9.762 

135.358 10.441 

137.538 12.883 

138.447 10.614 

138.172 10.754 

136.473 9.458 

136.843 8.907 

134.516 10.195 

135. 162 10. 148 

135.948 11.969 

135.814 12.240 

136.106 11.020 



3.391 1.00 0.00 
3.286 1.00 0.00 
5.330 1.00 0.00 
5.358 1.00 0.00 
3.939 1.00 0.00 
4.055 1.00 0.00 
5.429 1.00 0.00 
6.106 1.00 0.00 
5.990 1.00 0.00 
5.717 1.00 0.00 
3.735 1.00 0.00 
3.746 1.00 0.00 
3.014 1.00 0.00 
2.462 1.00 0.00 
0.977 1.00 0.00 
0.470 1.00 0.00 
2.679 1.00 0.00 
2.590 1.00 0.00 
3.100 1.00 0.00 
3.000 1.00 0.00 
1.912 1.00 0.00 
3.653 1.00 0.00 
1.563 1.00 0.00 
3.206 1.00 0.00 
2.468 1.00 0.00 
4.119 1.00 0.00 
0.286 1.00 0.00 
-1.134 1.00 0.00 
-1.986 1.00 0.00 



ffiliE# 2003-3083148 



#M 2002-236129 



^-v : 886/ 



ATOM 145 


0 


GLY A 


13 


136.549 


11.144 


-3.128 1.00 0.00 


ATOM 146 


H 


GLY A 


13 135.277 


11.422 


0.744 1.00 0.00 


ATOM 147 


1HA 


GLY A 


13 


134.806 


12. 572 


-1.333 1.00 0.00 


ATOM 148 


2HA 


GLY A 


13 


136.502 


13. 027 


-1.405 1.00 0.00 


ATOM 149 


N 


ASN A 


14 


135. 856 


9.839 


-1.429 1.00 0.00 


ATOM 150 


CA 


ASN A 


14 136.095 


8. 591 


-2.146 1.00 0.00 


ATOM 151 


C 


ASN A 


14 


134. 797 


7.810 


-2.324 1.00 0.00 


ATOM 152 


0 


ASN A 


14 


133. 725 


8.271 


-1.933 1.00 0.00 


ATOM 153 


CB 


ASN A 


14 


137. 118 


7.736 


-1.395 1.00 0.00 


ATOM 154 


CG 


ASN A 


14 


138. 547 


8.090 


-1.762 1.00 0.00 


ATOM 155 


0D1 


ASN A 


14 


138. 983 


7.867 


-2.891 1.00 0.00 


ATOM 156 


ND2 


ASN A 


14 


139. 282 


8.643 


-0.805 1.00 0.00 


ATOM 157 


H 


ASN A 


14 


135. 504 


9.806 


-0.516 1.00 0.00 


ATOM 158 


HA 


ASN A 


14 


136.490 


8.838 


-3.120 1.00 0.00 


ATOM 159 


1HB 


ASN A 


14 


136. 991 


7.884 


-0.334 1.00 0.00 


ATOM 160 


2HB 


ASN A 


14 


136. 951 


6.695 


-1.633 1.00 0.00 


ATOM 161 


1HD2 ASN A 


14 


138. 869 


8.790 


0.071 1.00 0.00 


ATOM 162 


2HD2 ASN A 


14 


140.209 


8.881 


-1.015 1.00 0.00 


ATOM 163 


N 


SER A 


15 


134. 902 


6.626 


-2.919 1.00 0.00 


ATOM 164 


CA 


SER A 


15 


133. 735 


5.781 


-3.150 1.00 0.00 


ATOM 165 


C 


SER A 


15 


133. 058 


5.418 


-1.833 1.00 0.00 


ATOM 166 


0 


SER A 


15 


131. 832 


5.463 


-1.721 1.00 0.00 


ATOM 167 


CB 


SER A 


15 


134. 141 


4.509 


-3.896 1.00 0.00 


ATOM 168 


OG 


SER A 


15 


135. 366 


3.996 


-3.402 1.00 0.00 


ATOM 169 


H 


SER A 


15 135.784 


6.313 


-3.209 1.00 0.00 


ATOM 170 


HA 


SER A 


15 


133. 038 


6.338 


-3.758 1.00 0.00 


ATOM 171 


1HB 


SER A 


15 


133. 375 


3.759 


-3.768 1.00 0.00 


ATOM 172 


2HB 


SER A 


15 134.256 


4.732 


-4.947 1.00 0.00 


ATOM 173 


HG 


SER A 


15 136.091 


4.319 


-3.944 1.00 0.00 



tfcJlE# 2003-3083148 



#M 2002-236129 



887/ 



ATOM 174 
ATOM 175 
ATOM 176 
ATOM 177 
ATOM 178 
ATOM 179 
ATOM 180 
ATOM 181 
ATOM 182 
ATOM 183 
ATOM 184 
ATOM 185 
ATOM 186 
ATOM 187 
ATOM 188 
ATOM 189 
ATOM 190 
ATOM 191 
ATOM 192 
ATOM 193 
ATOM 194 
ATOM 195 
ATOM 196 
ATOM 197 
ATOM 198 
ATOM 199 
ATOM 200 
ATOM 201 
ATOM 202 



N 


HIS A 


16 


CA 


HIS A 


16 


C 


HIS A 


16 


0 


HIS A 


16 


CB 


HIS A 


16 


CG 


HIS A 


16 


ND1 


HIS A 


16 


CD2 


HIS A 


16 


CE1 


HIS A 


16 


NE2 


HIS A 


16 


H 


HIS A 


16 


HA 


HIS A 


16 


1HB 


HIS A 


16 


2HB 


HIS A 


16 


HD1 


HIS A 


16 


HD2 


HIS A 


16 


HE1 


HIS A 


16 


HE2 


HIS A 


16 


N 


GLY A 


17 


CA 


GLY A 


17 


C 


GLY A 


17 


0 


GLY A 


17 


H 


GLY A 


17 


1HA 


GLY A 


17 


2HA 


GLY A 


17 


N 


LEU A 


18 


CA 


LEU A 


18 


C 


LEU A 


18 


0 


LEU A 


18 



133. 863 5. 058 

133. 341 4. 686 

134.065 5.445 

133.516 6.377 
133.483 3.180 
132.282 2.396 
131.541 1.618 
131.693 2.273 
130.548 1.051 
130.618 1.432 
134. 832 5. 042 
132. 294 4. 948 
134. 332 2. 819 
133. 645 2. 990 
131.716 1.500 
132.008 2.749 
129. 806 0. 388 
129.951 1.229 
135. 299 5. 039 
136. 077 5. 691 
137.419 5.024 
137.615 4.326 
135. 685 4. 290 
136.242 6.720 

135.517 5.667 
138.347 5.239 
139. 679 4. 652 
140. 695 5. 688 
141.140 6.534 



-0.838 1.00 0.00 
0.472 1.00 0.00 
1.580 1.00 0.00 
2.169 1.00 0.00 
0.692 1.00 0.00 
0.262 1.00 0.00 
1.126 1.00 0.00 

-0.952 1.00 0.00 
0.464 1.00 0.00 

-0.798 1.00 0.00 

-0.989 1.00 0.00 
0.497 1.00 0.00 
0.131 1.00 0.00 
1.743 1.00 0.00 
2.082 1.00 0.00 

-1.869 1.00 0.00 
0.884 1.00 0.00 

-1.486 1.00 0.00 
1.859 1.00 0.00 
2.896 1.00 0.00 
3.121 1.00 0.00 
4.115 1.00 0.00 
1.358 1.00 0.00 
2.614 1.00 0.00 
3.820 1.00 0.00 
2.194 1.00 0.00 
2.295 1.00 0.00 
2.766 1.00 0.00 
1.990 1.00 0.00 



mm%F 2003-3083148 



Sfcm 2002-236129 



^-v : 888/ 



ATOM 203 


CB 


LEU A 


18 140.110 


4.076 


0.944 1.00 0.00 


ATOM 204 


CG 


LEU A 


18 


139. 159 


3.035 


0.352 1.00 0.00 


ATOM 205 


CD1 


LEU A 


18 


139.352 


2.932 


-1.153 1.00 0.00 


ATOM 206 


CD2 


LEU A 


18 


139. 374 


1.682 


1.014 1.00 0.00 


ATOM 207 


H 


LEU A 


18 


138. 131 


5.804 


1.424 1.00 0.00 


ATOM 208 


HA 


LEU A 


18 


139. 635 


3.854 


3.019 1.00 0.00 


ATOM 209 


1HB 


LEU A 


18 


140. 201 


4.892 


0.242 1.00 0.00 


ATOM 210 


2HB 


LEU A 


18 


141.080 


3.618 


1.066 1.00 0.00 


ATOM 211 


HG 


LEU A 


18 


138. 140 


3.341 


0.537 1.00 0.00 


ATOM 212 


1HD1 LEU A 


18 


140. 299 


2.457 


-1.363 1.00 0.00 


ATOM 213 


2HD1 


LEU A 


18 


139.342 


3.921 


-1.586 1.00 0.00 


ATOM 214 


3HD1 LEU A 


18 


138. 553 


2.344 


-1.578 1.00 0.00 


ATOM 215 


1HD2 LEU A 


18 


139. 165 


1.761 


2.069 1.00 0.00 


ATOM 216 


2HD2 LEU A 


18 


140.398 


1.371 


0.871 1.00 0.00 


ATOM 217 


3HD2 LEU A 


18 


138.711 


0.955 


0.568 1.00 0.00 


ATOM 218 


N 


GLU A 


19 


141.056 


5.617 


4.043 1.00 0.00 


ATOM 219 


CA 


GLU A 


19 


142. 020 


6.550 


4.617 1.00 0.00 


ATOM 220 


C 


GLU A 


19 


143.024 


5.818 


5.502 1.00 0.00 


ATOM 221 


0 


GLU A 


19 


142.907 


4.614 


5.728 1.00 0.00 


ATOM 222 


CB 


GLU A 


19 


141.298 


7.627 


5.429 1.00 0.00 


ATOM 223 


CG 


GLU A 


19 


140. 306 


7.067 


6.435 1.00 0.00 


ATOM 224 


CD 


GLU A 


19 


139. 750 


8.132 


7.360 1.00 0.00 


ATOM 225 


0E1 


GLU A 


19 


139. 254 


9.159 


6.851 1.00 0.00 


ATOM 226 


0E2 


GLU A 


19 


139. 812 


7.939 


8.592 1.00 0.00 


ATOM 227 


H 


GLU A 


19 


140. 667 


4.922 


4.612 1.00 0.00 


ATOM 228 


HA 


GLU A 


19 


142.551 


7.020 


3.803 1.00 0.00 


ATOM 229 


1HB 


GLU A 


19 


142. 032 


8. 210 


5.965 1.00 0.00 


ATOM 230 


2HB 


GLU A 


19 


140. 762 


8.274 


4.750 1.00 0.00 


ATOM 231 


1HG 


GLU A 


19 


139.485 


6.614 


5.900 1.00 0.00 



fchfEJjf 2003-3083148 



#S 2002-236129 



^-v! 889/ 



ATOM 232 
ATOM 233 
ATOM 234 
ATOM 235 
ATOM 236 
ATOM 237 
ATOM 238 
ATOM 239 
ATOM 240 
ATOM 241 
ATOM 242 
ATOM 243 
ATOM 244 
ATOM 245 
ATOM 246 
ATOM 247 
ATOM 248 
ATOM 249 
ATOM 250 
ATOM 251 
ATOM 252 
ATOM 253 
ATOM 254 
ATOM 255 
ATOM 256 
ATOM 257 
ATOM 258 
ATOM 259 
ATOM 260 



2HG 


GLU A 


19 


N 


VAL A 


20 


CA 


VAL A 


20 


C 


VAL A 


20 


0 


VAL A 


20 


CB 


VAL A 


20 


CGI 


VAL A 


20 


CG2 


VAL A 


20 


H 


VAL A 


20 


HA 


VAL A 


20 


HB 


VAL A 


20 


1HG1 


VAL A 


20 


2HG1 


VAL A 


20 


3HG1 


VAL A 


20 


1HG2 


VAL A 


20 


2HG2 


VAL A 


20 


3HG2 


VAL A 


20 


N 


GLY A 


21 


CA 


GLY A 


21 


C 


GLY A 


21 


0 


GLY A 


21 


H 


GLY A 


21 


1HA 


GLY A 


21 


2HA 


GLY A 


21 


N 


SER A 


22 


CA 


SER A 


22 


C 


SER A 


22 


0 


SER A 


22 


CB 


SER A 


22 



140. 803 6. 316 

144.012 6.554 

145.037 5.976 

144.422 5.372 

143.522 5.956 

146.085 7.028 

147.242 6.371 

146. 583 7. 788 

144. 052 7. 509 

145.537 5.196 

145. 616 7. 733 

146.951 6.169 

148.095 7.033 

147.502 5.444 

147.614 8.072 

145.983 8.674 

146. 506 7. 157 

144. 912 4. 199 

144. 398 3. 536 

143.343 2.498 

143.183 1.516 

145. 628 3. 781 

145. 216 3. 053 

143.965 4.278 

142.624 2.712 

141. 580 1. 786 

142. 140 0. 728 

143. 122 0. 967 

140.442 2.546 



7.032 1.00 0.00 
6.001 1.00 0.00 
6.861 1.00 0.00 
8.118 1.00 0.00 
8.724 1.00 0.00 
7.270 1.00 0.00 
8.007 1.00 0.00 
6.051 1.00 0.00 
5.785 1.00 0.00 
6.306 1.00 0.00 
7.941 1.00 0.00 
9.027 1.00 0.00 
8.000 1.00 0.00 
7.516 1.00 0.00 
6.200 1.00 0.00 
5.910 1.00 0.00 
5.177 1.00 0.00 
8.507 1.00 0.00 
9.691 1.00 0.00 
9.363 1.00 0.00 
10.089 1.00 0.00 
7.985 1.00 0.00 
10.204 1.00 0.00 
10.346 1.00 0.00 
8.267 1.00 0.00 
7.844 1.00 0.00 
6.899 1.00 0.00 
6.197 1.00 0.00 
7.160 1.00 0.00 



2003-3083148 



mm 2002-236129 



i-V: 890/ 



ATOM 261 


OG 


SER A 


22 


139. 581 


3.144 


ATOM 262 


H 


SER A 


22 142.800 


3.512 


ATOM 263 


HA 


SER A 


22 


141.194 


1.297 


ATOM 264 


1HB 


SER A 


22 140.855 


3.322 


ATOM 265 


2HB 


SER A 


22 


139.867 


1.861 


ATOM 266 


HG 


SER A 


22 138.759 


3.401 


ATOM 267 


N 


LEU A 


23 


141.508 


-0.441 


ATOM 268 


CA 


LEU A 


23 141.944 


-1.537 


ATOM 269 


C 


LEU A 


23 


141.337 


-1.410 


ATOM 270 


0 


LEU A 


23 140.240 


-0. 875 


ATOM 271 


CB 


LEU A 


23 


141.557 


-2. 882 


ATOM 272 


CG 


LEU A 


23 


142.098 


-3. 128 


ATOM 273 


CDl 


LEU A 


23 


141.202 


-4. 096 


ATOM 274 


CD2 


LEU A 


23 


143. 524 


-3. 655 


ATOM 275 


H 


LEU A 


23 


140. 732 


-0. 571 


ATOM 276 


HA 


LEU A 


23 


143.019 


-1.485 


ATOM 277 


1HB 


LEU A 


23 


140. 478 


-2. 940 


ATOM 278 


2HB 


LEU A 


23 


141.921 


-3. 668 


ATOM 279 


HG 


LEU A 


23 


142.111 


-2. 193 


ATOM 280 


1HD1 LEU A 


23 


141.188 


-3. 833 


ATOM 281 


2HD1 LEU A 


23 


141.582 


-5. 102 


ATOM 282 


3HD1 LEU A 


23 


140. 200 


-4. 045 


ATOM 283 


1HD2 LEU A 


23 


143.988 


-3. 331 


ATOM 284 


2HD2 LEU A 


23 


143.510 


-4. 735 


ATOM 285 


3HD2 


LEU A 


23 


144.086 


-3. 275 


ATOM 286 


N 


ALA A 


24 


142. 058 


-1.903 


ATOM 287 


CA 


ALA A 


24 


141.590 


-1.844 


ATOM 288 


C 


ALA A 


24 


142. 214 


-2. 954 


ATOM 289 


0 


ALA A 


24 


143.288 


-3.460 



8.115 1.00 0.00 
7.728 1.00 0.00 
8.725 1.00 0.00 
6.533 1.00 0.00 
6.554 1.00 0.00 
7.688 1.00 0.00 
6.887 1.00 0.00 
6.028 1.00 0.00 
4.634 1.00 0.00 
4.471 1.00 0.00 
6.645 1.00 0.00 
8.055 1.00 0.00 
8.810 1.00 0.00 
7.992 1.00 0.00 
7.470 1.00 0.00 
5.944 1.00 0.00 
6.680 1.00 0.00 
6.001 1.00 0.00 
8.597 1.00 0.00 
9.857 1.00 0.00 
8.696 1.00 0.00 
8.411 1.00 0.00 
7.072 1.00 0.00 
8.027 1.00 0.00 
8.832 1.00 0.00 
3.633 1.00 0.00 
2.253 1.00 0.00 
1.413 1.00 0.00 
1.736 1.00 0.00 



mtE#2 003-3083148 



#M 2002-236129 



s<~-P : 891/ 



ATOM 290 


CB 


ALA A 


ATOM 291 


H 


ALA A 


ATOM 292 


HA 


ALA A 


ATOM 293 


1HB 


ALA A 


ATOM 294 


2HB 


ALA A 


ATOM 295 


3HB 


ALA A 


ATOM 296 


N 


GLU A 


ATOM 297 


CA 


GLU A 


ATOM 298 


C 


GLU A 


ATOM 299 


0 


GLU A 


ATOM 300 


CB 


GLU A 


ATOM 301 


CG 


GLU A 


ATOM 302 


CD 


GLU A 


ATOM 303 


0E1 


GLU A 


ATOM 304 


0E2 


GLU A 


ATOM 305 


H 


GLU A 


ATOM 306 


HA 


GLU A 


ATOM 307 


1HB 


GLU A 


ATOM 308 


2HB 


GLU A 


ATOM 309 


1HG 


GLU A 


ATOM 310 


2HG 


GLU A 


ATOM 311 


N 


VAL A 


ATOM 312 


CA 


VAL A 


ATOM 313 


C 


VAL A 


ATOM 314 


0 


VAL A 


ATOM 315 


CB 


VAL A 


ATOM 316 


CGI 


VAL A 


ATOM 317 


CG2 


VAL A 


ATOM 318 


H 


VAL A 



24 141.899 -0.484 

24 142.925 -2.317 

24 140.516 -1.972 

24 141.554 -0.456 

24 142.967 -0.314 

24 141.400 0.286 

25 141.533 -3.324 
25 142.020 -4.373 
25 142.225 -3.836 
25 141.550 -2.897 
25 141.038 -5.547 
25 141.646 -6.840 
25 140.882 -7.413 
25 140.595 -6.654 
25 140.571 -8.623 
25 140.683 -2.883 
25 142.970 -4.718 
25 140.679 -5.720 
25 140.202 -5.287 
25 142.662 -6.645 

25 141.648 -7.567 

26 143.161 -4.437 
26 143.455 -4.018 
26 143.055 -5.093 
26 142.914 -6.264 
26 144.950 -3.695 
26 145.204 -3.060 
26 145.438 -2.787 
26 143.667 -5.181 



1.649 1.00 0.00 

3.826 1.00 0.00 

2.260 1.00 0.00 

0.626 1.00 0.00 

1.672 1.00 0.00 

2.218 1.00 0.00 

0.334 1.00 0.00 
-0.555 1.00 0.00 
-1.968 1.00 0.00 
-2.389 1.00 0.00 
-0.579 1.00 0.00 
-1.098 1.00 0.00 
-2.275 1.00 0.00 
-3.225 1.00 0.00 
-2.249 1.00 0.00 

0.129 1.00 0.00 
-0.173 1.00 0.00 

0.424 1.00 0.00 
-1.211 1.00 0.00 
-1.410 1.00 0.00 
-0.300 1.00 0.00 
-2.696 1.00 0.00 
-4.061 1.00 0.00 
-5.066 1.00 0.00 
-4.713 1.00 0.00 
-4.240 1.00 0.00 
-5.599 1.00 0.00 
-3.121 1.00 0.00 
-2.305 1.00 0.00 

miE# 2003-3083148 



#M 2002-236129 



^-v: 892/ 



ATOM 319 
ATOM 320 
ATOM 321 
ATOM 322 
ATOM 323 
ATOM 324 
ATOM 325 
ATOM 326 
ATOM 327 
ATOM 328 
ATOM 329 
ATOM 330 
ATOM 331 
ATOM 332 
ATOM 333 
ATOM 334 
ATOM 335 
ATOM 336 
ATOM 337 
ATOM 338 
ATOM 339 
ATOM 340 
ATOM 341 
ATOM 342 
ATOM 343 
ATOM 344 
ATOM 345 
ATOM 346 
ATOM 347 



HA 


VAL A 


26 


HB 


VAL A 


26 


1HG1 


VAL A 


26 


2HG1 VAL A 


26 


3HG1 VAL A 


26 


1HG2 VAL A 


26 


2HG2 VAL A 


26 


3HG2 VAL A 


26 


N 


LYS A 


27 


CA 


LYS A 


27 


C 


LYS A 


27 


0 


LYS A 


27 


CB 


LYS A 


27 


CG 


LYS A 


27 


CD 


LYS A 


27 


CE 


LYS A 


27 


NZ 


LYS A 


27 


H 


LYS A 


27 


HA 


LYS A 


27 


1HB 


LYS A 


27 


2HB 


LYS A 


27 


IHG 


LYS A 


27 


2HG 


LYS A 


27 


1HD 


LYS A 


27 


2HD 


LYS A 


27 


1HE 


LYS A 


27 


2HE 


LYS A 


27 


1HZ 


LYS A 


27 


2HZ 


LYS A 


27 



142.887 -3.120 

145.505 -4.620 

145.324 -3.836 

146.100 -2.461 

144.365 -2.435 

145.069 -1.785 

146.518 -2.776 

145.073 -3.155 

142.875 -4.688 

142.493 -5.618 

143.724 -6.147 

143.759 -6.193 

141.548 -4.934 

140.844 -5.904 

139.434 -6.212 

138.434 -5.194 

138.010 -5.500 

143.003 -3.741 

141.977 -6.448 

140.797 -4.390 

142.118 -4.238 

140.793 -5.464 

141.410 -6.822 

139.151 -7.193 

139.416 -6.196 

137.564 -5.199 

138.890 -4.215 

137.487 -6.399 

138.842 -5.579 



-4.264 1.00 0.00 
-4.190 1.00 0.00 
-6.341 1.00 0.00 
-5.555 1.00 0.00 
-5.865 1.00 0.00 
-3.283 1.00 0.00 
-3.111 1.00 0.00 
-2.173 1.00 0.00 
-6.319 1.00 0.00 
-7.375 1.00 0.00 
-8.106 1.00 0.00 
-9.335 1.00 0.00 
-8.368 1.00 0.00 
-9.303 1.00 0.00 
-8.828 1.00 0.00 
-9.354 1.00 0.00 
-10.748 1.00 0.00 
-6.539 1.00 0.00 
-6.915 1.00 0.00 
-7.816 1.00 0.00 
-8.967 1.00 0.00 
-10.289 1.00 0.00 
-9.345 1.00 0.00 
-9.179 1.00 0.00 
-7.748 1.00 0.00 
-8.714 1.00 0.00 
-9.331 1.00 0.00 
-10.772 1.00 0.00 
-11.365 1.00 0.00 



ffiIE#2 003-3083148 



mm 2002-236129 



^-v I 893/ 



ATOM 348 


3HZ 


LYS A 


27 137.395 


-4.743 


ATOM 349 


N 


GLU A 


28 144.732 


-6.549 


ATOM 350 


CA 


GLU A 


28 


145. 966 


-7. 077 


ATOM 351 


C 


GLU A 


28 


145. 851 


-8. 577 


ATOM 352 


0 


GLU A 


28 


144. 929 


-9. 227 


ATOM 353 


CB 


GLU A 


28 


147. 146 


-6. 785 


ATOM 354 


CG 


GLU A 


28 


148. 392 


-6. 309 


ATOM 355 


CD 


GLU A 


28 


148.913 


-4.989 


ATOM 356 


0E1 


GLU A 


28 


148. 619 


-3. 941 


ATOM 357 


0E2 


GLU A 


28 


149.615 


-5. 001 


ATOM 358 


H 


GLU A 


28 


144. 645 


-6.489 


ATOM 359 


HA 


GLU A 


28 146.133 


-6. 581 


ATOM 360 


1HB 


GLU A 


28 


146. 852 


-6. 021 


ATOM 361 


2HB 


GLU A 


28 


147.393 


-7. 685 


ATOM 362 


1HG 


GLU A 


28 


149.165 


-7. 054 


ATOM 363 


2HG 


GLU A 


28 148.156 


-6. 188 


ATOM 364 


N 


ASN A 


29 


146.795 


-9. 126 


ATOM 365 


CA 


ASN A 


29 


146.794 


-10. 553 


ATOM 366 


C 


ASN A 


29 146.979 


-11.378 


ATOM 367 


0 


ASN A 


29 


146.210 


-12.304 


ATOM 368 


CB 


ASN A 


29 


147. 889 


-10.896 


ATOM 369 


CG 


ASN A 


29 


148.012 


-9. 859 


ATOM 370 


0D1 


ASN A 


29 


147.215 


-9.835 


ATOM 371 


ND2 


ASN A 


29 


149.014 


-8.995 


ATOM 372 


H 


ASN A 


29 


147.507 


-8. 559 


ATOM 373 


HA 


ASN A 


29 


145.832 


-10. 795 


ATOM 374 


1HB 


ASN A 


29 


148.837 


-10. 967 


ATOM 375 


2HB 


ASN A 


29 


147.660 


-11.849 


ATOM 376 


1HD2 ASN A 


29 


149.610 


-9.074 



11.108 1.00 0.00 
-7.338 1.00 0.00 
-7.909 1.00 0.00 
-8.152 1.00 0.00 
-7.660 1.00 0.00 
-6.980 1.00 0.00 
-7.709 1.00 0.00 
-7.176 1.00 0.00 
-7.790 1.00 0.00 
-6.142 1.00 0.00 
-6.364 1.00 0.00 
-8.854 1.00 0.00 
-6.274 1.00 0.00 
-6.438 1.00 0.00 
-7.599 1.00 0.00 
-8.757 1.00 0.00 
-8.913 1.00 0.00 
-9.214 1.00 0.00 
-7.941 1.00 0.00 
-7.681 1.00 0.00 
-10.230 1.00 0.00 
-11.329 1.00 0.00 
-12.268 1.00 0.00 
-11.218 1.00 0.00 
-9.277 1.00 0.00 
-9.643 1.00 0.00 
-9.720 1.00 0.00 
-10.684 1.00 0.00 
-10.444 1.00 0.00 



mSE# 2003-3083148 



mm. 2002-236129 



^-v: 894/ 



ATOM 377 
ATOM 378 
ATOM 379 
ATOM 380 
ATOM 381 
ATOM 382 
ATOM 383 
ATOM 384 
ATOM 385 
ATOM 386 
ATOM 387 
ATOM 388 
ATOM 389 
ATOM 390 
ATOM 391 
ATOM 392 
ATOM 393 
ATOM 394 
ATOM 395 
ATOM 396 
ATOM 397 
ATOM 398 
ATOM 399 
ATOM 400 
ATOM 401 
ATOM 402 
ATOM 403 
ATOM 404 
ATOM 405 



2HD2 ASN A 


29 


N 


PRO A 


30 


CA 


PRO A 


30 


C 


PRO A 


30 


0 


PRO A 


30 


CB 


PRO A 


30 


CG 


PRO A 


30 


CD 


PRO A 


30 


HA 


PRO A 


30 


1HB 


PRO A 


30 


2HB 


PRO A 


30 


1HG 


PRO A 


30 


2HG 


PRO A 


30 


1HD 


PRO A 


30 


2HD 


PRO A 


30 


N 


PRO A 


31 


CA 


PRO A 


31 


C 


PRO A 


31 


0 


PRO A 


31 


CB 


PRO A 


31 


CG 


PRO A 


31 


CD 


PRO A 


31 


HA 


PRO A 


31 


1HB 


PRO A 


31 


2HB 


PRO A 


31 


1HG 


PRO A 


31 


2HG 


PRO A 


31 


1HD 


PRO A 


31 


2HD 


PRO A 


31 



149.117 -8.314 
147.999 -11.054 
148.264 -11.772 
147.376 -11.290 
147.517 -10.160 
149.724 -11.428 
149.894 -10.057 
148.972 -9.962 
148. 157 -12. 839 
149.906 -11.452 
150.368 -12.138 
149.620 -9.324 
150.919 -9.911 
148.477 -9.002 
149.523 -10.113 
146.441 -12.138 
145.531 -11.780 
146.277 -11.450 
146.937 -12.308 
144.671 -13.035 
144.811 -13.798 
146.194 -13.502 
144.900 -10.945 
145.039 -13.603 
143.645 -12.748 
144.699 -14.855 
144.072 -13.463 
146.906 -14.199 
146.218 -13.531 



11.915 1.00 0.00 
-7.121 1.00 0.00 
-5.876 1.00 0.00 
-4.730 1.00 0.00 
-4.262 1.00 0.00 
-5.596 1.00 0.00 
-6.150 1.00 0.00 
-7.340 1.00 0.00 
-5.999 1.00 0.00 
-4.531 1.00 0.00 
-6.094 1.00 0.00 
-5.406 1.00 0.00 
-6.460 1.00 0.00 
-7.355 1.00 0.00 
-8.254 1.00 0.00 
-4.263 1.00 0.00 
-3.169 1.00 0.00 
-1.880 1.00 0.00 
-1.296 1.00 0.00 
-2.980 1.00 0.00 
-4.253 1.00 0.00 
-4.758 1.00 0.00 
-3.439 1.00 0.00 
-2.137 1.00 0.00 
-2.805 1.00 0.00 
-4.062 1.00 0.00 
-4.965 1.00 0.00 
-4.342 1.00 0.00 
-5.836 1.00 0.00 



ffiSE# 2003-3083148 



#M 2002-236129 



^-vl 895/ 



ATOM 406 
ATOM 407 
ATOM 408 
ATOM 409 
ATOM 410 
ATOM 411 
ATOM 412 
ATOM 413 
ATOM 414 
ATOM 415 
ATOM 416 
ATOM 417 
ATOM 418 
ATOM 419 
ATOM 420 
ATOM 421 
ATOM 422 
ATOM 423 
ATOM 424 
ATOM 425 
ATOM 426 
ATOM 427 
ATOM 428 
ATOM 429 
ATOM 430 
ATOM 431 
ATOM 432 
ATOM 433 
ATOM 434 



N 


PHE 


A 


32 


CA 


PHE 


A 


32 


C 


PHE 


A 


32 


0 


PHE 


A 


32 


CB 


PHE 


A 


32 


CG 


PHE 


A 


32 


CD1 


PHE 


A 


32 


CD2 


PHE 


A 


32 


CE1 


PHE 


A 


32 


CE2 


PHE 


A 


32 


CZ 


PHE 


A 


32 


H 


PHE 


A 


32 


HA 


PHE 


A 


32 


1HB 


PHE 


A 


32 


2HB 


PHE 


A 


32 


HD1 


PHE 


A 


32 


HD2 


PHE 


A 


32 


HE1 


PHE 


A 


32 


HE2 


PHE 


A 


32 


HZ 


PHE 


A 


32 


N 


TYR 


A 


33 


CA 


TYR 


A 


33 


C 


TYR 


A 


33 


0 


TYR 


A 


33 


CB 


TYR 


A 


33 


CG 


TYR 


A 


33 


CD1 


TYR 


A 


33 


CD2 


TYR 


A 


33 


CE1 


TYR 


A 


33 



146. 164 -10. 200 

146.827 -9.757 
145.940 -8.790 
145.040 -8.167 
148.163 -9.089 
148.042 -7.950 
148.547 -8.063 
147.426 -6.766 
148.439 -7.017 
147.315 -5.716 
147.821 -5.842 
145.623 -9.562 
147.011 -10.627 
148.600 -8.704 

148.828 -9.824 

149.029 -8.982 

147.030 -6.665 
148.836 -7.118 
146.832 -4.799 
147.736 -5.023 

146.199 -8.668 
145.424 -7.777 
146.339 -6.867 

147.200 -7.339 
144.528 -8.588 
143.314 -9.178 
143. 134 -10. 554 
142.348 -8.360 
142.027 -11.098 



-1.441 1.00 0.00 
-0.220 1.00 0.00 
0.557 1.00 0.00 
-0.007 1.00 0.00 
-0.551 1.00 0.00 
-1.523 1.00 0.00 
-2.809 1.00 0.00 
-1.152 1.00 0.00 
-3.705 1.00 0.00 
-2.044 1.00 0.00 
-3.322 1.00 0.00 
-1.950 1.00 0.00 
0.392 1.00 0.00 
0.358 1.00 0.00 
-0.980 1.00 0.00 
-3.110 1.00 0.00 
-0.152 1.00 0.00 
-4.705 1.00 0.00 
-1.741 1.00 0.00 
-4.021 1.00 0.00 
1.855 1.00 0.00 
2.709 1.00 0.00 
3.521 1.00 0.00 
4.265 1.00 0.00 
3.648 1.00 0.00 
2.966 1.00 0.00 
2.895 1.00 0.00 
2.394 1.00 0.00 
2.272 1.00 0.00 



ffiiE# 2003-3083148 



mm 2002-236129 



s<~V: 896/ 



ATOM 435 


CE2 


TYR A 


ATOM 436 


CZ 


TYR A 


ATOM 437 


OH 


TYR A 


ATOM 438 


H 


TYR A 


ATOM 439 


HA 


TYR A 


ATOM 440 


1HB 


TYR A 


ATOM 441 


2HB 


TYR A 


ATOM 442 


HD1 


TYR A 


ATOM 443 


HD2 


TYR A 


ATOM 444 


HE1 


TYR A 


ATOM 445 


HE2 


TYR A 


ATOM 446 


HH 


TYR A 


ATOM 447 


N 


GLY A 


ATOM 448 


CA 


GLY A 


ATOM 449 


C 


GLY A 


ATOM 450 


0 


GLY A 


ATOM 451 


H 


GLY A 


ATOM 452 


1HA 


GLY A 


ATOM 453 


2HA 


GLY A 


ATOM 454 


N 


VAL A 


ATOM 455 


CA 


VAL A 


ATOM 456 


C 


VAL A 


ATOM 457 


0 


VAL A 


ATOM 458 


CB 


VAL A 


ATOM 459 


CGI 


VAL A 


ATOM 460 


CG2 


VAL A 


ATOM 461 


H 


VAL A 


ATOM 462 


HA 


VAL A 


ATOM 463 


HB 


VAL A 



33 141.237 -8.896 
33 141.081 -10.264 
33 139.977 -10.802 
33 146.930 -9.191 
33 144.802 -7.166 
33 145.101 -9.402 
33 144.182 -7.948 
33 143.877 -11.204 
33 142.473 -7.288 
33 141.904 -12.169 
33 140.497 -8.243 

33 139.667 -11.561 

34 146.148 -5.560 
34 146.963 -4.604 
34 146.180 -3.374 
34 145.129 -3.077 
34 145.447 -5.242 
34 147.358 -5.083 

34 147.786 -4.298 

35 146.694 -2.658 
35 146.036 -1.453 
35 146.677 -0.199 
35 147.885 -0.161 
35 146.084 -1.378 
35 147.523 -1.325 
35 145.296 -0.177 
35 147.535 -2.946 
35 145.001 -1.492 
35 145.627 -2.272 



1.771 1.00 0.00 
1.712 1.00 0.00 
1.092 1.00 0.00 
2.248 1.00 0.00 
2.073 1.00 0.00 
4.067 1.00 0.00 
4.446 1.00 0.00 
3.334 1.00 0.00 
2.441 1.00 0.00 
2.228 1.00 0.00 
1.333 1.00 0.00 
1.592 1.00 0.00 
3.375 1.00 0.00 
4.101 1.00 0.00 
4.517 1.00 0.00 

3.950 1.00 0.00 

2.768 1.00 0.00 

4.984 1.00 0.00 

3.471 1.00 0.00 

5.512 1.00 0.00 

6.005 1.00 0.00 

5.420 1.00 0.00 

5.182 1.00 0.00 

7.544 1.00 0.00 

8.035 1.00 0.00 

8.047 1.00 0.00 

5.924 1.00 0.00 

5.699 1.00 0.00 

7.942 1.00 0.00 

mfl# 2003-3083148 



!&m 2002-236129 



: 897/ 



ATOM 464 
ATOM 465 
ATOM 466 
ATOM 467 
ATOM 468 
ATOM 469 
ATOM 470 
ATOM 471 
ATOM 472 
ATOM 473 
ATOM 474 
ATOM 475 
ATOM 476 
ATOM 477 
ATOM 478 
ATOM 479 
ATOM 480 
ATOM 481 
ATOM 482 
ATOM 483 
ATOM 484 
ATOM 485 
ATOM 486 
ATOM' 487 
ATOM 488 
ATOM 489 
ATOM 490 
ATOM 491 
ATOM 492 



1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N ILE A 



CA 

C 

0 

CB 



H 

HA 
HB 



ILE A 
ILE A 
ILE A 
ILE A 
CGI ILE A 
CG2 ILE A 
CD1 ILE A 
ILE A 
ILE A 
ILE A 
1HG1 ILE A 
2HG1 ILE A 
1HG2 ILE A 
2HG2 ILE A 
3HG2 ILE A 
1HD1 ILE A 
2HD1 ILE A 
3HD1 ILE A 
N ARG A 
CA ARG A 
C ARG A 
0 ARG A 



35 147.534 
35 148.011 
35 148.047 
35 144.244 
35 145.629 

35 145.457 

36 145.862 
36 146.350 
36 147.313 
36 147.068 
36 145.190 
36 144.139 
36 145.713 
36 142.949 
36 144.910 
36 146.874 
36 144.736 
36 144.594 
36 143.776 
36 146.653 
36 145.860 
36 144.997 
36 142.382 
36 143.294 

36 142.323 

37 148.411 
37 149.412 
37 149.575 
37 149.318 



-1.273 
-0.451 
-2.212 
-0. 331 
0.712 
-0. 060 
0.825 
2.082 
2.767 
2.821 
3.044 
2.340 
4.288 
3.213 
0.734 
1.859 
3.350 
2.031 
1.469 
4.061 
5.076 
4.611 
2.758 
4.187 
3.317 
3.289 
3.968 
5.422 
6.343 



9.114 1. 
7.628 1. 
7.712 1. 
7.857 1. 
7.532 1. 
9.108 1. 
5.193 1. 
4.638 1. 
5.602 1. 
6.807 1. 
4.313 1. 
3.452 I. 
3.611 1. 
3.118 1. 
5.405 1. 
3.719 1. 
5.244 1. 
2.523 1. 
3.977 1. 
3.129 1. 
4.334 1. 
2.868 1. 
2.319 1. 
2.803 1. 
3.990 1. 
5.063 1. 
5.877 1. 
5.441 1. 
6.216 1. 



00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0. 00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
.00 0.00 
,00 0.00 



WiE# 2003-3083148 



#® 2002-236129 



^-v : 898/ 



ATOM 493 


CB 


ARG A 


37 


150. 755 


3.242 


5.782 1.00 0.00 


ATOM 494 


CG 


ARG A 


37 150.663 


1.754 


6.073 1.00 0.00 


ATOM 495 


CD 


ARG A 


37 150.046 


1.488 


7.437 1.00 0.00 


ATOM 496 


NE 


ARG A 


37 


150. 848 


2.053 


8.519 1.00 0.00 


ATOM 497 


CZ 


ARG A 


or? 

37 


150. 641 


1.792 


9.808 1.00 0.00 


ATOM 498 


NH1 


ARG A 


37 


149. 661 


0.977 


10.179 1.00 0.00 


ATOM 499 


NH2 


ARG A 


37 


151.417 


2.348 


10.729 1.00 0.00 


ATOM 500 


H 


ARG A 


37 


i ja r~ r" O 

148. 552 


3.212 


4.097 1.00 0.00 


ATOM 501 


HA 


ARG A 


37 


149.075 


3.949 


6.902 1.00 0.00 


ATOM 502 


1HB 


ARG A 


37 


151. 150 


3.369 


4.784 1.00 0.00 


ATOM 503 


2HB 


ARG A 


on 

37 


t P" t A A f\ 

151.440 


3.684 


6.490 1.00 0.00 


ATOM 504 


1HG 


ARG A 


37 


150.052 


1.285 


5.316 1.00 0.00 


ATOM 505 


2HG 


ARG A 


37 


151. 656 


1.329 


6.049 1.00 0.00 


ATOM 506 


1HD 


ARG A 


37 


149. 061 


1.930 


7.463 1.00 0.00 


ATOM 507 


2HD 


ARG A 


37 


149. 965 


0.421 


7.580 1.00 0.00 


ATOM 508 


HE 


ARG A 


Af7 

37 


151. 578 


2.659 


8.273 1.00 0.00 


ATOM 509 


1HH1 


ARG A 


or? 

37 


149.073 


0.554 


9.490 1.00 0.00 


ATOM 510 


2HH1 ARG A 


or? 

37 


1 A f\ P" 1 o 

149. 512 


0.785 


11.149 1.00 0.00 


ATOM 511 


1HH2 ARG A 


o n 

37 


152. 157 


2.962 


10.456 1.00 0.00 


ATOM 512 


2HH2 ARG A 


37 


151.262 


2.152 


11.698 1.00 0.00 


ATOM 513 


N 


TRP A 


oo 

38 


150. 001 


5.619 


4.198 1.00 0.00 


ATOM 514 


CA 


TRP A 


oo 

38 


1 P* f\ 1 Art 

150. 198 


6.962 


3.664 1.00 0.00 


ATOM 515 


C 


TRP A 


38 


149.459 


7.137 


2.339 1.00 0.00 


ATOM 516 


0 


TRP A 


38 


149. 536 


6.285 


1.455 1.00 0.00 


ATOM 517 


CB 


TRP A 


38 


151.692 


7.247 


3.473 1.00 0.00 


ATOM 518 


CG 


TRP A 


38 


151.968 


8.508 


2.707 1.00 0.00 


ATOM 519 


CD1 


TRP A 


38 


152. 160 


9.758 


3.223 1.00 0.00 


ATOM 520 


CD2 


TRP A 


38 


152.077 


8.639 


1.285 1.00 0.00 


ATOM 521 


NE1 


TRP A 


38 


152.382 


10.658 


2.208 1.00 0.00 



2003-3083148 



#M 2 0 0 2 



-236129 



: 899/ 



ATOM 522 
ATOM 523 
ATOM 524 
ATOM 525 
ATOM 526 
ATOM 527 
ATOM 528 
ATOM 529 
ATOM 530 
ATOM 531 
ATOM 532 
ATOM 533 
ATOM 534 
ATOM 535 
ATOM 536 
ATOM 537 
ATOM 538 
ATOM 539 
ATOM 540 
ATOM 541 
ATOM 542 
ATOM 543 
ATOM 544 
ATOM 545 
ATOM 546 
ATOM 547 
ATOM 548 
ATOM 549 
ATOM 550 



CE2 


TRP A 


38 


CE3 


TRP A 


38 


CZ2 


TRP A 


38 


CZ3 


TRP A 


38 


CH2 


TRP A 


38 


H 


TRP A 


38 


HA 


TRP A 


38 


1HB 


TRP A 


38 


2HB 


TRP A 


38 


HD1 


TRP A 


38 


HE1 


TRP A 


38 


HE3 


TRP A 


38 


HZ2 


TRP A 


38 


HZ3 


TRP A 


38 


HH2 


TRP A 


38 


N 


ILE A 


39 


CA 


ILE A 


39 


C 


ILE A 


39 


0 


ILE A 


39 


CB 


ILE A 


39 


CGI 


ILE A 


39 


CG2 


ILE A 


39 


CDl 


ILE A 


39 


H 


ILE A 


39 


HA 


ILE A 


39 


HB 


ILE A 


39 


1HG1 


ILE A 


39 


2HG1 


ILE A 


39 


1HG2 ILE A 


39 



152.337 9.996 

151.983 7.742 

152.501 10.473 

152.148 8.217 

152.403 9.572 

150.190 4.845 

149. 797 7. 665 

152. 160 7. 337 

152.142 6.424 

152.136 9.991 

152.546 11.617 

151.785 6.695 

152.696 11.515 

152.076 7.538 

152. 525 9. 899 

148. 753 8. 255 

148. 007 8. 556 

148.396 9.927 

148.014 10.955 

146.487 8.525 

146.096 7.246 

145.733 8.631 

144. 679 7. 267 

148. 738 8. 898 

148.249 7.804 

146.225 9.378 

146.184 6.405 

146. 764 7. 105 

144. 792 8. 107 



1.009 1.00 0.00 
0.218 1.00 0.00 
-0.289 1.00 0.00 
-1.070 1.00 0.00 
-1.315 1.00 0.00 
3.628 1.00 0.00 
4.379 1.00 0.00 
4.441 1.00 0.00 
2.936 1.00 0.00 
4.277 1.00 0.00 
2.324 1.00 0.00 
0.385 1.00 0.00 
-0.494 1.00 0.00 
-1.906 1.00 0.00 
-2.337 1.00 0.00 
2.210 1.00 0.00 
0.995 1.00 0.00 
0.453 1.00 0.00 
1.011 1.00 0.00 
1.243 1.00 0.00 
1.986 1.00 0.00 
-0.074 1.00 0.00 
2.520 1.00 0.00 
2.950 1.00 0.00 
0.258 1.00 0.00 
1.849 1.00 0.00 
1.314 1.00 0.00 
2.823 1.00 0.00 
0.007 1.00 0.00 



ttiiE#2 003-3083148 



#EI 2002-236129 



900/ 



ATOM 551 


2HG2 


ILE A 


39 146.324 


ATOM 552 


3HG2 


ILE A 


39 145.549 


ATOM 553 


1HD1 


ILE A 


39 144.027 


ATOM 554 


2HD1 


ILE A 


39 144.352 


ATOM 555 


3HD1 


ILE A 


39 144.649 


ATOM 556 


N 


GLY A 


40 149.164 


ATOM 557 


CA 


GLY A 


40 149.595 


ATOM 558 


C 


GLY A 


40 150.136 


ATOM 559 


0 


GLY A 


40 149.994 


ATOM 560 


H 


GLY A 


40 149.442 


ATOM 561 


1HA 


GLY A 


40 148.757 


ATOM 562 


2HA 


GLY A 


40 150.366 


ATOM 563 


N 


GLN A 


41 150.756 


ATOM 564 


CA 


GLN A 


41 151.322 


ATOM 565 


C 


GLN A 


41 152.790 


ATOM 566 


0 


GLN A 


41 153.104 


ATOM 567 


CB 


GLN A 


41 150.525 


ATOM 568 


CG 


GLN A 


41 149.022 


ATOM 569 


CD 


GLN A 


41 148.247 


ATOM 570 


0E1 


GLN A 


41 148.194 


ATOM 571 


NE2 


GLN A 


41 147.642 


ATOM 572 


H 


GLN A 


41 150.834 


ATOM 573 


HA 


GLN A 


41 151.253 


ATOM 574 


1HB 


GLN A 


41 150.738 


ATOM 575 


2HB 


GLN A 


41 150.838 


ATOM 576 


1HG 


GLN A 


41 148.714 


ATOM 577 


2HG 


GLN A 


41 148.790 


ATOM 578 


1HE2 GLN A 


41 147.727 


ATOM 579 


2HE2 GLN A 


41 147.135 



8.190 -0.864 1.00 0.00 
9.671 -0.300 1.00 0.00 
6.753 1.829 1.00 0.00 
8.290 2.632 1.00 0.00 
6.772 3.479 1.00 0.00 
9.936 -0.631 1.00 0.00 
11.190 -1.219 1.00 0.00 
11.024 -2.625 1.00 0.00 
9.963 -3.233 1.00 0.00 
9.086 -1.033 1.00 0.00 
11.869 -1.246 1.00 0.00 
11.617 -0.597 1.00 0.00 
12.080 -3.140 1.00 0.00 
12.057 -4.482 1.00 0.00 
12.482 -4.457 1.00 0.00 
13.628 -4.136 1.00 0.00 
12.986 -5.399 1.00 0.00 
12.773 -5.320 1.00 0.00 
14.074 -5.380 1.00 0.00 
14.824 -4.405 1.00 0.00 
14.349 -6.529 1.00 0.00 
12.896 -2.605 1.00 0.00 
11.048 -4.858 1.00 0.00 
14.008 -5.127 1.00 0.00 
12.821 -6.419 1.00 0.00 
12.152 -6.147 1.00 0.00 
12.275 -4.390 1.00 0.00 
13.706 -7.262 1.00 0.00 
15.185 -6.596 1.00 0.00 



2003-3083148 



002-236129 



^-V. 901/ 



ATOM 580 N PROA 42 153.713 11.563 -4.793 1.00 0.00 

ATOM 581 CA PROA 42 155.152 11.857 -4.801 1.00 0.00 

ATOM 582 C PROA 42 155.499 13.021 -5.723 1.00 0.00 

ATOM 583 0 PROA 42 154.732 13.362 -6.624 1.00 0.00 

ATOM 584 CB PROA 42 155.784 10.560 -5.316 1.00 0.00 

ATOM 585 CG PROA 42 154.773 9.505 -5.034 1.00 0.00 

ATOM 586 CD PROA 42 153.437 10.171 -5.187 1.00 0.00 

ATOM 587 HA PROA 42 155.516 12.068 -3.806 1.00 0.00 

ATOM 588 1HB PROA 42 155.979 10.649 -6.375 1.00 0.00 

ATOM 589 2HB PROA 42 156.708 10.372 -4.789 1.00 0.00 

ATOM 590 1HG PROA 42 154.873 8.697 -5.744 1.00 0.00 

ATOM 591 2HG PROA 42 154.895 9.138 -4.025 1.00 0.00 

ATOM 592 1HD PROA 42 153.104 10.119 -6.214 1.00 0.00 

ATOM 593 2HD PROA 42 152.710 9.720 -4.527 1.00 0.00 

ATOM 594 N PROA 43 156.668 13.649 -5.510 1.00 0.00 

ATOM 595 CA PROA 43 157.117 14.780 -6.327 1.00 0.00 

ATOM 596 C PRO A 43 157.535 14.350 -7.728 1.00 0.00 

ATOM 597 0 PROA 43 158.705 14.060 -7.976 1.00 0.00 

ATOM 598 CB PROA 43 158.320 15.319 -5.555 1.00 0.00 

ATOM 599 CG PROA 43 158.841 14.148 -4.797 1.00 0.00 

ATOM 600 CD PROA 43 157.643 13.304 -4.457 1.00 0.00 

ATOM 601 HA PROA 43 156.356 15.543 -6.397 1.00 0.00 

ATOM 602 1HB PROA 43 159.054 15.699 -6.251 1.00 0.00 

ATOM 603 2HB PROA 43 158.002 16.109 -4.892 1.00 0.00 

ATOM 604 1HG PROA 43 159.531 13.589 -5.413 1.00 0.00 

ATOM 605 2HG PROA 43 159.330 14.483 -3.894 1.00 0.00 

ATOM 606 1HD PROA 43 157.897 12.255 -4.497 1.00 0.00 

ATOM 607 2HD PROA 43 157.262 13.565 -3.481 1.00 0.00 

ATOM 608 N GLY A 44 156.571 14.311 -8.641 1.00 0.00 



tiiiE# 2003-3083148 



2002-236129 



I 902/ 



ATOM 609 
ATOM 610 
ATOM 611 
ATOM 612 
ATOM 613 
ATOM 614 
ATOM 615 
ATOM 616 
ATOM 617 
ATOM 618 
ATOM 619 
ATOM 620 
ATOM 621 
ATOM 622 
ATOM 623 
ATOM 624 
ATOM 625 
ATOM 626 
ATOM 627 
ATOM 628 
ATOM 629 
ATOM 630 
ATOM 631 
ATOM 632 
ATOM 633 
ATOM 634 
ATOM 635 
ATOM 636 
ATOM 637 



CA GLY A 
C GLY A 
0 GLY A 
H GLY A 
1HA GLY A 
2HA GLY A 
N LEU A 
CA LEU A 
C LEU A 
0 LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N ASN A 
CA ASN A 
C ASN A 
0 ASN A 



44 156.860 
44 155.636 
44 155.325 
44 155.656 
44 157.249 

44 157.611 

45 154.938 
45 153.739 
45 152.532 
45 152.455 
45 153.945 
45 154.507 
45 154.156 
45 156.015 
45 155.235 
45 153.560 
45 152.993 
45 154.626 
45 154.061 
45 153.472 
45 155.055 
45 153.691 
45 156.323 
45 156.513 

45 156.280 

46 151.592 
46 150.393 
46 149.458 
46 148.826 



13.916 -10.006 1.00 0.00 
13.399 -10.732 1.00 0.00 
13.848 -11.835 1.00 0.00 
14.552 -8.386 1.00 0.00 
14.768 -10.541 1.00 0.00 
13.139 -9.992 1.00 0.00 
12.453 -10.114 1.00 0.00 
11.876 -10.710 1.00 0.00 
12.079 -9.803 1.00 0.00 
11.497 -8.721 1.00 0.00 
10.384 -10.980 1.00 0.00 
9.584 -9.802 1.00 0.00 
8.109 -9.940 1.00 0.00 
9.772 -9.700 1.00 0.00 
12.136 -9.233 1.00 0.00 
12.381 -11.648 1.00 0.00 
9.956 -11.260 1.00 0.00 
10.281 -11.812 1.00 0.00 
9.948 -8.886 1.00 0.00 
7.828 -9.154 1.00 0.00 
7.515 -9.864 1.00 0.00 
7.936 -10.900 1.00 0.00 
10.583 -10.343 1.00 0.00 
8.863 -10.005 1.00 0.00 
10.002 -8.679 1.00 0.00 
12.907 -10.245 1.00 0.00 
13.174 -9.461 1.00 0.00 
11.971 -9.487 1.00 0.00 
11.684 -10.504 1.00 0.00 



tfcfiE# 2003-3083148 



#0 2002-236129 



903/ 



ATOM 


638 


CB 


ASN 


A 


46 


149. 


ATOM 


639 


CG 


ASN 


A 


46 


148. 


ATOM 


640 


0D1 


ASN 


A 


46 


147. 


ATOM 


641 


ND2 


ASN 


A 


46 


149. 


ATOM 


642 


H 


ASN 


A 


46 


151. 


ATOM 


643 


HA 


ASN 


A 


46 


150. 


ATOM 


644 


1HB 


ASN 


A 


46 


150. 


ATOM 


645 


2HB 


ASN 


A 


46 


148. 


ATOM 


646 


1HD2 


ASN 


A 


46 


150. 


ATOM 


647 


2HD2 


ASN 


A 


46 


149. 


ATOM 


648 


N 


GLU 


A 


47 


149. 


ATOM 


649 


CA 


GLU 


A 


47 


148. 


ATOM 


650 


C 


GLU 


A 


47 


148. 


ATOM 


651 


0 


GLU 


A 


47 


149. 


ATOM 


652 


CB 


GLU 


A 


47 


149. 


ATOM 


653 


CG 


GLU 


A 


47 


150. 


ATOM 


654 


CD 


GLU 


A 


47 


151. 


ATOM 


655 


0E1 


GLU 


A 


47 


151. 


ATOM 


656 


0E2 


GLU 


A 


47 


151. 


ATOM 


657 


H 


GLU 


A 


47 


149. 


ATOM 


658 


HA 


GLU 


A 


47 


147. 


ATOM 


659 


1HB 


GLU 


A 


47 


148. 


ATOM 


660 


2HB 


GLU 


A 


47 


148. 


ATOM 


661 


1HG 


GLU 


A 


47 


151. 


ATOM 


662 


2HG 


GLU 


A 


47 


150. 


ATOM 


663 


N 


VAL 


A 


48 


147. 


ATOM 


664 


CA 


VAL 


A 


48 


146. 


ATOM 


665 


C 


VAL 


A 


48 


147. 


ATOM 


666 


0 


VAL 


A 


48 


146. 



672 14.410 -10.001 1.00 0.00 

921 15.162 -8.920 1.00 0.00 

695 15.271 -8.962 1.00 0.00 
655 15.686 -7.946 1.00 0.00 
705 13.344 -11.114 1.00 0.00 

696 13.360 -8.440 1.00 0.00 
398 15.079 -10.441 1.00 0.00 
966 14.104 -10.759 1.00 0.00 
626 15.560 -7.978 1.00 0.00 
195 16.177 -7.233 1.00 0.00 
375 11.273 -8.360 1.00 0.00 

517 10.100 -8.245 1.00 0.00 
358 9.687 -6.788 1.00 0.00 
340 9.386 -6.109 1.00 0.00 
090 8.936 -9.059 1.00 0.00 
606 8.836 -9.007 1.00 0.00 
170 7.964 -10.111 1.00 0.00 
265 8.447 -11.259 1.00 0.00 

518 6.798 -9.829 1.00 0.00 
904 11.554 -7.586 1.00 0.00 
546 10.361 -8.641 1.00 0.00 
677 8.012 -8.681 1.00 0.00 
794 9.054 -10.092 1.00 0.00 
022 9.826 -9.104 1.00 0.00 
895 8.417 -8.054 1.00 0.00 
119 9.669 -6.309 1.00 0.00 
847 9.284 -4.931 1.00 0.00 
245 7.832 -4.688 1.00 0.00 
514 6.909 -5.044 1.00 0.00 



ffiSE# 2003-3083148 



#M 2002-236129 



^-v* I 904/ 



ATOM 667 


CB 


VAL A 


48 145.358 


ATOM 668 


CGI 


VAL A 


48 145.132 


ATOM 669 


CG2 


VAL A 


48 144.870 


ATOM 670 


H 


VAL A 


48 146.374 


ATOM 671 


HA 


VAL A 


48 147.431 


ATOM 672 


HB 


VAL A 


48 144.790 


ATOM 673 


1HG1 VAL A 


48 145.196 


ATOM 674 


2HG1 VAL A 


48 144.155 


ATOM 675 


3HG1 VAL A 


48 145.887 


ATOM 676 


1HG2 VAL A 


48 145.583 


ATOM 677 


2HG2 VAL A 


48 143.913 


ATOM 678 


3HG2 VAL A 


48 144.768 


ATOM 679 


N 


LEU A 


49 148.412 


ATOM 680 


CA 


LEU A 


49 148.909 


ATOM 681 


C 


LEU A 


49 148.806 


ATOM 682 


0 


LEU A 


49 149.482 


ATOM 683 


CB 


LEU A 


49 150.361 


ATOM 684 


CG 


LEU A 


49 150.589 


ATOM 685 


CD1 


LEU A 


49 152.051 


ATOM 686 


CD2 


LEU A 


49 150.143 


ATOM 687 


H 


LEU A 


49 148.952 


ATOM 688 


HA 


LEU A 


49 148.297 


ATOM 689 


1HB 


LEU A 


49 150.960 


ATOM 690 


2HB 


LEU A 


49 150.701 


ATOM 691 


HG 


LEU A 


49 150.000 


ATOM 692 


1HD1 LEU A 


49 152.506 


ATOM 693 


2HD1 LEU A 


49 152.121 


ATOM 694 


3HD1 LEU A 


49 152.566 


ATOM 695 


1HD2 LEU A 


49 150.286 



9.463 -4.578 1.00 0.00 
9.251 -3.089 1.00 0.00 
10.838 -5.008 1.00 0.00 
9.913 -6.896 1.00 0.00 
9.921 -4.283 1.00 0.00 
8.718 -5.116 1.00 0.00 
8.197 -2.862 1.00 0.00 
9.619 -2.817 1.00 0.00 
9.785 -2.531 1.00 0.00 
11.587 -4.697 1.00 0.00 
11.039 -4.551 1.00 0.00 
10.863 -6.084 1.00 0.00 
7.639 -4.082 1.00 0.00 
6.298 -3.795 1.00 0.00 
5.992 -2.307 1.00 0.00 
6.612 -1.487 1.00 0.00 
6.161 -4.258 1.00 0.00 
6.388 -5.753 1.00 0.00 
6.701 -6.028 1.00 0.00 
5.171 -6.550 1.00 0.00 
8.414 -3.822 1.00 0.00 
5.595 -4.340 1.00 0.00 
6.873 -3.710 1.00 0.00 
5.165 -4.012 1.00 0.00 
7.234 -6.075 1.00 0.00 
7.107 -5.136 1.00 0.00 
7.424 -6.827 1.00 0.00 
5.796 -6.314 1.00 0.00 
4.281 -5.957 1.00 0.00 



tfiiiE# 2003-3083148 



2002-236129 



^-v: 905/ 



ATOM 696 
ATOM 697 
ATOM 698 
ATOM 699 
ATOM 700 
ATOM 701 
ATOM 702 
ATOM 703 
ATOM 704 
ATOM 705 
ATOM 706 
ATOM 707 
ATOM 708 
ATOM 709 
ATOM 710 
ATOM 711 
ATOM 712 
ATOM 713 
ATOM 714 
ATOM 715 
ATOM 716 
ATOM 717 
ATOM 718 
ATOM 719 
ATOM 720 
ATOM 721 
ATOM 722 
ATOM 723 
ATOM 724 



2HD2 LEU A 

3HD2 LEU A 

N ALA A 

CA ALA A 

C ALA A 

0 ALA A 

CB ALA A 

H ALA A 

HA ALA A 

1HB ALA A 

2HB ALA A 

3HB ALA A 

N GLY A 



CA 
C 
0 
H 



GLY A 
GLY A 
GLY A 
GLY A 
1HA GLY A 
2HA GLY A 
N LEU A 
CA LEU A 
LEU A 
LEU A 
LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 



C 
0 

CB 



49 150.729 

49 149.098 

50 147.955 
50 147.766 
50 148.688 
50 148.560 
50 146.314 
50 147.443 
50 148.005 
50 145.677 
50 146.055 

50 146.180 

51 149.617 
51 150.547 
51 149.894 
51 149.642 
51 149.673 
51 150.950 

51 151.357 

52 149.620 
52 148.992 
52 150.042 
52 151.004 
52 148.119 
52 146.962 
52 146.299 
52 145.948 
52 149.846 
52 148.367 



5.100 -7.455 1.00 0.00 

5.270 -6.805 1.00 0.00 
5.032 -1.965 1.00 0.00 
4.646 -0.575 1.00 0.00 
3.492 -0.197 1.00 0.00 
2.385 -0.721 1.00 0.00 

4.271 -0.323 1.00 0.00 
4.573 -2.664 1.00 0.00 
5.502 0.040 1.00 0.00 
4.830 -0.991 1.00 0.00 
4.501 0.700 1.00 0.00 
3.214 -0.499 1.00 0.00 
3.758 0.715 1.00 0.00 
2.730 1.147 1.00 0.00 
1.695 2.041 1.00 0.00 
1.952 3.217 1.00 0.00 
4.658 1.099 1.00 0.00 
2.235 0.276 1.00 0.00 
3.197 1.688 1.00 0.00 
0.522 1.481 1.00 0.00 

-0.557 2.237 1.00 0.00 
-1.428 2.917 1.00 0.00 
-1.867 2.284 1.00 0.00 
-1.412 1.316 1.00 0.00 
-0.670 0.645 1.00 0.00 
-1.550 -0.403 1.00 0.00 
-0.218 1.685 1.00 0.00 
0.377 0.539 1.00 0.00 
-0.108 2.995 1.00 0.00 



ffiSEijf 2003-3083148 



2002-236129 



^-V I 906/ 



ATOM 725 


1HB 


LEU A 


52 148.750 


-1.828 


ATOM 726 


2HB 


LEU A 


52 147.708 


-2.224 


ATOM 727 


HG 


LEU A 


52 147.347 


0.209 


ATOM 728 


1HD1 


LEU A 


52 145.535 


-2. 153 


ATOM 729 


2HD1 


LEU A 


52 147.040 


-2. 194 


ATOM 730 


3HD1 


LEU A 


52 145.851 


-0.929 


ATOM 731 


1HD2 


LEU A 


52 144.961 


-0.209 


ATOM 732 


2HD2 


LEU A 


52 146.198 


0.776 


ATOM 733 


3HD2 


LEU A 


52 145.962 


-0. 899 


ATOM 734 


N 


GLU A 


53 149.852 


-1.676 


ATOM 735 


CA 


GLU A 


53 150.784 


-2.496 


ATOM 736 


C 


GLU A 


53 150.285 


-3.933 


ATOM 737 


0 


GLU A 


53 149.303 


-4. 212 


ATOM 738 


CB 


GLU A 


53 150.979 


-1.910 


ATOM 739 


CG 


GLU A 


53 151.968 


-2. 688 


ATOM 740 


CD 


GLU A 


53 151.516 


-2. 822 


ATOM 741 


0E1 


GLU A 


53 150.666 


-2.016 


ATOM 742 


0E2 


GLU A 


53 152.011 


-3. 734 


ATOM 743 


H 


GLU A 


53 149.067 


-1.298 


ATOM 744 


HA 


GLU A 


53 151.731 


-2.492 


ATOM 745 


1HB 


GLU A 


53 151.339 


-0. 896 


ATOM 746 


2HB 


GLU A 


53 150.027 


-1.899 


ATOM 747 


1HG 


GLU A 


53 152.084 


-3. 678 


ATOM 748 


2HG 


GLU A 


53 152.920 


-2. 177 


ATOM 749 


N 


LEU A 


54 150.969 


-4.842 


ATOM 750 


CA 


LEU A 


54 150.595 


-6. 252 


ATOM 751 


C 


LEU A 


54 150.871 


-6. 873 


ATOM 752 


0 


LEU A 


54 151.878 


-6. 569 


ATOM 753 


CB 


LEU A 


54 151.358 


-7.014 



0.543 1.00 0.00 
1.897 1.00 0.00 
0.147 1.00 0.00 
0.066 1.00 0.00 
-0.852 1.00 0.00 
-1.164 1.00 0.00 
1.245 1.00 0.00 
2.025 1.00 0.00 
2.523 1.00 0.00 
4.208 1.00 0.00 
4.974 1.00 0.00 
5.078 1.00 0.00 
5.765 1.00 0.00 
6.374 1.00 0.00 
7.226 1.00 0.00 
8.667 1.00 0.00 
9.100 1.00 0.00 
9.363 1.00 0.00 
4.657 1.00 0.00 
4.457 1.00 0.00 
6.280 1.00 0.00 
6.884 1.00 0.00 
6.809 1.00 0.00 
7.209 1.00 0.00 
4.392 1.00 0.00 
4.406 1.00 0.00 
5.772 1.00 0.00 
6.412 1.00 0.00 
3.322 1.00 0.00 



ffi|E# 2003-3083 1 48 



#$I 2002-236129 



I 907/ 



ATOM 754 


CG 


LEU A 


ATOM 755 


CD1 


LEU A 


ATOM 756 


CD2 


LEU A 


ATOM 757 


H 


LEU A 


ATOM 758 


HA 


LEU A 


ATOM 759 


1HB 


LEU A 


ATOM 760 


2HB 


LEU A 


ATOM 761 


HG 


LEU A 


ATOM 762 


1HD1 LEU A 


ATOM 763 


2HD1 LEU A 


ATOM 764 


3HD1 LEU A 


ATOM 765 


1HD2 LEU A 


ATOM 766 


2HD2 LEU A 


ATOM 767 


3HD2 LEU A 


ATOM 768 


N 


GLU A 


ATOM 769 


CA 


GLU A 


ATOM 770 


C 


GLU A 


ATOM 771 


0 


GLU A 


ATOM 772 


CB 


GLU A 


ATOM 773 


CG 


GLU A 


ATOM 774 


CD 


GLU A 


ATOM 775 


0E1 


GLU A 


ATOM 776 


0E2 


GLU A 


ATOM 777 


H 


GLU A 


ATOM 778 


HA 


GLU A 


ATOM 779 


1HB 


GLU A 


ATOM 780 


2HB 


GLU A 


ATOM 781 


1HG 


GLU A 


ATOM 782 


2HG 


GLU A 



54 151.330 -6.371 

54 152.538 -6.804 

54 150.040 -6.724 

54 151.744 -4.559 

54 149.537 -6.317 

54 152.389 -7.106 

54 150.935 -8.005 

54 151.369 -5.296 

54 152.298 -7.701 

54 153.367 -7.000 

54 152.807 -6.018 

54 150.219 -7.555 

54 149.701 -5.872 

54 149.284 -6.998 

55 149.969 -7.744 
55 150.115 -8.408 
55 151.256 -9.421 
55 151.917 -9.662 
55 148.811 -9.106 
55 147.605 -8.182 
55 147.676 -7.132 
55 148.644 -6.343 
55 146.764 -7.098 
55 149.187 -7.945 
55 150.343 -7.653 
55 148.623 -9.908 
55 148.920 -9.522 
55 147.547 -7.682 
55 146.713 -8.775 



1.935 1.00 0.00 
1.120 1.00 0.00 
1.210 1.00 0.00 
3.863 1.00 0.00 
4.202 1.00 0.00 
3.633 1.00 0.00 
3.243 1.00 0.00 
2.044 1.00 0.00 
0.569 1.00 0.00 
1.783 1.00 0.00 
0.429 1.00 0.00 
0.543 1.00 0.00 
0.640 1.00 0.00 
1.932 1.00 0.00 
6.213 1.00 0.00 
7.502 1.00 0.00 
7.467 1.00 0.00 
8.478 1.00 0.00 
7.891 1.00 0.00 
7.893 1.00 0.00 

8.984 1.00 0.00 

8.985 1.00 0.00 
9.837 1.00 0.00 
5.658 1.00 0.00 
8.240 1.00 0.00 
7.193 1.00 0.00 
8.882 1.00 0.00 
6.937 1.00 0.00 
8.042 1.00 0.00 

tbfiE# 2003-3083148 



#JP. 2002-236129 



^-v?: 908/ 



ATOM 783 


N 


ASP A 


ATOM 784 


CA 


ASP A 


ATOM 785 


C 


ASP A 


ATOM 786 


0 


ASP A 


ATOM 787 


CB 


ASP A 


ATOM 788 


CG 


ASP A 


ATOM 789 


0D1 


ASP A 


ATOM 790 


0D2 


ASP A 


ATOM 791 


H 


ASP A 


ATOM 792 


HA 


ASP A 


ATOM 793 


1HB 


ASP A 


ATOM 794 


2HB 


ASP A 


ATOM 795 


N 


GLU A 


ATOM 796 


CA 


GLU A 


ATOM 797 


C 


GLU A 


ATOM 798 


0 


GLU A 


ATOM 799 


CB 


GLU A 


ATOM 800 


CG 


GLU A 


ATOM 801 


CD 


GLU A 


ATOM 802 


0E1 


GLU A 


ATOM 803 


0E2 


GLU A 


ATOM 804 


H 


GLU A 


ATOM 805 


HA 


GLU A 


ATOM 806 


1HB 


GLU A 


ATOM 807 


2HB 


GLU A 


ATOM 808 


IHG 


GLU A 


ATOM 809 


2HG 


GLU A 


ATOM 810 


N 


CYS A 


ATOM 811 


CA 


CYS A 



56 151.481 -10.011 
56 152.542 -10.999 
56 153.771 -10.371 
56 153.657 -9.601 
56 152.046 -12.173 
56 150.859 -12.877 
56 149.718 -12.411 
56 151.072 -13.896 
56 150.920 -9.778 
56 152.813 -11.361 
56 151.752 -11.809 

56 152.847 -12.889 

57 154.946 -10.710 
57 156.197 -10.180 
57 156.579 -10.884 
57 157.219 -11.935 
57 157.319 -10.339 
57 157.144 -9.464 
57 158.307 -9.580 
57 158.104 -9.322 
57 159.419 -9.929 
57 154.973 -11.329 
57 156.053 -9.129 
57 157.356 -11.370 
57 158.258 -10.083 
57 157.059 -8.435 

57 156.240 -9.760 

58 156.180 -10.298 
58 156.480 -10.869 



6.299 1.00 0.00 
6.133 1.00 0.00 
5.482 1.00 0.00 
4.530 1.00 0.00 
5.287 1.00 0.00 
5.915 1.00 0.00 
5.716 1.00 0.00 
6.606 1.00 0.00 
5.530 1.00 0.00 
7.112 1.00 0.00 
4.314 1.00 0.00 
5.172 1.00 0.00 
6.003 1.00 0.00 
5.472 1.00 0.00 
4.174 1.00 0.00 
4.192 1.00 0.00 
6.501 1.00 0.00 
7.732 1.00 0.00 
8.697 1.00 0.00 
9.903 1.00 0.00 
8.250 1.00 0.00 
6.762 1.00 0.00 
5.270 1.00 0.00 
6.820 1.00 0.00 
6.034 1.00 0.00 
7.417 1.00 0.00 
8.242 1.00 0.00 
3.050 1.00 0.00 
1.743 1.00 0.00 

ffiliE# 2003-3083148 



#JH 2002-236129 



909/ 



ATOM 812 


C 


CYS A 


ATOM 813 


0 


CYS A 


ATOM 814 


CB 


CYS A 


ATOM 815 


SG 


CYS A 


ATOM 816 


H 


CYS A 


ATOM 817 


HA 


CYS A 


ATOM 818 


1HB 


CYS A 


ATOM 819 


2HB 


CYS A 


ATOM 820 


HG 


CYS A 


ATOM 821 


N 


ALA A 


ATOM 822 


CA 


ALA A 


ATOM 823 


C 


ALA A 


ATOM 824 


0 


ALA A 


ATOM 825 


CB 


ALA A 


ATOM 826 


H 


ALA A 


ATOM 827 


HA 


ALA A 


ATOM 828 


1HB 


ALA A 


ATOM 829 


2HB 


ALA A 


ATOM 830 


3HB 


ALA A 


ATOM 831 


N 


GLY A 


ATOM 832 


CA 


GLY A 


ATOM 833 


C 


GLY A 


ATOM 834 


0 


GLY A 


ATOM 835 


H 


GLY A 


ATOM 836 


1HA 


GLY A 


ATOM 837 


2HA 


GLY A 


ATOM 838 


N 


CYS A 


ATOM 839 


CA 


CYS A 


ATOM 840 


C 


CYS A 



58 157.720 -10.220 
58 157.783 -9.000 
58 155.287 -10.694 
58 155.023 -12.087 
58 155.672 -9.462 
58 156.669 -11.923 
58 154. 390 -10. 572 
58 155.439 -9.811 

58 155.638 -11.999 

59 158.705 -11.043 
59 159.943 -10.550 
59 159.673 -9.817 
59 159.065 -10.366 
59 160.914 -11.699 
59 158.596 -12.007 
59 160.394 -9.862 
59 161.882 -11.305 
59 160.547 -12.328 

59 161.000 -12.281 

60 160.131 -8.571 
60 159.930 -7.782 
60 159.482 -6.366 
60 159.770 -5.441 
60 160.610 -8.184 
60 160.857 -7.744 

60 159.179 -8.262 

61 158.776 -6.197 
61 158.287 -4.884 
61 159.295 -4.182 



1.137 1.00 0.00 
0.984 1.00 0.00 
0.801 1.00 0.00 
-0.321 1.00 0.00 
3.102 1.00 0.00 
1.877 1.00 0.00 
1.388 1.00 0.00 
0.199 1.00 0.00 
-1.053 1.00 0.00 
0.793 1.00 0.00 
0.204 1.00 0.00 
-1.106 1.00 0.00 
-2.023 1.00 0.00 
-0.023 1.00 0.00 
0.939 1.00 0.00 
0.904 1.00 0.00 
-0.291 1.00 0.00 
-0.821 1.00 0.00 
0.882 1.00 0.00 
-1.185 1.00 0.00 
-2.386 1.00 0.00 
-2.081 1.00 0.00 
-2.841 1.00 0.00 
-0.422 1.00 0.00 
-2.938 1.00 0.00 
-2.997 1.00 0.00 
-0.969 1.00 0.00 
-0.566 1.00 0.00 
0.338 1.00 0.00 

tttIE# 2003-3083148 



mm 2002-236129 



^-v: 910/ 



ATOM 841 


0 


CYS A 


ATOM 842 


CB 


CYS A 


ATOM 843 


SG 


CYS A 


ATOM 844 


H 


CYS A 


ATOM 845 


HA 


CYS A 


ATOM 846 


1HB 


CYS A 


ATOM 847 


2HB 


CYS A 


ATOM 848 


HG 


CYS A 


ATOM 849 


N 


THR A 


ATOM 850 


CA 


THR A 


ATOM 851 


C 


THR A 


ATOM 852 


0 


THR A 


ATOM 853 


CB 


THR A 


ATOM 854 


0G1 


THR A 


ATOM 855 


CG2 


THR A 


ATOM 856 


H 


THR A 


ATOM 857 


HA 


THR A 


ATOM 858 


HB 


THR A 


ATOM 859 


HG1 


THR A 


ATOM 860 


1HG2 THR A 


ATOM 861 


2HG2 THR A 


ATOM 862 


3HG2 THR A 


ATOM 863 


N 


ASP A 


ATOM 864 


CA 


ASP A 


ATOM 865 


C 


ASP A 


ATOM 866 


0 


ASP A 


ATOM 867 


CB 


ASP A 


ATOM 868 


CG 


ASP A 


ATOM 869 


0D1 


ASP A 



61 160.328 -4.750 

61 156.944 -5.014 

61 155.715 -5.985 

61 158.578 -6.973 

61 158.151 -4.292 

61 157.101 -5.492 

61 156.533 -4.028 

61 156.157 -6.409 

62 158.989 -2.942 
62 159.869 -2.162 
62 159.294 -2.056 
62 158.319 -2.728 
62 160.082 -0.764 
62 158.912 0.020 
62 160.453 -0.778 
62 158.152 -2.542 
62 160.820 -2.671 
62 160.883 -0.280 
62 158.171 -0.431 
62 161.140 -1.591 
62 160.923 0.157 

62 159.563 -0.914 

63 159.903 -1.205 
63 159.452 -1.010 
63 158.724 0.321 
63 158.778 0.956 
63 160.640 -1.066 
63 161.735 -0.087 
63 162.819 -0.542 



0.692 1.00 0.00 

0.154 1.00 0.00 
-0.749 1.00 0.00 
-0.405 1.00 0.00 
-1.460 1.00 0.00 

1.109 1.00 0.00 

0.313 1.00 0.00 
-1.489 1.00 0.00 

0.708 1.00 0.00 

1.571 1.00 0.00 

2.979 1.00 0.00 

3.315 1.00 0.00 

0.987 1.00 0.00 

1.126 1.00 0.00 
-0.480 1.00 0.00 

0.392 1.00 0.00 

1.620 1.00 0.00 

1.527 1.00 0.00 

0.713 1.00 0.00 
-0.670 1.00 0.00 
-0.741 1.00 0.00 
-1.076 1.00 0.00 

3.799 1.00 0.00 

5.172 1.00 0.00 

5.321 1.00 0.00 

6.375 1.00 0.00 

6.134 1.00 0.00 

5.758 1.00 0.00 

5.339 1.00 0.00 

tiiiE# 2003-3083148 



#112 002-236129 ^--J I 911/ 



ATOM 870 


0D2 


ASP A 


ATOM 871 


H 


ASP A 


ATOM 872 


HA 


ASP A 


ATOM 873 


1HB 


ASP A 


ATOM 874 


2HB 


ASP A 


ATOM 875 


N 


GLY A 


ATOM 876 


CA 


GLY A 


ATOM 877 


C 


GLY A 


ATOM 878 


0 


GLY A 


ATOM 879 


H 


GLY A 


ATOM 880 


1HA 


GLY A 


ATOM 881 


2HA 


GLY A 


ATOM 882 


N 


THR A 


ATOM 883 


CA 


THR A 


ATOM 884 


C 


THR A 


ATOM 885 


0 


THR A 


ATOM 886 


CB 


THR A 


ATOM 887 


0G1 


THR A 


ATOM 888 


CG2 


THR A 


ATOM 889 


H 


THR A 


ATOM 890 


HA 


THR A 


ATOM 891 


HB 


THR A 


ATOM 892 


HG1 


THR A 


ATOM 893 


1HG2 THR A 


ATOM 894 


2HG2 THR A 


ATOM 895 


3HG2 THR A 


ATOM 896 


N 


PHE A 


ATOM 897 


CA 


PHE A 


ATOM 898 


C 


PHE A 



63 161.507 1.135 

63 160.675 -0.697 

63 158.767 -1.810 

63 160.299 -0.830 

63 161.055 -2.063 

64 158.042 0.739 
64 157.313 1.993 
64 157.989 3.080 
64 157.932 4.257 
64 158.035 0.191 
64 156.320 1.829 

64 157.232 2.323 

65 158.632 2.684 
65 159.323 3.632 
65 158.901 3.449 
65 158.941 2.340 
65 160.838 3.462 
65 161.238 2.179 
65 161.341 3.629 
65 158.642 1.731 
65 159.054 4.628 
65 161.327 4.204 
65 160.989 2.069 
65 162.251 4.211 
65 161.536 2.659 

65 160.594 4.140 

66 158.496 4.543 
66 158.066 4.504 
66 159.056 5.241 



5.882 1.00 0.00 
3.472 1.00 0.00 
5.412 1.00 0.00 
7.131 1.00 0.00 
6.126 1.00 0.00 
4.259 1.00 0.00 
4.292 1.00 0.00 
3.479 1.00 0.00 
3.834 1.00 0.00 
3.446 1.00 0.00 
3.899 1.00 0.00 
5.317 1.00 0.00 
2.386 1.00 0.00 
1.520 1.00 0.00 
0.066 1.00 0.00 
-0.468 1.00 0.00 
1.649 1.00 0.00 
1.200 1.00 0.00 
3.066 1.00 0.00 
2.156 1.00 0.00 
1.838 1.00 0.00 
1.034 1.00 0.00 
0.279 1.00 0.00 
3.058 1.00 0.00 
3.496 1.00 0.00 
3.656 1.00 0.00 
-0.570 1.00 0.00 
-1.963 1.00 0.00 
-2.859 1.00 0.00 

tBiE#2 003-3083 148 



#H 2002-236129 



^-v: 912/ 



ATOM 899 


0 


PHE A 


ATOM 900 


CB 


PHE A 


ATOM 901 


CG 


PHE A 


ATOM 902 


CD1 


PHE A 


ATOM 903 


CD2 


PHE A 


ATOM 904 


CE1 


PHE A 


ATOM 905 


CE2 


PHE A 


ATOM 906 


CZ 


PHE A 


ATOM 907 


H 


PHE A 


ATOM 908 


HA 


PHE A 


ATOM 909 


1HB 


PHE A 


ATOM 910 


2HB 


PHE A 


ATOM 911 


HD1 


PHE A 


ATOM 912 


HD2 


PHE A 


ATOM 913 


HE1 


PHE A 


ATOM 914 


HE2 


PHE A 


ATOM 915 


HZ 


PHE A 


ATOM 916 


N 


ARG A 


ATOM 917 


CA 


ARG A 


ATOM 918 


C 


ARG A 


ATOM 919 


0 


ARG A 


ATOM 920 


CB 


ARG A 


ATOM 921 


CG 


ARG A 


ATOM 922 


CD 


ARG A 


ATOM 923 


NE 


ARG A 


ATOM 924 


CZ 


ARG A 


ATOM 925 


Mil 


ARG A 


ATOM 926 


NH2 


ARG A 


ATOM 927 


H 


ARG A 



66 159.184 6.463 

66 156.674 5.121 

66 156.062 4.914 

66 155.962 3.642 

66 155.588 5.989 

66 155.399 3.448 

66 155.025 5.802 

66 154.931 4.530 

66 158.487 5.398 

66 158.025 3.469 

66 156.015 4.679 

66 156.739 6.185 

66 156.328 2.796 

66 155.662 6.985 

66 155.328 2.452 

66 154.659 6.649 

66 154.491 4.381 

67 159.755 4.490 
67 160.734 5.073 
67 161.838 5.788 
67 162.346 6.820 
67 160.052 6.049 
67 158.792 5.490 
67 158.603 6.025 
67 159.699 5.635 
67 159.811 4.430 
67 158.898 3.496 
67 160.839 4.160 
67 159.609 3.521 



-2.785 1.00 0.00 
-2.107 1.00 0.00 
-3.462 1.00 0.00 
-4.005 1.00 0.00 
-4.195 1.00 0.00 
-5.252 1.00 0.00 
-5.443 1.00 0.00 
-5.972 1.00 0.00 
-0.090 1.00 0.00 
-2.268 1.00 0.00 
-1.374 1.00 0.00 
-1.929 1.00 0.00 
-3.442 1.00 0.00 
-3.783 1.00 0.00 
-5.663 1.00 0.00 
-6.004 1.00 0.00 
-6.948 1.00 0.00 
-3.704 1.00 0.00 
-4.613 1.00 0.00 
-3.841 1.00 0.00 
-4.278 1.00 0.00 
-5.573 1.00 0.00 
-6.216 1.00 0.00 
-7.627 1.00 0.00 
-8.512 1.00 0.00 
-9.066 1.00 0.00 
-8.831 1.00 0.00 
-9.859 1.00 0.00 
-3.715 1.00 0.00 

miiE# 2003-3083148 



#H 2002-236129 



i-i? : 913/ 



ATOM 928 


HA 


ARG A 


ATOM 929 


1HB 


ARG A 


ATOM 930 


2HB 


ARG A 


ATOM 931 


1HG 


ARG A 


ATOM 932 


2HG 


ARG A 


ATOM 933 


1HD 


ARG A 


ATOM 934 


2HD 


ARG A 


ATOM 935 


HE 


ARG A 


ATOM 936 


1HH1 


ARG A 


ATOM 937 


2HH1 ARG A 


ATOM 938 


1HH2 ARG A 


ATOM 939 


2HH2 ARG A 


ATOM 940 


N 


GLY A 


ATOM 941 


CA 


GLY A 


ATOM 942 


C 


GLY A 


ATOM 943 


0 


GLY A 


ATOM 944 


H 


GLY A 


ATOM 945 


1HA 


GLY A 


ATOM 946 


2HA 


GLY A 


ATOM 947 


N 


THR A 


ATOM 948 


CA 


THR A 


ATOM 949 


C 


THR A 


ATOM 950 


0 


THR A 


ATOM 951 


CB 


THR A 


ATOM 952 


0G1 


THR A 


ATOM 953 


CG2 


THR A 


ATOM 954 


H 


THR A 


ATOM 955 


HA 


THR A 


ATOM 956 


HB 


THR A 



67 161.175 4.269 

67 159.786 6.944 

67 160.746 6.309 

67 158.868 4.414 

67 157.939 5.771 

67 157.677 5.636 

67 158.551 7.103 

67 160.387 6.307 

67 158.121 3.694 

67 158.989 2.592 

67 161.530 4.860 

67 160.924 3.254 

68 162.203 5.234 
68 163.242 5.832 
68 162.747 7.030 
68 163.514 7.944 
68 161.762 4.410 
68 163.614 5.091 

68 164.052 6.146 

69 161.460 7.025 
69 160.862 8.120 
69 160.025 7.587 
69 158.921 7.081 
69 159.993 8.984 
69 160.667 9.263 
69 159.599 10.306 
69 160.899 6.268 
69 161.662 8.725 
69 159.086 8.445 



-5.185 1.00 0.00 
-5.030 1.00 0.00 
-6.359 1.00 0.00 
-6.257 1.00 0.00 
-5.616 1.00 0.00 
-8.024 1.00 0.00 
-7.585 1.00 0.00 
-8.702 1.00 0.00 
-8.234 1.00 0.00 
-9.251 1.00 0.00 
10.040 1.00 0.00 
10.275 1.00 0.00 
-2.690 1.00 0.00 
-1.875 1.00 0.00 
-1.090 1.00 0.00 
-0.788 1.00 0.00 
-2.391 1.00 0.00 
-1.183 1.00 0.00 
-2.518 1.00 0.00 
-0.757 1.00 0.00 
-0.002 1.00 0.00 

1.157 1.00 0.00 

0.958 1.00 0.00 
-0.918 1.00 0.00 
-2.131 1.00 0.00 
-0.297 1.00 0.00 
-1.026 1.00 0.00 

0.396 1.00 0.00 
-1.150 1.00 0.00 

ffiiE# 2003-3083148 



<Wm 2002-236129 



^-v : 914/ 



ATOM 957 


HG1 


THR A 


ATOM 958 


1HG2 THR A 


ATOM 959 


2HG2 THR A 


ATOM 960 


3HG2 THR A 


ATOM 961 


XT 

N 


ARG A 


ATOM 962 


CA 


ARG A 


ATOM 963 


c 


ARG A 


ATOM 964 


0 


ARG A 


ATOM 965 


CB 


A Ti/"> A 

ARG A 


ATOM 966 


/to 
CG 


ARG A 


ATOM 967 


CD 


A T»/"^ A 

ARG A 


ATOM 968 


NE 


A T"l/"* A 

ARG A 


ATOM 969 


cz 


ARG A 


ATOM 970 


NH1 


A T>0 A 

ARG A 


ATOM 971 


XTT TO 

NH2 


A A 

ARG A 


ATOM 972 


H 


A T"»/"* A 

ARG A 


ATOM 973 


TT A 

HA 


A T>0 A 

ARG A 


ATOM 974 


1HB 


ARG A 


ATOM 975 


2HB 


ARG A 


ATOM 976 


IHG 


ARG A 


ATOM 977 


2HG 


ARG A 


ATOM 978 


1HD 


ARG A 


ATOM 979 


2HD 


ARG A 


ATOM 980 


HE 


ARG A 


ATOM 981 


1HH1 ARG A 


ATOM 982 


2HH1 ARG A 


ATOM 983 


1HH2 ARG A 


ATOM 984 


2HH2 ARG A 


ATOM 985 


N 


TYR A 



69 160.114 
69 160.484 
69 159.099 

69 158.934 

70 160.560 
70 159.862 
70 158.583 
70 158.604 
70 160.772 
70 160.162 
70 160.641 
70 161.937 
70 162.648 
70 162.191 
70 163.818 
70 161.443 
70 159.602 
70 161.693 
70 160.995 
70 159.087 
70 160.443 
70 160.726 
70 159.914 
70 162.299 
70 161.309 
70 162.730 
70 164.167 

70 164.353 

71 157.470 



9.005 -2.872 1.00 0.00 

10.901 -0.126 1.00 0.00 

10.128 0.644 1.00 0.00 

10.834 -0.963 1.00 0.00 

7.705 2.368 1.00 0.00 

7.237 3.560 1.00 0.00 

8.034 3.793 1.00 0.00 

9.265 3.826 1.00 0.00 

7.343 4.785 1.00 0.00 

6.760 6.050 1.00 0.00 

7.498 7.289 1.00 0.00 

7.009 7.750 1.00 0.00 

7.587 8.716 1.00 0.00 

8.674 9.325 1.00 0.00 

7.076 9.075 1.00 0.00 

8.118 2.464 1.00 0.00 

6.200 3.405 1.00 0.00 

6.817 4.582 1.00 0.00 

8.384 4.964 1.00 0.00 

6.841 5.989 1.00 0.00 

5.721 6.128 1.00 0.00 

8.549 7.057 1.00 0.00 

7.362 8.077 1.00 0.00 

6.206 7.318 1.00 0.00 

9.064 9.060 1.00 0.00 

9.104 10.050 1.00 0.00 

6.258 8.620 1.00 0.00 

7.511 9.800 1.00 0.00 

7.325 3.952 1.00 0.00 



aJBE#2 003-3083148 



#M 2002-236129 



^-v: 915/ 



ATOM 986 
ATOM 987 
ATOM 988 
ATOM 989 
ATOM 990 
ATOM 991 
ATOM 992 
ATOM 993 
ATOM 994 
ATOM 995 
ATOM 996 
ATOM 997 
ATOM 998 
ATOM 999 
ATOM 1000 
ATOM 1001 
ATOM 1002 
ATOM 1003 
ATOM 1004 
ATOM 1005 
ATOM 1006 
ATOM 1007 
ATOM 1008 
ATOM 1009 
ATOM 1010 
ATOM 1011 
ATOM 1012 
ATOM 1013 
ATOM 1014 



CA 


TYR 


A 


71 


C 


TYR 


A 


71 


0 


TYR 


A 


71 


CB 


TYR 


A 


71 


CG 


TYR 


A 


71 


CD1 


TYR 


A 


71 


CD2 


TYR 


A 


71 


CEl 


TYR 


A 


71 


CE2 


TYR 


A 


71 


CZ 


TYR 


A 


71 


OH 


TYR 


A 


71 


H 


TYR 


A 


71 


HA 


TYR 


A 


71 


1HB 


TYR 


A 


71 


2HB 


TYR 


A 


71 


HD1 


TYR 


A 


71 


HD2 


TYR 


A 


71 


HE1 


TYR 


A 


71 


HE2 


TYR 


A 


71 


HH 


TYR 


A 


71 


N 


PHE 


A 


72 


CA 


PHE 


A 


72 


C 


PHE 


A 


72 


0 


PHE 


A 


72 


CB 


PHE 


A 


72 


CG 


PHE 


A 


72 


CD1 


PHE 


A 


72 


CD2 


PHE 


A 


72 


CEl 


PHE 


A 


72 



156.180 7.967 

155.674 7.682 

155. 163 8. 573 

155.157 7.484 

155. 254 8. 194 

155.379 9.576 

155.222 7.483 

155.468 10.230 

155.311 8.130 

155.433 9.502 

155. 522 10. 149 

157. 517 6. 347 

156.316 9.032 

155.305 6.429 

154. 162 7. 643 

155. 406 10. 144 

155.126 6.408 

155.564 11.305 

155.284 7.558 

154. 666 10. 137 

155.818 6.433 

155.374 6.031 

156.371 5.067 

157.400 4.741 

153. 994 5. 378 

153.913 4.259 

153.609 4.517 

154.142 2.948 

153.534 3.488 



4.180 1.00 0.00 
5.590 1.00 0.00 
6.270 1.00 0.00 
3.151 1.00 0.00 
1.820 1.00 0.00 
1.756 1.00 0.00 
0.628 1.00 0.00 
0.542 1.00 0.00 
-0.592 1.00 0.00 
-0.628 1.00 0.00 
-1.840 1.00 0.00 
3.915 1.00 0.00 
4.068 1.00 0.00 
2.975 1.00 0.00 
3.541 1.00 0.00 
2.675 1. 00 0.00 
0.660 1.00 0.00 
0.513 1.00 0.00 
-1.507 1.00 0.00 
-2.273 1.00 0.00 
6.025 1.00 0.00 
7.354 1.00 0.00 
7.991 1.00 0.00 
7.399 1.00 0.00 
7.277 1.00 0.00 
6.279 1.00 0.00 
4.953 1.00 0.00 
6.668 1.00 0.00 
4.031 1.00 0.00 



ffiffiE#2 003-3083148 



#M 2002-236129 



^-v*: 916/ 



ATOM 1015 
ATOM 1016 
ATOM 1017 
ATOM 1018 
ATOM 1019 
ATOM 1020 
ATOM 1021 
ATOM 1022 
ATOM 1023 
ATOM 1024 
ATOM 1025 
ATOM 1026 
ATOM 1027 
ATOM 1028 
ATOM 1029 
ATOM 1030 
ATOM 1031 
ATOM 1032 
ATOM 1033 
ATOM 1034 
ATOM 1035 
ATOM 1036 
ATOM 1037 
ATOM 1038 
ATOM 1039 
ATOM 1040 
ATOM 1041 
ATOM 1042 
ATOM 1043 



CE2 


PHE A 


72 


CZ 


PHE A 


72 


H 


PHE A 


72 


HA 


PHE A 


72 


1HB 


PHE A 


72 


2HB 


PHE A 


72 


HD1 


PHE A 


72 


HD2 


PHE A 


72 


HE1 


PHE A 


72 


HE2 


PHE A 


72 


HZ 


PHE A 


72 


N 


THR A 


73 


CA 


THR A 


73 


C 


THR A 


73 


0 


THR A 


73 


CB 


THR A 


73 


0G1 


THR A 


73 


CG2 


THR A 


73 


H 


THR A 


73 


HA 


THR A 


73 


HB 


THR A 


73 


HG1 


THR A 


73 


1HG2 THR A 


73 


2HG2 THR A 


73 


3HG2 THR A 


73 


N 


CYS A 


74 


CA 


CYS A 


74 


C 


CYS A 


74 


0 


CYS A 


74 



154.069 1.916 

153. 765 2. 186 

156. 233 5. 768 

155.310 6.918 

153.740 4.976 

153.265 6.125 

153.430 5.534 

154. 380 2. 735 

153. 296 3. 703 

154.249 0.899 

153.707 1.383 

156.058 4.615 

156.926 3.688 

156.249 2.332 

155.294 2.197 

157. 300 4. 262 

157. 264 5. 679 

158. 677 3. 846 

155.224 4.911 

157. 825 3. 556 

156.583 3.918 

157.170 6.012 

158. 583 3. 105 

159.203 4.708 

159.228 3.428 

156.751 1.330 

156.194 -0.016 

157.303 -1.064 

158.474 -0.742 



5.752 1.00 0.00 
4.432 1.00 0.00 
5.436 1.00 0.00 
7.965 1.00 0.00 
8.247 1.00 0.00 
7.000 1.00 0.00 
4.638 1.00 0.00 
7.700 1.00 0.00 
3.000 1.00 0.00 
6.067 1.00 0.00 
3.714 1.00 0.00 
9.200 1.00 0.00 
9.918 1.00 0.00 
10.092 1.00 0.00 
10.857 1.00 0.00 
11.286 1.00 0.00 
11.261 1.00 0.00 
11.754 1.00 0.00 
9.621 1.00 0.00 
9.336 1.00 0.00 
12.018 1.00 0.00 
12.157 1.00 0.00 
12.534 1.00 0.00 
12.137 1.00 0.00 
10.924 1.00 0.00 
9.377 1.00 0.00 
9.452 1.00 0.00 
9.444 1.00 0.00 
9.240 1.00 0.00 



mWft 2003-3083148 



mm 2002-236129 



^-v: 917/ 



ATOM 1044 


CB 


CYS A 


74 155.237 


ATOM 1045 


SG 


CYS A 


74 153.533 


ATOM 1046 


H 


CYS A 


74 157.513 


ATOM 1047 


HA 


CYS A 


74 155.646 


ATOM 1048 


1HB 


CYS A 


74 155.585 


ATOM 1049 


2HB 


CYS A 


74 155.227 


ATOM 1050 


HG 


CYS A 


74 153.000 


ATOM 1051 


N 


ALA A 


75 156.926 


ATOM 1052 


CA 


ALA A 


75 157.887 


ATOM 1053 


C 


ALA A 


75 158.563 


ATOM 1054 


0 


ALA A 


75 158.307 


ATOM 1055 


CB 


ALA A 


75 157.202 


ATOM 1056 


H 


ALA A 


75 155.977 


ATOM 1057 


HA 


ALA A 


75 158.639 


ATOM 1058 


1HB 


ALA A 


75 156.374 


ATOM 1059 


2HB 


ALA A 


75 157.909 


ATOM 1060 


3HB 


ALA A 


75 156.835 


ATOM 1061 


N 


LEU A 


76 159.428 


ATOM 1062 


CA 


LEU A 


76 160.140 


ATOM 1063 


C 


LEU A 


76 159.343 


ATOM 1064 


0 


LEU A 


76 158.761 


ATOM 1065 


CB 


LEU A 


76 161.516 


ATOM 1066 


CG 


LEU A 


76 162.491 


ATOM 1067 


CD1 


LEU A 


76 163.544 


ATOM 1068 


CD2 


LEU A 


76 163.146 


ATOM 1069 


H 


LEU A 


76 159.589 


ATOM 1070 


HA 


LEU A 


76 160.272 


ATOM 1071 


1HB 


LEU A 


76 161.377 


ATOM 1072 


2HB 


LEU A 


76 161.963 



-0.260 8.284 1.00 0.00 

0.249 8.608 1.00 0.00 

1.501 8.785 1.00 0.00 

-0.097 10.379 1.00 0.00 

0.289 7.423 1.00 0.00 

-1.316 8.052 1.00 0.00 

-0.543 8.708 1.00 0.00 

-2.318 9.665 1.00 0.00 

-3.414 9.683 1.00 0.00 

-3.573 8.325 1.00 0.00 

-2.802 7.400 1.00 0.00 

-4.710 10.088 1.00 0.00 

-2.512 9.820 1.00 0.00 

-3.185 10.424 1.00 0.00 

-4.490 10.747 1.00 0.00 

-5.347 10.599 1.00 0.00 

-5.214 9.206 1.00 0.00 

-4.576 8.214 1.00 0.00 

-4.836 6.970 1.00 0.00 

-5.774 6.071 1.00 0.00 

-6.754 6.538 1.00 0.00 

-5.439 7.262 1.00 0.00 

-4.508 7.985 1.00 0.00 

-5.313 8.731 1.00 0.00 

-3.554 6.999 1.00 0.00 

-5.155 8.988 1.00 0.00 

-3.893 6.460 1.00 0.00 

-6.322 7.869 1.00 0.00 

-5.733 6.325 1.00 0.00 



2003-3083148 



2002-236129 



^-v: 918/ 



ATOM 1073 HG LEU A 76 161.946 -3.920 8.7111.00 0.00 

ATOM 1074 1HD1 LEU A 76 163.714 -6.248 8.216 1.00 0.00 

ATOM 1075 2HD1 LEU A 76 163.200 -5.514 9.735 1.00 0.00 

ATOM 1076 3HD1 LEU A 76 164.465 -4.752 8.771 1.00 0.00 

ATOM 1077 1HD2 LEU A 76 164.105 -3.950 6.697 1.00 0.00 

ATOM 1078 2HD2 LEU A 76 163.287 -2.591 7.468 1.00 0.00 

ATOM 1079 3HD2 LEU A 76 162.513 -3.442 6.131 1.00 0.00 

ATOM 1080 N LYS A 77 159.317 -5.468 4.778 1.00 0.00 

ATOM 1081 CA LYS A 77 158.590 -6.284 3.812 1.00 0.00 

ATOM 1082 C LYS A 77 157.095 -6.288 4.118 1.00 0.00 

ATOM 1083 0 LYS A 77 156.429 -7.316 4.000 1.00 0.00 

ATOM 1084 CB LYS A 77 159.128 -7.715 3.813 1.00 0.00 

ATOM 1085 CG LYS A 77 160.634 -7.800 3.630 1.00 0.00 

ATOM 1086 CD LYS A 77 161.057 -7.310 2.255 1.00 0.00 

ATOM 1087 CE LYS A 77 162.356 -6.523 2.319 1.00 0.00 

ATOM 1088 NZ LYS A 77 163.544 -7.416 2.398 1.00 0.00 

ATOM 1089 H LYS A 77 159.800 -4.674 4.465 1.00 0.00 

ATOM 1090 HA LYS A 77 158.743 -5.853 2.833 1.00 0.00 

ATOM 1091 1HB LYS A 77 158.874 -8.183 4.753 1.00 0.00 

ATOM 1092 2HB LYS A 77 158.658 -8.266 3.010 1.00 0.00 

ATOM 1093 1HG LYS A 77 161.113 -7.190 4.381 1.00 0.00 

ATOM 1094 2HG LYS A 77 160.943 -8.829 3.747 1.00 0.00 

ATOM 1095 1HD LYS A 77 161.197 -8.162 1.607 1.00 0.00 

ATOM 1096 2HD LYS A 77 160.280 -6.675 1.855 1.00 0.00 

ATOM 1097 1HE LYS A 77 162.435 -5.912 1.433 1.00 0.00 

ATOM 1098 2HE LYS A 77 162.333 -5.888 3.192 1.00 0.00 

ATOM 1099 1HZ LYS A 77 163.466 -8.042 3.225 1.00 0.00 

ATOM 1100 2HZ LYS A 77 164.412 -6.850 2.488 1.00 0.00 

ATOM 1101 3HZ LYS A 77 163.610 -7.999 1.540 1.00 0.00 



WliE# 2003-3083148 



#E 2002-236129 5> I 919/ 

ATOM 1102 N LYS A 78 156.575 -5.129 4.5111.00 0.00 

ATOM 1103 CA LYS A 78 155.158 -4.999 4.835 1.00 0.00 

ATOM 1104 C LYS A 78 154.626 -3.635 4.409 1.00 0.00 

ATOM 1105 0 LYS A 78 153.813 -3.029 5.105 1.00 0.00 

ATOM 1106 CB LYS A 78 154.935 -5.202 6.335 1.00 0.00 

ATOM 1107 CG LYS A 78 155.471 -6.525 6.856 1.00 0.00 

ATOM 1108 CD LYS A 78 155.046 -6.771 8.295 1.00 0.00 

ATOM 1109 CE LYS A 78 153.892 -7.759 8.376 1.00 0.00 

ATOM 1110 NZ LYS A 78 152.858 -7.327 9.357 1.00 0.00 

ATOM 1111 H LYS A 78 157.156 -4.344 4.585 1.00 0.00 

ATOM 1112 HA LYS A 78 154.624 -5.766 4.293 1.00 0.00 

ATOM 1113 1HB LYS A 78 155.426 -4.403 6.8711.00 0.00 

ATOM 1114 2HB LYS A 78 153.875 -5.162 6.538 1.00 0.00 

ATOM 1115 1HG LYS A 78 155.092 -7.324 6.238 1.00 0.00 

ATOM 1116 2HG LYS A 78 156.550 -6.510 6.806 1.00 0.00 

ATOM 1117 1HD LYS A 78 155.886 -7.169 8.845 1.00 0.00 

ATOM 1118 2HD LYS A 78 154.737 -5.833 8.734 1.00 0.00 

ATOM 1119 1HE LYS A 78 153.438 -7.843 7.4011.00 0.00 

ATOM 1120 2HE LYS A 78 154.281 -8.721 8.676 1.00 0.00 

ATOM 1121 1HZ LYS A 78 152.177 -8.095 9.519 1.00 0.00 

ATOM 1122 2HZ LYS A 78 152.348 -6.496 8.995 1.00 0.00 

ATOM 1123 3HZ LYS A 78 153.306 -7.077 10.262 1.00 0.00 

ATOM 1124 N ALA A 79 155.092 -3.158 3.259 1.00 0.00 

ATOM 1125 CA ALA A 79 154.663 -1.865 2.739 1.00 0.00 

ATOM 1126 C ALA A 79 154.486 -1.913 1.224 1.00 0.00 

ATOM 1127 0 ALA A 79 155.458 -1.832 0.474 1.00 0.00 

ATOM 1128 CB ALA A 79 155.663 -0.785 3.120 1.00 0.00 

ATOM 1129 H ALA A 79 155.738 -3.687 2.748 1.00 0.00 

ATOM 1130 HA ALA A 79 153.714 -1.621 3.194 1.00 0.00 



ffigE# 2003-3083148 



2002-236129 ^-v: 920/ 



ATOM 1131 1HB ALA A 79 156.642 -1.226 3.237 1.00 0.00 

ATOM 1132 2HB ALA A 79 155.362 -0.326 4.050 1.00 0.00 

ATOM 1133 3HB ALA A 79 155.697 -0.034 2.344 1.00 0.00 

ATOM 1134 N LEU A 80 153.240 -2.048 0.784 1.00 0.00 

ATOM 1135 CA LEU A 80 152.935 -2.108 -0.642 1.00 0.00 

ATOM 1136 C LEU A 80 152.158 -0.872 -1.085 1.00 0.00 

ATOM 1137 0 LEU A 80 150.982 -0.716 -0.757 1.00 0.00 

ATOM 1138 CB LEU A 80 152.132 -3.370 -0.960 1.00 0.00 

ATOM 1139 CG LEU A 80 151.709 -3.517 -2.423 1.00 0.00 

ATOM 1140 CD1 LEU A 80 152.928 -3.673 -3.318 1.00 0.00 

ATOM 1141 CD2 LEU A 80 150.769 -4.701 -2.589 1.00 0.00 

ATOM 1142 H LEU A 80 152.506 -2.108 1.4311.00 0.00 

ATOM 1143 HA LEU A 80 153.871 -2.142 -1.180 1.00 0.00 

ATOM 1144 1HB LEU A 80 152.730 -4.230 -0.692 1.00 0.00 

ATOM 1145 2HB LEU A 80 151.241 -3.369 -0.350 1.00 0.00 

ATOM 1146 HG LEU A 80 151.182 -2.625 -2.729 1.00 0.00 

ATOM 1147 1HD1 LEU A 80 152.661 -3.431 -4.336 1.00 0.00 

ATOM 1148 2HD1 LEU A 80 153.282 -4.692 -3.270 1.00 0.00 

ATOM 1149 3HD1 LEU A 80 153.708 -3.005 -2.982 1.00 0.00 

ATOM 1150 1HD2 LEU A 80 149.747 -4.365 -2.496 1.00 0.00 

ATOM 1151 2HD2 LEU A 80 150.977 -5.436 -1.824 1.00 0.00 

ATOM 1152 3HD2 LEU A 80 150.916 -5.145 -3.562 1.00 0.00 

ATOM 1153 N PHE A 81152.824 0.002 -1.833 1.00 0.00 

ATOM 1154 CA PHE A 81152.195 1.224 -2.3211.00 0.00 

ATOM 1155 C PHE A 81151.421 0.959 -3.609 1.00 0.00 

ATOM 1156 0 PHE A 81151.893 0.242 -4.492 1.00 0.00 

ATOM 1157 CB PHE A 81153.250 2.305 -2.5611.00 0.00 

ATOM 1158 CG PHE A 81153.927 2.771 -1.304 1.00 0.00 

ATOM 1159 CD1 PHE A 81155.141 2.230 -0.913 1.00 0.00 



ffiiE# 2003-3083148 



2002-236129 



921/ 



ATOM 1160 


CD2 


PHE A 


ATOM 1161 


CE1 


PHE A 


ATOM 1162 


CE2 


PHE A 


ATOM 1163 


CZ 


PHE A 


ATOM 1164 


H 


PHE A 


ATOM 1165 


HA . 


PHE A 


ATOM 1166 


1HB 


PHE A 


ATOM 1167 


2HB 


PHE A 


ATOM 1168 


HD1 


PHE A 


ATOM 1169 


HD2 


PHE A 


ATOM 1170 


HE1 


PHE A 


ATOM 1171 


HE2 


PHE A 


ATOM 1172 


HZ 


PHE A 


ATOM 1173 


N 


VAL A 


ATOM 1174 


CA 


VAL A 


ATOM 1175 


C 


VAL A 


ATOM 1176 


0 


VAL A 


ATOM 1177 


CB 


VAL A 


ATOM 1178 


CGI 


VAL A 


ATOM 1179 


CG2 


VAL A 


ATOM 1180 


H 


VAL A 


ATOM 1181 


HA 


VAL A 


ATOM 1182 


HB 


VAL A 


ATOM 1183 


1HG1 VAL A 


ATOM 1184 


2HG1 VAL A 


ATOM 1185 


3HG1 VAL A 


ATOM 1186 


1HG2 VAL A 


ATOM 1187 


2HG2 VAL A 


ATOM 1188 


3HG2 VAL A 



81 153.349 
81 155.766 
81 153.970 
81 155.180 
81 153.759 
81 151.505 
81 154.011 
81 152.780 
81 155.600 
81 152.404 
81 156.712 
81 153.509 

81 155.667 

82 150.230 
82 149.392 
82 148.405 
82 148.216 
82 148.608 
82 149.551 
82 147.812 
82 149.908 
82 150.036 
82 147.913 
82 150.173 
82 148.974 
82 150.174 
82 148.320 
82 147.726 
82 146.827 



3.752 
2.657 
4.184 
3.636 
-0. 179 
1.567 
1.916 
3.160 
1.464 
4. 182 
2.227 
4.949 
3.972 
1.540 
1.366 
2. 518 
3.311 
0.041 
-1. 144 
-0. 053 
2.099 
1.342 
0.020 
-1.007 
-2. 051 
-1.217 
0.501 
-1.088 
0.361 



-0. 514 
0.243 
0.643 
1.022 
-2. 062 
-1.565 
-3. 222 
-3. 024 
-1.522 
-0. 810 
0.537 
1.250 
1.926 
-3. 708 
-4. 888 
-5. 036 
-4.112 
-4. 830 
-4. 972 
-3. 537 
-2. 971 
-5. 754 
-5. 657 
-5. 845 
-5. 080 
-4.093 
-2. 761 
-3.242 
-3. 690 



1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 
1.00 0.00 



ttiSE#2 003-3083148 



mm. 2 0 0 2 



ATOM 1189 


N 


LYS A 


83 147.779 


ATOM 1190 


CA 


LYS A 


83 146.812 


ATOM 1191 


C 


LYS A 


83 145.588 


ATOM 1192 


0 


LYS A 


83 144.925 


ATOM 1193 


CB 


LYS A 


83 146.386 


ATOM 1194 


CG 


LYS A 


83 147.535 


ATOM 1195 


CD 


LYS A 


83 147.328 


ATOM 1196 


CE 


LYS A 


83 147.711 


ATOM 1197 


NZ 


LYS A 


83 148.378 


ATOM 1198 


H 


LYS A 


83 147.972 


ATOM 1199 


HA 


LYS A 


83 147.288 


ATOM 1200 


1HB 


LYS A 


83 145.938 


ATOM 1201 


2HB 


LYS A 


83 145.651 


ATOM 1202 


1HG 


LYS A 


83 147.605 


ATOM 1203 


2HG 


LYS A 


83 148.453 


ATOM 1204 


1HD 


LYS A 


83 147.937 


ATOM 1205 


2HD 


LYS A 


83 146.286 


ATOM 1206 


1HE 


LYS A 


83 146.818 


ATOM 1207 


2HE 


LYS A 


83 148.386 


ATOM 1208 


1HZ 


LYS A 


83 149.259 


ATOM 1209 


2HZ 


LYS A 


83 148.608 


ATOM 1210 


3HZ 


LYS A 


83 147.750 


ATOM 1211 


N 


LEU A 


84 145.297 


ATOM 1212 


CA 


LEU A 


84 144.155 


ATOM 1213 


C 


LEU A 


84 142.854 


ATOM 1214 


0 


LEU A 


84 141.904 


ATOM 1215 


CB 


LEU A 


84 144.084 


ATOM 1216 


CG 


LEU A 


84 142.860 


ATOM 1217 


CD1 


LEU A 


84 143.005 



2 3 6 1 2 9 v I 922/ 

2.607 -6.205 1.00 0.00 
3.663 -6.476 1.00 0.00 
3.528 -5.576 1.00 0.00 
2.491 -5.563 1.00 0.00 
3.628 -7.943 1.00 0.00 
3.842 -8.914 1.00 0.00 
3.060 -10.201 1.00 0.00 
3.883 -11.421 1.00 0.00 
3.054 -12.463 1.00 0.00 
1.946 -6.901 1.00 0.00 
4.611 -6.273 1.00 0.00 
2.667 -8.153 1.00 0.00 
4.402 -8.112 1.00 0.00 
4.893 -9.149 1.00 0.00 
3.513 -8.449 1.00 0.00 
2.171 -10.174 1.00 0.00 

2.784 -10.277 1.00 0.00 

4.321 -11.840 1.00 0.00 

4.669 -11.112 1.00 0.00 

2.646 -12.086 1.00 0.00 

3.638 -13.292 1.00 0.00 

2.280 -12.760 1.00 0.00 

4.584 -4.824 1.00 0.00 

4.589 -3.920 1.00 0.00 

4.351 -4.682 1.00 0.00 

3.781 -4.146 1.00 0.00 

5.921 -3.168 1.00 0.00 

6.097 -2.270 1.00 0.00 

5.271 -1.001 1.00 0.00 



ffi!E# 2003-3083148 



2002-236129 



^-v: 923/ 



ATOM 1218 CD2 LEU A 84 142. 654 7. 566 

ATOM 1219 H LEU A 84 145.865 5.381 

ATOM 1220 HA LEU A 84 144.292 3.790 

ATOM 1221 1HB LEU A 84 144.970 6.011 

ATOM 1222 2HB LEU A 84 144.087 6.720 

ATOM 1223 HG LEU A 84 141.982 5.748 

ATOM 1224 1HD1 LEU A 84 143.855 5.627 

ATOM 1225 2HD1 LEU A 84 143. 154 4. 235 

ATOM 1226 3HD1 LEU A 84 142.111 5.368 

ATOM 1227 1HD2 LEU A 84 142. 328 8. 096 

ATOM 1228 2HD2 LEU A 84 143. 585 7. 988 

ATOM 1229 3HD2 LEU A 84 141.906 7.657 

ATOM 1230 N LYS A 85 142. 820 4. 791 

ATOM 1231 CA LYS A 85 141.638 4.625 

ATOM 1232 C LYS A 85 141. 346 3. 149 

ATOM 1233 0 LYS A 85 140. 199 2. 762 

ATOM 1234 CB LYS A 85 141.824 5.353 

ATOM 1235 CG LYS A 85 142. 964 4. 800 

ATOM 1236 CD LYS A 85 143. 695 5. 905 

ATOM 1237 CE LYS A 85 144. 591 5. 343 

ATOM 1238 NZ LYS A 85 143. 805 4. 844 

ATOM 1239 H LYS A 85 143. 610 5. 237 

ATOM 1240 HA LYS A 85 140.799 5.061 

ATOM 1241 1HB LYS A 85 140.911 5.273 

ATOM 1242 2HB LYS A 85 142. 025 6. 396 

ATOM 1243 1HG LYS A 85 143. 662 4. 292 

ATOM 1244 2HG LYS A 85 142. 560 4. 099 

ATOM 1245 1HD LYS A 85 142.967 6.564 

ATOM 1246 2HD LYS A 85 144.301 6.459 



-1.931 1.00 0.00 
-4.880 1.00 0.00 
-3.207 1.00 0.00 
-2.557 1.00 0.00 
-3.895 1.00 0.00 
-2.796 1.00 0.00 
-0.437 1.00 0.00 
-1.261 1.00 0.00 
-0.403 1.00 0.00 
-2.815 1.00 0.00 
-1.582 1.00 0.00 
-1.159 1.00 0.00 
-5.936 1.00 0.00 
-6.773 1.00 0.00 
-7.023 1.00 0.00 
-7.245 1.00 0.00 
-8.106 1.00 0.00 
-8.947 1.00 0.00 
-9.691 1.00 0.00 
-10.783 1.00 0.00 
-11.945 1.00 0.00 
-6.307 1.00 0.00 
-6.250 1.00 0.00 
-8.677 1.00 0.00 
-7.908 1.00 0.00 
-8.299 1.00 0.00 
-9.664 1.00 0.00 
-10.142 1.00 0.00 
-8.990 1.00 0.00 



ttiiE# 2003-3083148 



#0 2002-236129 



^-v: 924/ 



ATOM 1247 


1HE 


LYS A 


ATOM 1248 


2HE 


LYS A 


ATOM 1249 


1HZ 


LYS A 


ATOM 1250 


2HZ 


LYS A 


ATOM 1251 


3HZ 


LYS A 


ATOM 1252 


N 


SER A 


ATOM 1253 


CA 


SER A 


ATOM 1254 


C 


SER A 


ATOM 1255 


0 


SER A 


ATOM 1256 


CB 


SER A 


ATOM 1257 


OG 


SER A 


ATOM 1258 


H 


SER A 


ATOM 1259 


HA 


SER A 


ATOM 1260 


IHB 


SER A 


ATOM 1261 


2HB 


SER A 


ATOM 1262 


HG 


SER A 


ATOM 1263 


N 


CYS A 


ATOM 1264 


CA 


CYS A 


ATOM 1265 


C 


CYS A 


ATOM 1266 


0 


CYS A 


ATOM 1267 


CB 


CYS A 


ATOM 1268 


SG 


CYS A 


ATOM 1269 


H 


CYS A 


ATOM 1270 


HA 


CYS A 


ATOM 1271 


IHB 


CYS A 


ATOM 1272 


2HB 


CYS A 


ATOM 1273 


HG 


CYS A 


ATOM 1274 


N 


ARG A 


ATOM 1275 


CA 


ARG A 



85 145.258 6.122 

85 145.168 4.528 

85 143.592 3.833 

85 144.347 4.968 

85 142.911 5.369 

86 142.391 2.327 
86 142.245 0.893 
86 142.174 0.138 
86 142.631 -1.000 
86 143.408 0.365 
86 143.446 0.993 
86 143.283 2.693 
86 141.322 0.736 
86 144.338 0.562 
86 143.293 -0.700 

86 144.345 1.272 

87 141.598 0.779 
87 141.467 0.167 
87 139.999 -0.033 
87 139. 129 0. 702 
87 142.154 1.032 
87 143.960 0.965 
87 141.252 1.685 
87 141.952 -0.798 
87 141.861 2.062 
87 141.839 0.705 

87 144.296 1.482 

88 139.731 -1.030 
88 138.367 -1.324 



11.119 1.00 0.00 
10.372 1.00 0.00 
11.823 1.00 0.00 
12.823 1.00 0.00 
•12.024 1.00 0.00 
-6.987 1.00 0.00 
-7.211 1.00 0.00 
-5.887 1.00 0.00 
-5.785 1.00 0.00 
-8.051 1.00 0.00 
-9.321 1.00 0.00 
-6.806 1.00 0.00 
-7.749 1.00 0.00 
-7.539 1.00 0.00 
-8.192 1.00 0.00 
-9.514 1.00 0.00 
-4.874 1.00 0.00 
-3.557 1.00 0.00 
-3.194 1.00 0.00 
-3.662 1.00 0.00 
-2.499 1.00 0.00 
-2.548 1.00 0.00 
-5.016 1.00 0.00 
-3.590 1.00 0.00 
-2.641 1.00 0.00 
-1.518 1.00 0.00 
-1.813 1.00 0.00 
-2.358 1.00 0.00 
-1.933 1.00 0.00 

H5iE# 2003-3083148 



SfcM. 2002-236129 



^-y. 925/ 



ATOM 1276 


C 


ARG A 


ATOM 1277 


0 


ARG A 


ATOM 1278 


CB 


ARG A 


ATOM 1279 


CG 


ARG A 


ATOM 1280 


CD 


ARG A 


ATOM 1281 


NE 


ARG A 


ATOM 1282 


CZ 


ARG A 


ATOM 1283 


NH1 


ARG A 


ATOM 1284 


NH2 


ARG A 


ATOM 1285 


H 


ARG A 


ATOM 1286 


HA 


ARG A 


ATOM 1287 


1HB 


ARG A 


ATOM 1288 


2HB 


ARG A 


ATOM 1289 


1HG 


ARG A 


ATOM 1290 


2HG 


ARG A 


ATOM 1291 


1HD 


ARG A 


ATOM 1292 


2HD 


ARG A 


ATOM 1293 


HE 


ARG A 


ATOM 1294 


1HH1 ARG A 


ATOM 1295 


2HH1 ARG A 


ATOM 1296 


1HH2 ARG A 


ATOM 1297 


2HH2 ARG A 


ATOM 1298 


N 


PRO A 


ATOM 1299 


CA 


PRO A 


ATOM 1300 


C 


PRO A 


ATOM 1301 


0 


PRO A 


ATOM 1302 


CB 


PRO A 


ATOM 1303 


CG 


PRO A 


ATOM 1304 


CD 


PRO A 



88 138.296 
88 139.226 
88 137.849 
88 137.403 
88 136.086 
88 135.450 
88 134.428 
88 133.924 
88 133.907 
88 140.466 
88 137.747 
88 138.635 
88 137.008 
88 137.278 
88 138.161 
88 136.276 
88 135.420 
88 135.801 
88 134.312 
88 133.157 
88 134.282 

88 133.140 

89 137.185 
89 137.002 
89 137.199 
89 136.595 
89 135.553 
89 135.241 
89 136.025 



-1.513 -0.419 1.00 0.00 

-2.038 0.193 1.00 0.00 

-2.577 -2.639 1.00 0. 00 

-2.328 -4.072 1.00 0.00 

-3.025 -4.377 1.00 0.00 

-2.490 -5.578 1.00 0.00 

-3.076 -6.198 1.00 0.00 

-4.214 -5.735 1.00 0.00 

-2.523 -7.285 1.00 0.00 

-1.580 -2.018 1.00 0.00 

-0.484 -2.209 1.00 0.00 

-3.319 -2.655 1.00 0.00 

-2.969 -2.085 1.00 0.00 

-1.266 -4.219 1.00 0.00 

-2.700 -4.744 1.00 0.00 

-4.079 -4.521 1.00 0.00 

-2.892 -3.537 1.00 0.00 

-1.651 -5.942 1.00 0.00 

-4.637 -4.916 1.00 0.00 

-4.649 -6.207 1.00 0.00 

-1.665 -7.639 1.00 0.00 

-2.962 -7.752 1.00 0.00 

-1.087 0.210 1.00 0.00 

-1.213 1.660 1.00 0.00 

-2. 645 2. 145 1. 00 0. 00 

-3.579 1.617 1.00 0.00 

-0.771 1.878 1.00 0.00 

0.104 0.715 1.00 0.00 

-0.449 -0.441 1.00 0.00 



tBIE#2 003-3083148 



mm 2002-236129 



^-v?: 926/ 



ATOM 1314 C 
ATOM 1315 0 
ATOM 1316 CB 



ATOM 1305 HA PRO A 89 137. 666 -0. 557 
ATOM 1306 1HB PROA 89 134.909 -1.640 
ATOM 1307 2HB PRO A 89 135.475 -0.232 
ATOM 1308 1HG PROA 89 134.183 0.069 
ATOM 1309 2HG PROA 89 135.548 1.118 
ATOM 1310 1HD PROA 89 135.439 -1.176 
ATOM 1311 2HD PROA 89 136.342 0.348 
ATOM 1312 N ASP A 90 138.048 -2.811 
ATOM 1313 CA ASP A 90 138.324 -4.130 
ASP A 90 137. 589 -4. 329 
ASP A 90 137.948 -3.734 
ASP A 90 139.829 -4.316 
ATOM 1317 CG ASP A 90 140.229 -5.777 
ATOM 1318 0D1 ASP A 90 139.989 -6.496 
ATOM 1319 0D2 ASP A 90 140.783 -6.203 
ATOM 1320 H ASP A 90 138. 500 -2. 029 
ATOM 1321 HA ASP A 90 137.974 -4.868 
ATOM 1322 1HB ASP A 90 140. 358 -3. 847 
ATOM 1323 2HB ASP A 90 140. 118 -3. 847 
ATOM 1324 N SERA 91 136.559 -5.167 
ATOM 1325 CA SERA 91 135.772 -5.443 
SER A 91 136.212 -6.752 
SER A 91 135.407 -7.454 
ATOM 1328 CB SERA 91 134.284 -5.508 
ATOM 1329 OG SERA 91 133.486 -5.094 
SER A 91 136.321 -5.611 
SER A 91 135.936 -4.637 
ATOM 1332 1HB SER A 91 134. 083 -4. 859 
ATOM 1333 2HB SERA 91 134.020 -6.523 



ATOM 1326 C 
ATOM 1327 0 



ATOM 1330 H 
ATOM 1331 HA 



2.201 1.00 0.00 
1.904 1.00 0.00 
2.810 1.00 0.00 
0.502 1.00 0.00 
0.926 1.00 0.00 
-0.982 1.00 0.00 
-1.098 1.00 0.00 
3.153 1.00 0.00 
3.710 1.00 0.00 
5.031 1.00 0.00 
6.048 1.00 0.00 
3.918 1.00 0.00 
3.972 1.00 0.00 
2.979 1.00 0.00 
5.008 1.00 0.00 
3.532 1.00 0.00 
3.004 1.00 0.00 
3.102 1.00 0.00 
4.846 1.00 0.00 
5.010 1.00 0.00 
6.208 1.00 0.00 
6.856 1.00 0.00 
7.468 1.00 0.00 
5.861 1.00 0.00 
6.957 1.00 0.00 
4.170 1.00 0.00 
6.905 1.00 0.00 
5.021 1.00 0.00 
5.603 1.00 0.00 



tti!E# 2003-3083148 



2002-236129 



: 927/ 



ATOM 1334 
ATOM 1335 
ATOM 1336 
ATOM 1337 
ATOM 1338 
ATOM 1339 
ATOM 1340 
ATOM 1341 
ATOM 1342 
ATOM 1343 
ATOM 1344 
ATOM 1345 
ATOM 1346 
ATOM 1347 
ATOM 1348 
ATOM 1349 
ATOM 1350 
ATOM 1351 
ATOM 1352 
ATOM 1353 
ATOM 1354 
ATOM 1355 
ATOM 1356 
ATOM 1357 
ATOM 1358 
ATOM 1359 
ATOM 1360 
ATOM 1361 
ATOM 1362 



HG 
N 
CA 
C 
0 
CB 
CG 
CD 
NE 
CZ 



SER A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
NH1 ARG A 
NH2 ARG A 
H ARG A 
HA ARG A 
1HB ARG A 
2HB ARG A 
1HG ARG A 
2HG ARG A 
1HD ARG A 
2HD ARG A 
HE ARG A 
1HH1 ARG A 
2HH1 ARG A 
1HH2 ARG A 
2HH2 ARG A 
N PHE A 
CA PHE A 
C PHE A 
0 PHE A 



91 133.511 

92 137.494 
92 138.040 
92 137.997 
92 137.778 
92 139.479 
92 139.579 
92 139.435 
92 138.046 
92 137.404 
92 138.022 
92 136.142 
92 138.087 
92 137.433 
92 139.957 
92 140.010 
92 138.794 
92 140.541 
92 140.026 
92 139.802 
92 137.567 
92 138.974 
92 137.534 
92 135.672 

92 135.659 

93 138.207 
93 138.193 
93 137.029 
93 137.101 



-4. 137 
-7.074 
-8.299 
-8. 255 
-9.274 
-8.511 
-9.239 
-10.743 
-11.178 
-11.285 
-10.991 
-11.689 
-6.473 
-9. 123 
-7. 548 
-9. 088 
-8. 887 
-9.027 
-11.239 
-11.014 
-11.402 
-10. 686 
-11.073 
-11.912 
-11. 769 
-7. 068 
-6. 892 
-6. 005 
-5. 323 



7.028 1.00 0.00 
6.718 1.00 0.00 
7.291 1.00 0.00 

8.815 1.00 0.00 
9.469 1.00 0.00 

6.816 1.00 0.00 
5.486 1.00 0.00 
5.661 1.00 0.00 
5.537 1.00 0.00 
4.375 1.00 0.00 
3.239 1.00 0.00 
4.352 1.00 0.00 
6.220 1.00 0.00 
6.950 1.00 0.00 
6.711 1.00 0.00 
7.559 1.00 0.00 
4.833 1.00 0.00 
5.042 1.00 0.00 
4.907 1.00 0.00 
6.641 1.00 0.00 
6.361 1.00 0.00 
3.249 1.00 0.00 
2.369 1.00 0.00 
5.206 1.00 0.00 
3.479 1.00 0.00 
9.375 1.00 0.00 

10.823 1.00 0.00 
11.254 1.00 0.00 
12.276 1.00 0.00 



tfJIE# 2003-3083148 
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^-■5> : 928/ 



ATOM 1363 
ATOM 1364 
ATOM 1365 
ATOM 1366 
ATOM 1367 
ATOM 1368 
ATOM 1369 
ATOM 1370 
ATOM 1371 
ATOM 1372 
ATOM 1373 
ATOM 1374 
ATOM 1375 
ATOM 1376 
ATOM 1377 
ATOM 1378 
ATOM 1379 
ATOM 1380 
ATOM 1381 
ATOM 1382 
ATOM 1383 
ATOM 1384 
ATOM 1385 
ATOM 1386 
ATOM 1387 
ATOM 1388 
ATOM 1389 
ATOM 1390 
ATOM 1391 



CB 


PHE A 


93 


CG 


PHE A 


93 


CD1 


PHE A 


93 


CD2 


PHE A 


93 


CEl 


PHE A 


93 


CE2 


PHE A 


93 


CZ 


PHE A 


93 


H 


PHE A 


93 


HA 


PHE A 


93 


IHB 


PHE A 


93 


2HB 


PHE A 


93 


HD1 


PHE A 


93 


HD2 


PHE A 


93 


HE1 


PHE A 


93 


HE2 


PHE A 


93 


HZ 


PHE A 


93 


N 


ALA A 


94 


CA 


ALA A 


94 


C 


ALA A 


94 


0 


ALA A 


94 


CB 


ALA A 


94 


H 


ALA A 


94 


HA 


ALA A 


94 


IHB 


ALA A 


94 


2HB 


ALA A 


94 


3HB 


ALA A 


94 


N 


SER A 


95 


CA 


SER A 


95 


C 


SER A 


95 



139.514 -6.284 

140. 693 -7. 196 

141.421 -7.636 

141.076 -7.612 

142.507 -8.475 

142.160 -8.451 

142. 877 -8. 883 

138.377 -6.292 

138.073 -7.866 

139.706 -5.379 

139.435 -6.046 

141.132 -7.318 

140.516 -7.276 

143.066 -8.811 

142.449 -8.769 

143.726 -9.538 

135. 955 -6. 018 

134.778 -5.215 

133.672 -6.072 

133.228 -7.050 

134.277 -4.516 

135.955 -6.583 

135.066 -4.457 

134.221 -3.453 

133.296 -4.890 

134.960 -4.710 

133.233 -5.697 

132.179 -6.430 

130.821 -5.774 



11.297 1.00 0.00 
11.114 1.00 0.00 
12.209 1.00 0.00 
9.850 1.00 0.00 
12.045 1.00 0.00 
9.679 1.00 0.00 
10.778 1.00 0.00 
8.801 1.00 0.00 
11.273 1.00 0.00 
10.741 1.00 0.00 
12.348 1.00 0.00 
13.200 1.00 0.00 
8.990 1.00 0.00 
12.906 1.00 0.00 
8.688 1.00 0.00 
10.648 1.00 0.00 
10.469 1.00 0.00 
10.774 1.00 0.00 
11.385 1.00 0.00 
10.784 1.00 0.00 
9.517 1.00 0.00 
9.668 1.00 0.00 
11.487 1.00 0.00 
9.696 1.00 0.00 
9.260 1.00 0.00 
8.702 1.00 0.00 
12.581 1.00 0.00 
13.272 1.00 0.00 
13.045 1.00 0.00 



tB!E# 2003-3083148 
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ATOM 1392 0 SERA 95 130.572 -4.661 13.509 1.00 0.00 

ATOM 1393 CB SERA 95 132.478 -6.505 14.770 1.00 0.00 

ATOM 1394 OG SERA 95 133.847 -6.787 15.003 1.00 0.00 

ATOM 1395 H SERA 95 133.626 -4.908 13.010 1.00 0.00 

ATOM 1396 HA SERA 95 132.153 -7.431 12.869 1.00 0.00 

ATOM 1397 1HB SERA 95 132.235 -5.559 15.232 1.00 0.00 

ATOM 1398 2HB SERA 95 131.881 -7.287 15.216 1.00 0.00 

ATOM 1399 HG SERA 95 134.085 -7.606 14.563 1.00 0.00 

ATOM 1400 N LEU A 96 129.945 -6.471 12.329 1.00 0.00 

ATOM 1401 CA LEU A 96 128.611 -5.955 12.040 1.00 0.00 

ATOM 1402 C LEU A 96 127.536 -6.887 12.586 1.00 0.00 

ATOM 1403 0 LEU A 96 126.547 -6.439 13.167 1.00 0.00 

ATOM 1404 CB LEU A 96 128.427 -5.773 10.532 1.00 0.00 

ATOM 1405 CG LEU A 96 128.880 -4.419 9.983 1.00 0.00 

ATOM 1406 CD1 LEU A 96 129.430 -4.572 8.573 1.00 0.00 

ATOM 1407 CD2 LEU A 96 127.729 -3.425 10.003 1.00 0.00 

ATOM 1408 H LEU A 96 130.200 -7.352 11.986 1.00 0.00 

ATOM 1409 HA LEU A 96 128.515 -4.996 12.523 1.00 0.00 

ATOM 1410 1HB LEU A 96 128.984 -6.549 10.027 1.00 0.00 

ATOM 1411 2HB LEU A 96 127.379 -5.897 10.300 1.00 0.00 

ATOM 1412 HG LEU A 96 129.670 -4.030 10.609 1.00 0.00 

ATOM 1413 1HD1 LEU A 96 129.514 -3.599 8.112 1.00 0.00 

ATOM 1414 2HD1 LEU A 96 128.762 -5.190 7.991 1.00 0.00 

ATOM 1415 3HD1 LEU A 96 130.404 -5.036 8.615 1.00 0.00 

ATOM 1416 1HD2 LEU A 96 127.699 -2.929 10.962 1.00 0.00 

ATOM 1417 2HD2 LEU A 96 126.798 -3.948 9.840 1.00 0.00 

ATOM 1418 3HD2 LEU A 96 127.872 -2.692 9.223 1.00 0.00 

ATOM 1419 N GLN A 97 127.738 -8.185 12.396 1.00 0.00 

ATOM 1420 CA GLN A 97 126.788 -9.186 12.869 1.00 0.00 



tBfiE# 2003-3083148 



mm 2002-236129 
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ATOM 1421 


C 


GLN A 


97 127.263 - 


-10. 596 


ATOM 1422 


0 


GLN A 


97 127.494 - 


-11.419 


ATOM 1423 


CB 


GLN A 


97 


125.402 


-8.933 


ATOM 1424 


CG 


GLN A 


97 


124. 342 


-8. 594 


ATOM 1425 


CD 


GLN A 


97 123.428 


-7.470 


ATOM 1426 


0E1 


GLN A 


97 123.886 


-6. 454 


ATOM 1427 


NE2 


GLN A 


97 122.129 


-7. 646 


ATOM 1428 


H 


GLN A 


97 


128. 546 


-8.476 


ATOM 1429 


HA 


GLN A 


97 


126.724 


-9. 099 


ATOM 1430 


1HB 


GLN A 


97 


125.470 


-8. 109 


ATOM 1431 


2HB 


GLN A 


97 


125.085 


-9.817 


ATOM 1432 


1HG 


GLN A 


97 


123.742 


-9.473 


ATOM 1433 


2HG 


GLN A 


97 


124.833 


-8. 298 


ATOM 1434 


1HE2 


GLN A 


97 


121.836 


-8.481 


ATOM 1435 


2HE2 GLN A 


97 


121.515 


-6. 935 


ATOM 1436 


N 


PRO A 


98 127.412 


-10. 893 


ATOM 1437 


CA 


PRO A 


98 


127.860 


-12.212 


ATOM 1438 


C 


PRO A 


98 


129.343 


-12.446 


ATOM 1439 


0 


PRO A 


98 


130. 147 


-11.514 


ATOM 1440 


CB 


PRO A 


98 


127. 586 


-12. 170 


ATOM 1441 


CG 


PRO A 


98 


127. 666 


-10. 727 


ATOM 1442 


CD 


PRO A 


98 


127. 157 


-9.972 


ATOM 1443 


HA 


PRO A 


98 


127. 285 


-13. 006 


ATOM 1444 


1HB 


PRO A 


98 


128. 334 


-12. 751 


ATOM 1445 


2HB 


PRO A 


98 


126. 605 


-12. 573 


ATOM 1446 


1HG 


PRO A 


98 


128. 691 


-10.457 


ATOM 1447 


2HG 


PRO A 


98 


127. 045 


-10. 527 


ATOM 1448 


1HD 


PRO A 


98 127.704 


-9.050 


ATOM 1449 


2HD 


PRO A 


98 


126. 100 


-9.773 



12.518 1.00 0.00 
13.405 1.00 0.00 
12.267 1.00 0.00 
13.303 1.00 0.00 
12.856 1.00 0.00 
12.332 1.00 0.00 
13.061 1.00 0.00 
11.927 1.00 0.00 
13.943 1.00 0.00 
11.572 1.00 0.00 
11.734 1.00 0.00 
13.485 1.00 0.00 
14.217 1.00 0.00 
13.484 1.00 0.00 
12.782 1.00 0.00 
11.216 1.00 0.00 
10.755 1.00 0.00 
11.021 1.00 0.00 
10.978 1.00 0.00 
9.252 1.00 0.00 
8.894 1.00 0.00 
10.092 1.00 0.00 
11.208 1.00 0.00 
8.731 1.00 0.00 
9.050 1.00 0.00 
8.689 1.00 0.00 
8.034 1.00 0.00 
10.216 1.00 0.00 
9.990 1.00 0.00 



ffiSE# 2003-3083148 



2002-236129 



^-v! 931/ 



ATOM 1450 N SERA 99 129.699 -13.697 
ATOM 1451 CA SERA 99 131.085 -14.054 
ATOM 1452 C SER A 99 131.356 -15.507 
ATOM 1453 0 SER A 99 130.447 -16.337 
ATOM 1454 CB SERA 99 131.412 -13.827 
ATOM 1455 OG SERA 99 130.829 -14.832 
ATOM 1456 H SER A 99 129.012 -14.396 
ATOM 1457 HA SERA 99 131.717-13.416 
ATOM 1458 1HB SERA 99 132.483 -13.848 
ATOM 1459 2HB SER A 99 131.028 -12.865 
ATOM 1460 HG SERA 99 130.852 -14.555 
ATOM 1461 N GLY A 100 132. 612 -15. 809 
ATOM 1462 CA GLY A 100 132. 979 -17. 163 
ATOM 1463 C GLY A 100 134.442 -17.462 
ATOM 1464 0 GLY A 100 135.251 -17.486 
ATOM 1465 H GLY A 100 133.294 -15.106 
ATOM 1466 1HA GLY A 100 132.372 -17.856 
ATOM 1467 2HA GLY A 100 132.780 -17.301 
ATOM 1468 N PRO A 101 134. 815 -17. 697 
ATOM 1469 CA PRO A 101 136.202 -17.996 
ATOM 1470 C PRO A 101 136. 787 -19. 140 
ATOM 1471 0 PRO A 101 136.061 -20.022 
ATOM 1472 CB PRO A 101 136.097 -18.395 
ATOM 1473 CG PRO A 101 134.864 -17.718 
ATOM 1474 CD PRO A 101 133.917 -17.688 
ATOM 1475 HA PRO A 101 136. 834 -17. 126 
ATOM 1476 1HB PRO A 101 136.017 -19.470 
ATOM 1477 2HB PRO A 101 136.972 -18.053 
ATOM 1478 1HG PRO A 101 134.436 -18.279 



11.297 1.00 0.00 
11.570 1.00 0.00 
11.195 1.00 0.00 
11.190 1.00 0.00 
13.046 1.00 0.00 
13.858 1.00 0.00 
11.317 1.00 0.00 
10.969 1.00 0.00 
13.185 1.00 0.00 
13.354 1.00 0.00 
14.778 1.00 0.00 
10.882 1.00 0.00 
10.510 1.00 0.00 
10.777 1.00 0.00 
9.850 1.00 0.00 
10.903 1.00 0.00 
11.074 1.00 0.00 
9.458 1.00 0.00 
12.047 1.00 0.00 
12.419 1.00 0.00 
11.599 1.00 0.00 
11.139 1.00 0.00 
13.893 1.00 0.00 
14.383 1.00 0.00 
13.216 1.00 0.00 
12.323 1.00 0.00 
13.973 1.00 0.00 
14.425 1.00 0.00 
15.200 1.00 0.00 



mw& 2 0 0 3 



-3083148 



#H 2002-236129 



^-y : 932/ 



ATOM 1479 
ATOM 1480 
ATOM 1481 
ATOM 1482 
ATOM 1483 
ATOM 1484 
ATOM 1485 
ATOM 1486 
ATOM 1487 
ATOM 1488 
ATOM 1489 
ATOM 1490 
ATOM 1491 
ATOM 1492 
ATOM 1493 
ATOM 1494 
ATOM 1495 
ATOM 1496 
ATOM 1497 
ATOM 1498 
ATOM 1499 
ATOM 1500 
ATOM 1501 
ATOM 1502 
ATOM 1503 
ATOM 1504 
ATOM 1505 
ATOM 1506 
ATOM 1507 



2HG 


PRO A 101 


1HD 


PRO A 101 


2HD 


PRO A 101 


N 


SER A 102 


CA 


SER A 102 


C 


SER A 102 


0 


SER A 102 


CB 


SER A 102 


OG 


SER A 102 


H 


SER A 102 


HA 


SER A 102 


1KB 


SER A 102 


2HB 


SER A 102 


HG 


SER A 102 


N 


SER A 103 


CA 


SER A 103 


C 


SER A 103 


0 


SER A 103 


CB 


SER A 103 


OG 


SER A 103 


H 


SER A 103 


HA 


SER A 103 


IHB 


SER A 103 


2HB 


SER A 103 


HG 


SER A 103 


N 


GLY A 104 


CA 


GLY A 104 


C 


GLY A 104 


0 


GLY A 104 



135.099 -16.712 
133.284 -18.563 
133.321 -16.788 
138.103 -19.118 
138.787 -20.154 
139.818 -20.878 
140.315 -20.329 
139.468 -19.545 
138.523 -19.241 
138.628 -18.389 
138.046 -20.867 
139.974 -18.635 
140. 187 -20. 247 
137.839 -18.673 
140. 134 -22. 112 
141.105 -22.911 
141.842 -23.868 
142. 183 -24. 986 
140.411 -23.698 
140.321 -22.930 
139.703 -22.495 
141.822 -22.236 
139.413 -23.963 
140.973 -24.596 
140.572 -23.472 
142.085 -23.422 
142.779 -24.252 
142.212 -24.111 
141.005 -23.819 



14. 701 1. 00 0. 00 
13.222 1.00 0.00 
13.237 1.00 0.00 
11.418 1.00 0.00 
10. 651 1. 00 0. 00 
11.512 1.00 0.00 
12.495 1.00 0.00 
9.425 1.00 0.00 
8.414 1.00 0.00 
11.808 1.00 0.00 
10.322 1.00 0.00 
9.712 1.00 0.00 
9.029 1.00 0.00 
8.775 1.00 0.00 
11.136 1.00 0.00 
11.874 1.00 0.00 
10.942 1.00 0.00 
11.329 1.00 0.00 
12.987 1.00 0.00 
14.174 1.00 0.00 
10.344 1.00 0.00 
12.316 1.00 0.00 
12.668 1.00 0.00 
13.195 1.00 0.00 
14.925 1.00 0.00 
9.714 1.00 0.00 
8.748 1.00 0.00 
7.349 1.00 0.00 
7.224 1.00 0.00 



IHIiE# 2003-3083148 
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12 9 



^-S? : 933/ 



ATOM 1508 


OXT 


GLY A 


ATOM 1509 


H 


GLY A 


ATOM 1510 


IHA 


GLY A 


ATOM 1511 


2HA 


GLY A 


TER 1512 




GLY A 


ENDMDL 







104 142.976 -24.292 
104 141.789 -22.522 
104 143.822 -23.971 
104 142.700 -25.285 
104 



6.377 1.00 0.00 
9.463 1.00 0.00 
8.732 1.00 0.00 
9.054 1.00 0.00 



[0 115] 







8 




ATOM 


1 


N 


GLY A 


1 122. 


ATOM 


2 


CA 


GLY A 


1 123. 


ATOM 


3 


C 


GLY A 


1 124. 


ATOM 


4 


0 


GLY A 


1 125. 


ATOM 


5 


1H 


GLY A 


1 121. 


ATOM 


6 


2H 


GLY A 


1 121. 


ATOM 


7 


3H 


GLY A 


1 121. 


ATOM 


8 


IHA 


GLY A 


1 123. 


ATOM 


9 


2HA 


GLY A 


1 123. 


ATOM 


10 


N 


SER A 


2 124. 


ATOM 


11 


CA 


SER A 


2 125. 


ATOM 


12 


C 


SER A 


2 126. 


ATOM 


13 


0 


SER A 


2 127. 


ATOM 


14 


CB 


SER A 


2 124. 


ATOM 


15 


OG 


SER A 


2 123. 


ATOM 


16 


H 


SER A 


2 123. 


ATOM 


17 


HA 


SER A 


2 125. 


ATOM 


18 


1HB 


SER A 


2 123. 


ATOM 


19 


2HB 


SER A 


2 125. 


ATOM 


20 


HG 


SER A 


2 123. 



048 


-9.408 


-2.078 1.00 0.00 


433 


-8.870 


-1.967 1.00 0.00 


484 


-9.960 


-2.023 1.00 0.00 


519 


-9. 869 


-1.362 1.00 0.00 


925 


-10.215 


-1.433 1.00 0.00 


865 


-9. 725 


-3.051 1.00 0.00 


357 


-8. 671 


-1.830 1.00 0.00 


604 


-8. 177 


-2.777 1.00 0.00 


527 


-8. 342 


-1.029 1.00 0.00 


220 


-10. 995 


-2.815 1.00 0.00 


152 


-12. 107 


-2.955 1.00 0.00 


245 


-11.777 


-3.965 1.00 0.00 


392 


-12. 199 


-3.814 1.00 0.00 


407 


-13.372 


-3.387 1.00 0.00 


438 


-13. 747 


-2.424 1.00 0.00 


378 


-11.010 


-3.315 1.00 0.00 


608 


-12. 281 


-1.992 1.00 0.00 


909 


-13. 191 


-4.327 1.00 0.00 


113 


-14. 181 


-3.503 1.00 0.00 


549 


-14. 675 


-2.202 1.00 0.00 



tbiE# 2003-3083148 
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^-v I 934/ 



ATOM 21 N SER A 

ATOM 22 CA SER A 

ATOM 23 C SER A 

ATOM 24 0 SER A 

ATOM 25 CB SER A 

ATOM 26 OG SER A 

ATOM 27 H SER A 

ATOM 28 HA SER A 

ATOM 29 1HB SER A 

ATOM 30 2HB SER A 

ATOM 31 HG SER A 

ATOM 32 N GLY A 

ATOM 33 CA GLY A 

ATOM 34 C GLY A 

ATOM 35 0 GLY A 

ATOM 36 H GLY A 

ATOM 37 1HA GLY A 

ATOM 38 2HA GLY A 

ATOM 39 N SER A 

ATOM 40 CA SER A 

ATOM 41 C SER A 

ATOM 42 0 SER A 

ATOM 43 CB SER A 

ATOM 44 OG SER A 

ATOM 45 H SER A 

ATOM 46 HA SER A 

ATOM 47 1HB SER A 

ATOM 48 2HB SER A 

ATOM 49 HG SER A 



3 125.882 -11.020 -4.995 1.00 0.00 
3 126.833 -10.632 -6.031 1.00 0.00 
3 126.285 -9.482 -6.869 1.00 0.00 
3 125.673 -9.699 -7.915 1.00 0.00 
3 127.155 -11.826 -6.930 1.00 0.00 
3 128.105-11.477 -7.922 1.00 0.00 
3 124.954 -10.714 -5.061 1.00 0.00 
3 127.739 -10.306 -5.543 1.00 0.00 
3 127.558 -12.628 -6.331 1.00 0.00 
3 126.250 -12.161 -7.418 1.00 0.00 

3 128.611 -12.255 -8.168 1.00 0.00 

4 126.509 -8.257 -6.404 1.00 0.00 
4 126.031 -7.092 -7.123 1.00 0.00 
4 126.690 -5.809 -6.654 1.00 0.00 
4 127.332 -5.781 -5.604 1.00 0.00 
4 127.003 -8.144 -5.565 1.00 0.00 
4 126.235 -7.224 -8.176 1.00 0.00 

4 124.964 -7.008 -6.982 1.00 0.00 

5 126.531 -4.745 -7.434 1.00 0.00 
5 127.115 -3.453 -7.094 1.00 0.00 
5 126.123 -2.323 -7.352 1.00 0.00 
5 125.253 -2.434 -8.216 1.00 0.00 
5 128.394 -3.220 -7.900 1.00 0.00 
5 128.991 -4.449 -8.277 1.00 0.00 
5 126.008 -4.831 -8.259 1.00 0.00 
5 127.360 -3.467 -6.043 1.00 0.00 
5 128.158 -2.661 -8.793 1.00 0.00 
5 129.097 -2.660 -7.301 1.00 0.00 
5 129.599 -4.299 -9.004 1.00 0.00 



ffilE#2 003-3083148 
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^-v : 935/ 



ATOM 50 
ATOM 51 
ATOM 52 
ATOM 53 
ATOM 54 
ATOM 55 
ATOM 56 
ATOM 57 
ATOM 58 
ATOM 59 
ATOM 60 
ATOM 61 
ATOM 62 
ATOM 63 
ATOM 64 
ATOM 65 
ATOM 66 
ATOM 67 
ATOM 68 
ATOM 69 
ATOM 70 
ATOM 71 
ATOM 72 
ATOM 73 
ATOM 74 
ATOM 75 
ATOM 76 
ATOM 77 
ATOM 78 



N 


SER A 


6 


CA 


SER A 


6 


C 


SER A 


6 


0 


SER A 


6 


CB 


SER A 


6 


OG 


SER A 


6 


H 


SER A 


6 


HA 


SER A 


6 


1HB 


SER A 


6 


2HB 


SER A 


6 


HG 


SER A 


6 


N 


GLY A 


7 


CA 


GLY A 


7 


C 


GLY A 


7 


0 


GLY A 


7 


H 


GLY A 


7 


1HA 


GLY A 


7 


2HA 


GLY A 


7 


N 


LEU A 


8 


CA 


LEU A 


8 


C 


LEU A 


8 


0 


LEU A 


8 


CB 


LEU A 


8 


CG 


LEU A 


8 


CD1 


LEU A 


8 


CD2 


LEU A 


8 


H 


LEU A 


8 


HA 


LEU A 


8 


1HB 


LEU A 


8 



126.262 -1.238 

125.378 -0.087 

126.092 1.202 

126. 055 2. 192 

124. 121 -0. 271 

123.191 0.774 

126.975 -1.210 

125.090 -0.022 

123.654 -1.211 

124.394 -0.269 

122.418 0.643 

126.738 1.181 

127.452 2.354 

128.890 2.390 

129. 155 2. 279 

126. 733 0. 363 

126. 943 3. 238 

127.444 2.356 

129.820 2.548 

131.240 2.602 

131. 555 3. 842 

132. 462 3. 829 

131.660 1.343 

131.271 0.023 

131.002 -1.047 

132.363 -0.430 

129. 545 2. 634 

131. 793 2. 655 

131.208 1.372 



-6.599 1.00 0.00 
-6.747 1.00 0.00 
-6.352 1.00 0.00 
-7.082 1.00 0.00 
-5.895 1.00 0.00 
-6.124 1.00 0.00 
-5.927 1.00 0.00 
-7.786 1.00 0.00 
-6.143 1.00 0.00 
-4.850 1.00 0.00 
-5.570 1.00 0.00 
-5.192 1.00 0.00 
-4.720 1.00 0.00 
-5.199 1.00 0.00 
-6.396 1.00 0.00 
-4.652 1.00 0.00 
-5.074 1.00 0.00 
-3.640 1.00 0.00 
-4.262 1.00 0.00 
-4.592 1.00 0.00 
-5.423 1.00 0.00 
-6.255 1.00 0.00 
-5.354 1.00 0.00 
-4.684 1.00 0.00 
-5.732 1.00 0.00 
-3.727 1.00 0.00 
-3.326 1.00 0.00 
-3.667 1.00 0.00 
-6.334 1.00 0.00 



ffiiE# 2003-3083148 
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ATOM 79 


2HB 


LEU A 


8 


132. 734 


ATOM 80 


HG 


LEU A 


8 


130. 364 


ATOM 81 


1HD1 LEU A 


8 


130.300 


ATOM 82 


2HD1 LEU A 


8 


131.926 


ATOM 83 


3HD1 LEU A 


8 130.589 


ATOM 84 


1HD2 LEU A 


8 


131.912 


ATOM 85 


2HD2 LEU A 


8 


132. 944 


ATOM 86 


3HD2 LEU A 


8 


133. 007 


ATOM 87 


N 


ALA A 


9 


130.801 


ATOM 88 


CA 


ALA A 


9 


131.001 


ATOM 89 


C 


ALA A 


9 


130. 469 


ATOM 90 


0 


ALA A 


9 


129.258 


ATOM 91 


CB 


ALA A 


9 


130. 329 


ATOM 92 


H 


ALA A 


9 


130. 094 


ATOM 93 


HA 


ALA A 


" 9 


132.062 


ATOM 94 


1HB 


ALA A 


9 


130.944 


ATOM 95 


2HB 


ALA A 


9 129.363 


ATOM 96 


3HB 


ALA A 


9 


130.204 


ATOM 97 


N 


MET A 


10 


131.383 


ATOM 98 


CA 


MET A 


10 


131.008 


ATOM 99 


C 


MET A 


10 


131.358 


ATOM 100 


0 


MET A 


10 


132.443 


ATOM 101 


CB 


MET A 


10 


131.713 


ATOM 102 


CG 


MET A 


10 


130.816 


ATOM 103 


SD 


MET A 


10 


131.725 


ATOM 104 


CE 


MET A 


10 


130. 949 


ATOM 105 


H 


MET A 


10 


132.333 


ATOM 106 


HA 


MET A 


10 129.941 


ATOM 107 


1HB 


MET A 


10 


132.082 



1.359 -5.469 1.00 0.00 
0.168 -4.116 1.00 0.00 
•1.767 -5.338 1.00 0.00 
-1.546 -5.983 1.00 0.00 
-0.588 -6.618 1.00 0.00 
-0.895 -2.862 1.00 0.00 
0.425 -3.413 1.00 0.00 
-1.140 -4.224 1.00 0.00 
4.910 -5.189 1.00 0.00 
6.157 -5.914 1.00 0.00 
7.346 -5.120 1.00 0.00 
7.537 -5.006 1.00 0.00 
6.088 -7.278 1.00 0.00 
4.858 -4.513 1.00 0.00 
6.285 -6.068 1.00 0.00 
6.593 -8.008 1.00 0.00 
6.567 -7.227 1.00 0.00 
5.055 -7.566 1.00 0.00 
8.140 -4.573 1.00 0.00 
9.311 -3.790 1.00 0.00 
10.598 -4.537 1.00 0.00 
10.715 -5.107 1.00 0.00 

9.287 -2.432 1.00 0.00 
9.682 -1.271 1.00 0.00 
9.877 0.275 1.00 0.00 
8.618 1.285 1.00 0.00 
7.936 -4.700 1.00 0.00 
9.276 -3.633 1.00 0.00 

8.288 -2.249 1.00 0.00 
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ATOM 108 


2HB 


MET A 


ATOM 109 


1HG 


MET A 


ATOM 110 


2HG 


MET A 


ATOM 111 


1HE 


MET A 


ATOM 112 


2HE 


MET A 


ATOM 113 


3HE 


MET A ' 


ATOM 114 


N 


PRO A 


ATOM 115 


CA 


PRO A 


ATOM 116 


C 


PRO A 


ATOM 117 


0 


PRO A 


ATOM 118 


CB 


PRO A 


ATOM 119 


CG 


PRO A 


ATOM 120 


CD 


PRO A 


ATOM 121 


HA 


PRO A 


ATOM 122 


1HB 


PRO A 


ATOM 123 


2HB 


PRO A 


ATOM 124 


1HG 


PRO A 


ATOM 125 


2HG 


PRO A 


ATOM 126 


1HD 


PRO A 


ATOM 127 


2HD 


PRO A 


ATOM 128 


N 


PRO A 


ATOM 129 


CA 


PRO A 


ATOM 130 


C 


PRO A 


ATOM 131 


0 


PRO A 


ATOM 132 


CB 


PRO A 


ATOM 133 


CG 


PRO A 


ATOM 134 


CD 


PRO A 


ATOM 135 


HA 


PRO A 


ATOM 136 


1HB 


PRO A 



10 132.550 9.969 

10 130.334 10.619 

10 130.065 8.917 

10 131.556 8.432 

10 130.851 7.708 

10 129.971 8.957 

11 130.444 11.585 
11 130.676 12.861 
11 131.984 13.523 
11 132.750 13.996 
11 129.479 13.721 
11 128.418 12.751 
11 129.125 11.537 
11 130.677 12.736 
11 129.757 14.356 
11 129.167 14.331 
11 127.791 13.183 
11 127.827 12.488 
11 129.225 11.604 

11 128.592 10.639 

12 132.267 13.564 
12 133.497 14.170 
12 134.740 13.414 
12 135.843 13.959 
12 133.343 14.075 
12 131.898 13.796 
12 131.429 13.024 
12 133.581 15.206 
12 133.965 13.276 



-2.460 1.00 0.00 
-1.508 1.00 0.00 
-1.137 1.00 0.00 
2.159 1.00 0.00 
0.715 1.00 0.00 
1.594 1.00 0.00 
-4.545 1.00 0.00 
-5.227 1.00 0.00 
-4.799 1.00 0.00 
-5.638 1.00 0.00 
-4.815 1.00 0.00 
-4.428 1.00 0.00 
-3.891 1.00 0.00 
-6.301 1.00 0.00 
-3.987 1.00 0.00 
-5.651 1.00 0.00 
-3.663 1.00 0.00 
-5.293 1.00 0.00 
-2.818 1.00 0.00 
-4.166 1.00 0.00 
-3.482 1.00 0.00 
-2.962 1.00 0.00 
-3.417 1.00 0.00 
-3.424 1.00 0.00 
-1.437 1.00 0.00 
-1.201 1.00 0.00 
-2.400 1.00 0.00 
-3.255 1.00 0.00 
-1.059 1.00 0.00 

ffiSE#2 003-3083148 
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ATOM 137 
ATOM 138 
ATOM 139 
ATOM 140 
ATOM 141 
ATOM 142 
ATOM 143 
ATOM 144 
ATOM 145 
ATOM 146 
ATOM 147 
ATOM 148 
ATOM 149 
ATOM 150 
ATOM 151 
ATOM 152 
ATOM 153 
ATOM 154 
ATOM 155 
ATOM 156 
ATOM 157 
ATOM 158 
ATOM 159 
ATOM 160 
ATOM 161 
ATOM 162 
ATOM 163 
ATOM 164 
ATOM 165 



2HB PRO A 

1HG PRO A 

2HG PRO A 

1HD PRO A 

2HD PRO A 

N GLY A 

CA GLY A 

C GLY A 

0 GLY A 

H GLY A 

1HA GLY A 

2HA GLY A 

N ASN A 



CA 

C 

0 



ASN A 
ASN A 
ASN A 
CB ASN A 
CG ASN A 
0D1 ASN A 
ND2 ASN A 
H ASN A 
HA ASN A 
1HB ASN A 
2HB ASN A 
1HD2 ASN A 
2HD2 ASN A 
N SER A 
CA SER A 
C SER A 



12 133.641 
12 131.778 
12 131.353 
12 131.606 

12 130.384 

13 134.552 
13 135.667 
13 135.760 
13 135.069 
13 133.649 
13 135.548 

13 136.583 

14 136.617 
14 136.800 
14 135.497 
14 134.480 
14 137.305 
14 138.802 
14 139.268 
14 139.563 
14 137.139 
14 137.538 
14 136.808 
14 137.074 
14 139.122 

14 140.534 

15 135.535 
15 134.356 
15 133.482 



15.010 -0.985 1.00 0.00 
13.205 -0.305 1.00 0.00 
14.723 -1.116 1.00 0.00 
11.967 -2.262 1.00 0.00 
13.214 -2.586 1.00 0.00 
12.153 -3.795 1.00 0.00 
11.340 -4.247 1.00 0.00 
10.021 -3.505 1.00 0.00 
9.811 -2.508 1.00 0.00 
11.771 -3.768 1.00 0.00 
11.139 -5.302 1.00 0.00 
11.889 -4.098 1.00 0.00 
9.129 -3.994 1.00 0.00 
7.824 -3.370 1.00 0.00 
7.030 -3.376 1.00 0.00 
7.493 -3.893 1.00 0.00 
7.985 -1.936 1.00 0.00 
8.218 -1.873 1.00 O.OO' 
9.355 -1.952 1.00 0.00 
7.139 -1.730 1.00 0.00 
9.355 -4.791 1.00 0.00 
7.283 -3.944 1.00 0.00 
8.827 -1.479 1.00 0.00 
7.090 -1.376 1.00 0.00 
6.266 -1.674 1.00 0.00 
7.262 -1.687 1.00 0.00 
5.835 -2.798 1.00 0.00 
4.977 -2.736 1.00 0.00 
5.338 -1.541 1.00 0.00 



mum 2 003-3083148 



mm 2002-236129 



^-v: 939/ 



ATOM 166 
ATOM 167 
ATOM 168 
ATOM 169 
ATOM 170 
ATOM 171 
ATOM 172 
ATOM 173 
ATOM 174 
ATOM 175 
ATOM 176 
ATOM 177 
ATOM 178 
ATOM 179 
ATOM 180 
ATOM 181 
ATOM 182 
ATOM 183 
ATOM 184 
ATOM 185 
ATOM 186 
ATOM 187 
ATOM 188 
ATOM 189 
ATOM 190 
ATOM 191 
ATOM 192 
ATOM 193 
ATOM 194 



0 


SER A 


15 


CB 


SER A 


15 


OG 


SER A 


15 


H 


SER A 


15 


HA 


SER A 


15 


1HB 


SER A 


15 


2HB 


SER A 


15 


HG 


SER A 


15 


N 


HIS A 


16 


CA 


HIS A 


16 


C 


HIS A 


16 


0 


HIS A 


16 


CB 


HIS A 


16 


CG 


HIS A 


16 


ND1 


HIS A 


16 


CD2 


HIS A 


16 


CE1 


HIS A 


16 


NE2 


HIS A 


16 


H 


HIS A 


16 


HA 


HIS A 


16 


1HB 


HIS A 


16 


2HB 


HIS A 


16 


HD1 


HIS A 


16 


HD2 


HIS A 


16 


HE1 


HIS A 


16 


HE2 


HIS A 


16 


N 


GLY A 


17 


CA 


GLY A 


17 


C 


GLY A 


17 



132.349 5.791 

134. 773 3. 507 

136. 026 3. 369 

136. 375 5. 521 

133. 789 5. 130 

134.031 2.956 

134. 850 3. 100 

136.551 2.707 

134.017 5.135 

133.285 5.439 

134.130 6.294 

133. 680 7. 333 

132. 866 4. 144 

131.397 4.065 

130. 777 4. 797 

130. 421 3. 334 

129.485 4.518 

129.244 3.635 

134. 925 4. 772 

132.400 5.993 

133.130 3.304 

133.389 4.066 

131.219 5.426 

130. 547 2. 642 

128.752 4.944 

128. 383 3. 193 

135. 356 5. 850 

136. 244 6. 586 

137. 596 5. 918 



-1.701 1.00 0.00 
-2.654 1.00 0.00 
-2.006 1.00 0.00 
-2.403 1.00 0.00 
-3.642 1.00 0.00 
-2.096 LOO 0.00 
-3.651 LOO 0.00 
-2.463 1.00 0.00 
-0.341 LOO 0.00 
0.884 1.00 0.00 
1.823 1.00 0.00 
2.306 1.00 0.00 
1.586 1.00 0.00 
1.864 1.00 0.00 
2.855 1.00 0.00 
1.274 1.00 0.00 
2.863 1.00 0.00 
1.914 1.00 0.00 
-0.277 1.00 0.00 
0.611 1.00 0.00 
0.962 1.00 0.00 
2.528 1.00 0.00 
3.463 LOO 0.00 
0.453 1.00 0.00 
3.532 1.00 0.00 
1.759 1.00 0.00 
2.079 1.00 0.00 
2.959 1.00 0.00 
3.109 1.00 0.00 



mtE# 2003-3083148 



S$m 2002-236129 



^-v: 940/ 



ATOM 195 


0 


GLY A 


17 137.910 


5.368 


a ~t r* a i aa A AA 

4. 164 1.00 0.00 


ATOM 196 


H 


GLY A 


17 135.660 


5.015 


i t a a a AA 

1.665 1.00 0.00 


ATOM 197 


1HA 


GLY A 


17 136.387 


7.579 


/*> r" /* /\ i a a a aa 

2.560 1.00 0.00 


ATOM 198 


2HA 


GLY A 


17 135.783 


6.664 


r\ /"\ o O "1 aa r\ AA 

3.933 1.00 0.00 


ATOM 199 


N 


LEU A 


18 138.398 


5.966 


2.051 1.00 0.00 


ATOM 200 


CA 


LEU A 


18 139.725 


5.362 


r\n r\ i /\A A AA 

2.070 1.00 0.00 


ATOM 201 


C 


LEU A 


18 140.782 


6.382 


r\ a ft o *t r\ r\ f\ AA 

2.478 1.00 0.00 


ATOM 202 


0 


LEU A 


18 141.246 


7. 174 


•% /"» r" c\ "1 f\f\ A AA 

1.658 1.00 0.00 


ATOM 203 


CB 


LEU A 


18 140.064 


4.782 


0.695 1.00 0.00 


ATOM 204 


CG 


LEU A 


18 139.132 


3.667 


0.215 1.00 0.00 


ATOM 205 


CD1 


LEU A 


18 139.297 


3.440 


^ nrrA t f\r\ A A A 

-1.279 1.00 0.00 


ATOM 206 


CD2 


LEU A 


18 139.400 


2.383 


0.985 1.00 0.00 


ATOM 207 


H 


LEU A 


18 138.091 


6.420 


1.238 1.00 0.00 


ATOM 208 


HA 


LEU A 


18 139.714 


4.562 


2.795 1.00 0.00 


ATOM 209 


1HB 


LEU A 


18 140.034 


5.585 


-0.028 1.00 0.00 


ATOM 210 


2HB 


LEU A 


18 141.069 


4.389 


0.730 1.00 0.00 


ATOM 211 


HG 


LEU A 


18 138.108 


3.960 


0.397 1.00 0.00 


ATOM 212 


1HD1 LEU A 


18 139.976 


2.615 


-1.445 1.00 0.00 


ATOM 213 


2HD1 LEU A 


18 139.697 


4.332 


-1.737 1.00 0.00 



ATOM 214 


3HD1 LEU A 


18 138.337 


3.210 


-1.717 1.00 0.00 


ATOM 215 


1HD2 LEU A 


18 138.819 


2.382 


1.896 1.00 0.00 


ATOM 216 


2HD2 LEU A 


18 140.450 


2.321 


1.228 1.00 0.00 


ATOM 217 


3HD2 LEU A 


18 139.119 


1.534 


0.378 1.00 0.00 


ATOM 218 


N 


GLU A 


. 19 141. 161 


6.355 


3.752 1.00 0.00 


ATOM 219 


CA 


GLU A 


19 142.165 


7.278 


4.270 1.00 0.00 


ATOM 220 


C 


GLU A 


19 143.124 


6.563 


5.216 1.00 0.00 


ATOM 221 


0 


GLU A 


19 142.959 


5.376 


5.502 1.00 0.00 


ATOM 222 


CB 


GLU A 


19 141.490 


8.443 


4.996 1.00 0.00 


ATOM 223 


CG 


GLU A 


19 140.512 


8.005 


6.073 1.00 0.00 



mSE# 2003-3083148 
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^-v: 941/ 



ATOM 224 


CD 


GLU A 


ATOM 225 


0E1 


GLU A 


ATOM 226 


0E2 


GLU A 


ATOM 227 


H 


GLU A 


ATOM 228 


HA 


GLU A 


ATOM 229 


1HB 


GLU A 


ATOM 230 


2HB 


GLU A 


ATOM 231 


1HG 


GLU A 


ATOM 232 


2HG 


GLU A 


ATOM 233 


N 


VAL A 


ATOM 234 


CA 


VAL A 


ATOM 235 


C 


VAL A 


ATOM 236 


0 


VAL A 


ATOM 237 


CB 


VAL A 


ATOM 238 


CGI 


VAL A 


ATOM 239 


CG2 


VAL A 


ATOM 240 


H 


VAL A 


ATOM 241 


HA 


VAL A 


ATOM 242 


HB 


VAL A 


ATOM 243 


1HG1 VAL A 


ATOM 244 


2HG1 VAL A 


ATOM 245 


3HG1 VAL A 


ATOM 246 


1HG2 VAL A 


ATOM 247 


2HG2 VAL A 


ATOM 248 


3HG2 VAL A 


ATOM 249 


N 


GLY A 


ATOM 250 


CA 


GLY A 


ATOM 251 


C 


GLY A 


ATOM 252 


0 


GLY A 



19 140.304 9.064 

19 139.864 8.709 

19 140.581 10.250 

19 140.756 5.701 

19 142.725 7.664 

19 142.252 9.054 

19 140.953 9.040 

19 139.560 7.790 

19 140.892 7.111 

20 144.125 7.292 
20 145.110 6.726 
20 144.444 6.188 
20 143.639 6.874 
20 146.171 7.770 
20 147.292 7.118 
20 146.720 8.469 
20 144.204 8.232 
20 145.608 5.913 
20 145.699 8.511 
20 147.005 7.052 
20 148.189 7.712 
20 147.478 6.126 
20 146.950 7.735 
20 147.619 9.009 

20 145.983 9.161 

21 144.787 4.957 
21 144.211 4.348 
21 143.134 3.335 
21 142.916 2.381 



7.137 1.00 0.00 
8.251 1.00 0.00 
6.858 1.00 0.00 
4.358 1.00 0.00 
3.432 1.00 0.00 
5.458 1.00 0.00 
4.272 1.00 0.00 
5.610 1.00 0.00 
6.544 1.00 0.00 
5.699 1.00 0.00 
6.613 1.00 0.00 
7.875 1.00 0.00 
8.504 1.00 0.00 
7.011 1.00 0.00 
7.806 1.00 0.00 
5.777 1.00 0.00 
5.434 1.00 0.00 
6.105 1.00 0.00 
7.639 1.00 0.00 
8.845 1.00 0.00 
7.717 1.00 0.00 
7.421 1.00 0.00 
5.019 1.00 0.00 
6.038 1.00 0.00 
5.396 1.00 0.00 
8.240 1.00 0.00 
9.425 1.00 0.00 
9.090 1.00 0.00 
9.838 1.00 0.00 

ffiSE# 2003-3083148 



#JH 2002-236129 



^- v : 942/ 



ATOM 253 
ATOM 254 
ATOM 255 
ATOM 256 
ATOM 257 
ATOM 258 
ATOM 259 
ATOM 260 
ATOM 261 
ATOM 262 
ATOM 263 
ATOM 264 
ATOM 265 
ATOM 266 
ATOM 267 
ATOM 268 
ATOM 269 
ATOM 270 
ATOM 271 
ATOM 272 
ATOM 273 
ATOM 274 
ATOM 275 
ATOM 276 
ATOM 277 
ATOM 278 
ATOM 279 
ATOM 280 
ATOM 281 



H 


GLY A 


21 


1HA 


GLY A 


21 


2HA 


GLY A 


21 


N 


SER A 


22 


CA 


SER A 


22 


C 


SER A 


22 


0 


SER A 


22 


CB 


SER A 


22 


OG 


SER A 


22 


H 


SER A 


22 


HA 


SER A 


22 


1HB 


SER A 


22 


2HB 


SER A 


22 


HG 


SER A 


22 


N 


LEU A 


23 


CA 


LEU A 


23 


C 


LEU A 


23 


0 


LEU A 


23 


CB 


LEU A 


23 


CG 


LEU A 


23 


CD1 


LEU A 


23 


CD2 


LEU A 


23 


H 


LEU A 


23 


HA 


LEU A 


23 


1HB 


LEU A 


23 


2HB 


LEU A 


23 


HG 


LEU A 


23 


1HD1 LEU A 


23 


2HD1 LEU A 


23 



145.434 4.458 

144.997 3.853 

143. 783 5. 123 

142.457 3.543 

141.395 2.642 

141.962 1.487 

143.018 1.614 

140.354 3.403 

140.256 4.752 

142.676 4.323 

140. 921 2. 242 

140.637 3.385 

139.389 2.931 

140.225 4.786 

141.255 0.363 

141.687 -0.815 

141.168 -0.774 

140.116 -0.197 

141.202 -2.088 

141.626 -2.231 

140.629 -3.086 

143.024 -2.824 

140.421 0.323 

142.767 -0.815 

140.123 -2.109 

141.585 -2.938 

141.646 -1.252 

140.808 -2.986 

140.748 -4.120 



7.699 1.00 0.00 
9.978 1.00 0.00 
10.042 1.00 0.00 
7.966 1.00 0.00 
7.535 1.00 0.00 
6.716 1.00 0.00 
6.094 1.00 0.00 
6.713 1.00 0.00 
7.136 1.00 0.00 
7.414 1.00 0.00 
8.419 1.00 0.00 
5.671 1.00 0.00 
6.832 1.00 0.00 
8.094 1.00 0.00 
6.718 1.00 0.00 
5.976 1.00 0.00 
4.541 1.00 0.00 
4.268 1.00 0.00 
6.670 1.00 0.00 
8.132 1.00 0.00 
8.896 1.00 0.00 
8.226 1.00 0.00 
7.234 1.00 0.00 
5.955 1.00 0.00 
6.625 1.00 0.00 
6.124 1.00 0.00 
8.591 1.00 0.00 
9.957 1.00 0.00 
8.608 1.00 0.00 



ffifiE# 2003-3083148 



#0 2002-236129 



^-v* : 943/ 



ATOM 282 


3HD1 LEU A 


23 139.626 


-2.761 


ATOM 283 


1HD2 LEU A 


23 143.555 


-2. 641 


ATOM 284 


2HD2 LEU A 


23 142.953 


-3.888 


ATOM 285 


3HD2 LEU A 


23 143.557 


-2. 363 


ATOM 286 


N 


ALA A 


24 141.915 


-1.389 


ATOM 287 


CA 


ALA A 


24 141.529 


-1.423 


ATOM 288 


C 


ALA A 


24 142.121 


-2. 640 


ATOM 289 


0 


ALA A 


24 143.023 


-3. 294 


ATOM 290 


CB 


ALA A 


24 141.969 


-0. 144 


ATOM 291 


H 


ALA A 


24 142.743 


-1.830 


ATOM 292 


HA 


ALA A 


24 140.452 


-1.479 


ATOM 293 


1HB 


ALA A 


24 141.717 


-0. 202 


ATOM 294 


2HB 


ALA A 


24 143.037 


-0. 024 


ATOM 295 


3HB 


ALA A 


24 141.466 


0.701 


ATOM 296 


N 


GLU A 


25 141.605 


-2.939 


ATOM 297 


CA 


GLU A 


25 142.081 


-4.077 


ATOM 298 


C 


GLU A 


25 142.488 


-3. 644 


ATOM 299 


0 


GLU A 


25 142.089 


-2. 580 


ATOM 300 


CB 


GLU A 


25 140.999 


-5. 155 


ATOM 301 


CG 


GLU A 


25 141.483 


-6. 460 


ATOM 302 


CD 


GLU A 


25 140.401 


-7. 521 


ATOM 303 


0E1 


GLU A 


25 140.726 


-8. 709 


ATOM 304 


0E2 


GLU A 


25 139.228 


-7. 166 


ATOM 305 


H 


GLU A 


25 140.888 


-2. 379 


ATOM 306 


HA 


GLU A 


25 142.945 


-4.484 


ATOM 307 


1HB 


GLU A 


25 140.638 


-5. 362 


ATOM 308 


2HB 


GLU A 


25 140.181 


-4.783 


ATOM 309 


1HG 


GLU A 


25 141.815 


-6. 270 


ATOM 310 


2HG 


GLU A 


25 142.310 


-6. 832 



8.667 1.00 0.00 
7.303 1.00 0.00 
8.396 1.00 0.00 
9.045 1.00 0.00 
3.630 1.00 0.00 
2.224 1.00 0.00 
1.521 1.00 0.00 
2.044 1.00 0.00 
1.526 1.00 0.00 
3.909 1.00 0.00 
2.176 1.00 0.00 
0.478 1.00 0.00 
1.634 1.00 0.00 
1.972 1.00 0.00 
0.333 1.00 0.00 
-0.443 1.00 0.00 
-1.848 1.00 0.00 
-2.320 1.00 0.00 
-0.523 1.00 0.00 
-1.133 1.00 0.00 
-1.174 1.00 0.00 
-0.962 1.00 0.00 
-1.416 1.00 0.00 
-0.031 1.00 0.00 
0.060 1.00 0.00 
0.474 1.00 0.00 
-1.122 1.00 0.00 
-2.143 1.00 0.00 
-0.547 1.00 0.00 



miE# 2003-3083148 



mm 2002-236129 



^-v: 944/ 



ATOM 311 
ATOM 312 
ATOM 313 
ATOM 314 
ATOM 315 
ATOM 316 
ATOM 317 
ATOM 318 
ATOM 319 
ATOM 320 
ATOM 321 
ATOM 322 
ATOM 323 
ATOM 324 
ATOM 325 
ATOM 326 
ATOM 327 
ATOM 328 
ATOM 329 
ATOM 330 
ATOM 331 
ATOM 332 
ATOM 333 
ATOM 334 
ATOM 335 
ATOM 336 
ATOM 337 
ATOM 338 
ATOM 339 



N 

CA 
C 
0 
CB 



VAL A 
VAL A 
VAL A 
VAL A 
VAL A 
CGI VAL A 
CG2 VAL A 
H VAL A 
HA VAL A 
HB VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N LYS A 



CA 

C 

0 

CB 

CG 

CD 

CE 

NZ 

H 

HA 



LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 



1HB LYS A 
2HB LYS A 



26 143.287 
26 143.748 
26 143.419 
26 143.323 
26 145.265 
26 145.695 
26 145.659 
26 143.571 
26 143.244 
26 145.774 
26 146.529 
26 144.870 
26 145.990 
26 146.736 
26 145.228 

26 145.296 

27 143.246 
27 142.928 
27 144.200 
27 145.039 
27 142.112 
27 140.694 
27 139.714 
27 139.400 
27 138.239 
27 143.336 
27 142.339 
27 142.612 
27 142.057 



-4.475 -2.511 1.00 0. 00 
-4.177 -3.861 1.00 0.00 
-5.317 -4.819 1.00 0.00 
-6.475 -4.413 1.00 0.00 
-3.918 -3.892 1.00 0.00 
-3.418 -5.262 1.00 0.00 
-2.927 -2.807 1.00 0.00 
-5.309 -2.081 1.00 0.00 
-3.282 -4.196 1.00 0.00 
-4.851 -3.699 1.00 0.00 
-2.740 -5.153 1.00 0.00 
-2.902 -5.732 1.00 0.00 
-4.257 -5.875 1.00 0.00 
-2.901 -2.717 1.00 0.00 
-3.233 -1.866 1.00 0.00 
-1.944 -3.067 1.00 0.00 
-4.980 -6.093 1.00 0.00 
-5.975 -7.111 1.00 0.00 
-6.598 -7.678 1.00 0.00 
-5.906 -8.254 1.00 0.00 
-5.339 -8.237 1.00 0.00 
-4.972 -7.829 1.00 0.00 
-5.178 -8.973 1.00 0.00 
-6.652 -9.178 1.00 0.00 
-7.091 -8.356 1.00 0.00 
-4.040 -6.356 1.00 0.00 
-6.751 -6.643 1.00 0.00 
-4.442 -8.567 1.00 0.00 
-6.034 -9.063 1.00 0.00 



mSE# 2003-3083148 



mm 2002-236129 



^-v: 945/ 



ATOM 340 1HG LYS A 27 140. 397 -5. 594 

ATOM 341 2HG LYS A 27 140. 674 -3. 935 

ATOM 342 1HD LYS A 27 138. 798 -4. 653 

ATOM 343 2HD LYS A 27 140.146 -4.782 

ATOM 344 1HE LYS A 27 139.173 -6.816- 

ATOM 345 2HE LYS A 27 140.267 -7.233 

ATOM 346 1HZ LYS A 27 138.386 -8.065 

ATOM 347 2HZ LYS A 27 137.368 -7.059 

ATOM 348 3HZ LYS A 27 138.126 -6.466 

ATOM 349 N GLU A 28 144. 336 -7. 910 

ATOM 350 CA GLU A 28 145. 506 -8. 625 

ATOM 351 C GLU A 28 145. 304 -10. 134 

ATOM 352 0 GLU A 28 144.222 -10.604- 

ATOM 353 CB GLU A 28 146.753 -8.211 

ATOM 354 CG GLU A 28 147. 925 -7. 818 

ATOM 355 CD GLU A 28 149.250 -7.857 

ATOM 356 0E1 GLU A 28 149.698 -6.791 

ATOM 357 0E2 GLU A 28 149.840 -8.953 

ATOM 358 H GLU A 28 143.634 -8.408 

ATOM 359 HA GLU A 28 145.640 -8.360 

ATOM 360 1HB GLU A 28 146.505 -7.368 

ATOM 361 2HB GLU A 28 147.064 -9.035 
ATOM 362 1HG GLU A 28 147.974 -8.500 

ATOM 363 2HG GLU A 28 147. 762 -6. 814 

ATOM 364 N ASN A 29 146.352 -10.887 
ATOM 365 CA ASN A 29 146.291 -12.343 
ATOM 366 C ASN A 29 146.243 -12.833 
ATOM 367 0 ASN A 29 145.308 -13.528 
ATOM 368 CB ASN A 29 147.497-12.952 



-6.998 1.00 0.00 
-7.532 1.00 0.00 
-8.748 1.00 0.00 
-9.880 1.00 0.00 
-10.221 1.00 0.00 
-8.902 1.00 0.00 
-8.021 1.00 0.00 
-8.922 1.00 0.00 
-7.532 1.00 0.00 
-7.512 1.00 0.00 
-8.008 1.00 0.00 
-7.909 1.00 0.00 
-7.555 1.00 0.00 
-7.224 1.00 0.00 
-8.108 1.00 0.00 
-7.373 1.00 0.00 
-6.900 1.00 0.00 
-7.271 1.00 0.00 
-7.044 1.00 0.00 
-9.046 1.00 0.00 
-6.596 1.00 0.00 
-6.598 1.00 0.00 
-8.943 1.00 0.00 
-8.474 1.00 0.00 
-8.224 1.00 0.00 
-8.170 1.00 0.00 
-6.724 1.00 0.00 
-6.327 1.00 0.00 
-8.888 1.00 0.00 
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ATOM 369 
ATOM 370 
ATOM 371 
ATOM 372 
ATOM 373 
ATOM 374 
ATOM 375 
ATOM 376 
ATOM 377 
ATOM 378 
ATOM 379 
ATOM 380 
ATOM 381 
ATOM 382 
ATOM 383 
ATOM 384 
ATOM 385 
ATOM 386 
ATOM 387 
ATOM 388 
ATOM 389 
ATOM 390 
ATOM 391 
ATOM 392 
ATOM 393 
ATOM 394 
ATOM 395 
ATOM 396 
ATOM 397 



CG ASN A 
0D1 ASN A 
ND2 ASN A 
H ASN A 
HA ASN A 
1HB ASN A 
2HB ASN A 
1HD2 ASN A 
2HD2 ASN A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 



29 147.184 
29 146.964 
29 147.164 
29 147.187 
29 145.388 
29 148.304 
29 147.813 
29 147.348 

29 146.964 

30 147.256 
30 147.323 
30 146.375 
30 146.600 
30 148.776 
30 149.176 
30 148.413 
30 147.119 
30 148.836 
30 149.379 
30 148.909 
30 150.238 
30 148.090 

30 149.023 

31 145.299 
31 144.321 
31 144.903 
31 144.919 
31 143.202 
31 143.863 



-13.332 -10.322 1.00 0.00 
-14.502 -10.633 1.00 0.00 
-12.340 -11.206 1.00 0.00 
-10.454 -8.498 1.00 0.00 
-12.655 -8.673 1.00 0.00 
-12.235 -8.894 1.00 0.00 
-13.840 -8.361 1.00 0.00 
-11.432 -10.887 1.00 0.00 
-12.557 -12.141 1.00 0.00 
-12.475 -5.915 1.00 0.00 
-12.883 -4.510 1.00 0.00 
-12.074 -3.625 1.00 0.00 
-10.886 -3.390 1.00 0.00 
-12.596 -4.136 1.00 0.00 
-11.466 -5.020 1.00 0.00 
-11.647 -6.307 1.00 0.00 
-13.936 -4.392 1.00 0.00 
-12.324 -3.093 1.00 0.00 
-13.473 -4.321 1.00 0.00 
-10.527 -4.557 1.00 0.00 
-11.504 -5.207 1.00 0.00 
-10.692 -6.690 1.00 0.00 
-12.160 -7.036 1.00 0.00 
-12.705 -3.121 1.00 0.00 
-12.029 -2.261 1.00 0.00 
-11.667 -0.899 1.00 0.00 
-12.489 0.018 1.00 0.00 
13. 061 -2. 109 1. 00 0. 00 
14.375 -2.339 1.00 0.00 
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ATOM 398 
ATOM 399 
ATOM 400 
ATOM 401 
ATOM 402 
ATOM 403 
ATOM 404 
ATOM 405 
ATOM 406 
ATOM 407 
ATOM 408 
ATOM 409 
ATOM 410 
ATOM 411 
ATOM 412 
ATOM 413 
ATOM 414 
ATOM 415 
ATOM 416 
ATOM 417 
ATOM 418 
ATOM 419 
ATOM 420 
ATOM 421 
ATOM 422 
ATOM 423 
ATOM 424 
ATOM 425 
ATOM 426 



CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PHE A 
CA PHE A 
C PHE A 
0 PHE A 
CB PHE A 
CG PHE A 
CD1 PHE A 
CD2 PHE A 
CE1 PHE A 
CE2 PHE A 
CZ PHE A 
H PHE A 
HA PHE A 
1HB PHE A 
2HB PHE A 
HD1 PHE A 
HD2 PHE A 
HE1 PHE A 
HE2 PHE A 
HZ PHE A 
N TYR A 



31 144.949 - 
31 143.932 - 
31 142.783 - 
31 142.433 - 
31 144.287 - 
31 143. 147 - 
31 145.797 - 

31 144.576 - 

32 145.381 ■ 
32 145.964 
32 145.145 
32 144.214 
32 147.408 
32 147.563 
32 147.148 
32 148.123 
32 147.290 
32 148.267 
32 147.850 
32 145.339 
32 145.959 
32 147.769 
32 148.020 
32 146.710 
32 148.449 
32 146.963 
32 148.705 

32 147.962 

33 145.499 



14.120 -3.347 1.00 0.00 
11.138 -2.731 1.00 0.00 
•12.998 -1.115 1.00 0.00 
-12.873 -2.842 1.00 0.00 
-14.739 -1.415 1.00 0.00 
-15.083 -2.731 1.00 0.00 
-14.762 -3.159 1.00 0.00 
-14.269 -4.350 1.00 0.00 
-10.433 -0.773 1.00 0.00 
-9.962 0.477 1.00 0.00 
-8.815 1.062 1.00 0.00 
-8.318 0.429 1.00 0.00 
-9.509 0.251 1.00 0.00 
-8.546 -0.891 1.00 0.00 
-7.230 -0.765 1.00 0.00 
-8.957 -2.089 1.00 0.00 
-6.342 -1.814 1.00 0.00 
-8.074 -3.142 1.00 0.00 
-6.764 -3.004 1.00 0.00 
-9.824 -1.540 1.00 0.00 
-10.785 1.177 1.00 0.00 
-9.024 1.146 1.00 0.00 
-10.375 0.045 1.00 0.00 
-6.898 0.165 1.00 0.00 
-9.981 -2.198 1.00 0.00 
-5.318 -1.704 1.00 0.00 
-8.407 -4.071 1.00 0.00 
-6.072 -3.825 1.00 0.00 
-8.400 2.274 1.00 0.00 
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ATOM 427 


CA 


TYR A 


ATOM 428 


C 


TYR A 


ATOM 429 


0 


TYR A 


ATOM 430 


CB 


TYR A 


ATOM 431 


CG 


TYR A 


ATOM 432 


CD1 


TYR A 


ATOM 433 


CD2 


TYR A 


ATOM 434 


CE1 


TYR A 


ATOM 435 


CE2 


TYR A 


ATOM 436 


CZ 


TYR A 


ATOM 437 


OH 


TYR A 


ATOM 438 


H 


TYR A 


ATOM 439 


HA 


TYR A 


ATOM 440 


1HB 


TYR A 


ATOM 441 


2HB 


TYR A 


ATOM 442 


HD1 


TYR A 


ATOM 443 


HD2 


TYR A 


ATOM 444 


HE1 


TYR A 


ATOM 445 


HE2 


TYR A 


ATOM 446 


HH 


TYR A 


ATOM 447 


N 


GLY A 


ATOM 448 


CA 


GLY A 


ATOM 449 


C 


GLY A 


ATOM 450 


0 


GLY A 


ATOM 451 


H 


GLY A 


ATOM 452 


1HA 


GLY A 


ATOM 453 


2HA 


GLY A 


ATOM 454 


N 


VAL A 


ATOM 455 


CA 


VAL A 



33 144.798 -7.311 
33 145.784 -6.357 
33 146.646 -6.779 
33 143.825 -7.868 
33 142.526 -8.368 
33 141.669 -7.506 
33 142.158 -9.703 
33 140.480 -7.959 
33 140. 973 -10. 164 
33 140.137 -9.289 
33 138.955 -9.745 
33 146.251 -8.836 
33 144.238 -6.768 
33 144.294 -8.692 
33 143.590 -7.092 
33 141.940 -6.465 
33 142.815 -10.386 
33 139.826 -7.274 
33 140.704 -11.206 

33 138.298 -9.828 

34 145.651 -5.070 
34 146.537 -4.077 
34 145.804 -2.819 
34 144.764 -2.480 
34 144.946 -4.792 
34 147.024 -4.505 

34 147.289 -3.814 

35 146.346 -2.128 
35 145.736 -0.901 



2.945 1.00 0.00 
3.611 1.00 0.00 
4.381 1.00 0.00 
3.986 1.00 0.00 
3.396 1.00 0.00 
2.726 1.00 0.00 
3.510 1.00 0.00 
2.185 1.00 0.00 
2.972 1.00 0.00 
2.311 1.00 0.00 
1.775 1.00 0.00 
2.728 1.00 0.00 
2.198 1.00 0.00 
4.501 1.00 0.00 
4.700 1.00 0.00 
2.628 1.00 0.00 
4.029 1.00 0.00 
1.666 1.00 0.00 
3.072 1.00 0.00 
2.469 1.00 0.00 

3.307 1.00 0.00 
3.886 1.00 0.00 

4.308 1.00 0.00 
3.743 1.00 0.00 
2.687 1.00 0.00 
4.749 1.00 0.00 
3. 156 1.00 0.00 
5.305 1.00 0.00 
5.804 1.00 0.00 
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ATOM 456 


C 


VAL A 


ATOM 457 


0 


VAL A 


ATOM 458 


CB 


VAL A 


ATOM 459 


CGI 


VAL A 


ATOM 460 


CG2 


VAL A 


ATOM 461 


H 


VAL A 


ATOM 462 


HA 


VAL A 


ATOM 463 


HB 


VAL A 


ATOM 464 


1HG1 VAL A 


ATOM 465 


2HG1 VAL A 


ATOM 466 


3HG1 VAL A 


ATOM 467 


1HG2 VAL A 


ATOM 468 


2HG2 VAL A 


ATOM 469 


3HG2 VAL A 


ATOM 470 


N 


ILE A 


ATOM 471 


CA 


ILE A 


ATOM 472 


C 


ILE A 


ATOM 473 


0 


ILE A 


ATOM 474 


CB 


ILE A 


ATOM 475 


CGI 


ILE A 


ATOM 476 


CG2 


ILE A 


ATOM 477 


CD1 


ILE A 


ATOM 478 


H 


ILE A 


ATOM 479 


HA 


ILE A 


ATOM 480 


HB 


ILE A 


ATOM 481 


1HG1 ILE A 


ATOM 482 


2HG1 ILE A 


ATOM 483 


1HG2 ILE A 


ATOM 484 


2HG2 ILE A 



35 146.431 0.330 

35 147.642 0.322 

35 145.779 -0.837 

35 147.217 -0.819 

35 145.015 0.376 

35 147.176 -2.450 

35 144.701 -0.894 

35 145.301 -1.725 

35 147.875 -1.161 

35 147.309 -1.469 

35 147.487 0.189 

35 145.349 1.258 

35 145.194 0.499 

35 143.958 0.233 

36 145.660 1.386 
36 146.203 2.624 
36 147.172 3.275 
36 146.898 3.358 
36 145.085 3.628 
36 144.024 2.962 
36 145.664 4.852 
36 142.872 3.878 
36 144.702 1.332 
36 146.734 2.383 
36 144.627 3.952 
36 144.482 2.636 
36 143.620 2.106 
36 145.797 5.645 
36 144.990 5.179 



5.231 1.00 0.00 
5.004 1.00 0.00 
7.344 1.00 0.00 
7.843 1.00 0.00 
7.851 1.00 0.00 
5.715 1.00 0.00 
5.493 1.00 0.00 
7.733 1.00 0.00 
7.059 1.00 0.00 
8.701 1.00 0.00 
8.125 1.00 0.00 
7.325 1.00 0.00 
8.909 1.00 0.00 
7.680 1.00 0.00 
4.999 1.00 0.00 

4.454 1.00 0.00 

5.434 1.00 0.00 

6.631 1.00 0.00 

4.109 1.00 0.00 

3.230 1.00 0.00 

3.414 1.00 0.00 

2.875 1.00 0.00 

5.201 1.00 0.00 

3.544 1.00 0.00 

5.031 1.00 0.00 

2.309 1.00 0.00 

3.750 1.00 0.00 

4.134 1.00 0.00 

2.637 1.00 0.00 
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ATOM 485 


3HG2 


ILE A 


ATOM 486 


1HD1 


ILE A 


ATOM 487 


2HD1 


ILE A 


ATOM 488 


3HD1 


ILE A 


ATOM 489 


N 


ARG A 


ATOM 490 


CA 


ARG A 


ATOM 491 


C 


ARG A 


ATOM 492 


0 


ARG A 


ATOM 493 


CB 


ARG A 


ATOM 494 


CG 


ARG A 


ATOM 495 


CD 


ARG A 


ATOM 496 


NE 


ARG A 


ATOM 497 


CZ 


ARG A 


ATOM 498 


NH1 


ARG A 


ATOM 499 


NH2 


ARG A 


ATOM 500 


H 


ARG A 


ATOM 501 


HA 


ARG A 


ATOM 502 


1HB 


ARG A 


ATOM 503 


2HB 


ARG A 


ATOM 504 


1HG 


ARG A 


ATOM 505 


2HG 


ARG A 


ATOM 506 


1HD 


ARG A' 


ATOM 507 


2HD 


ARG A 


ATOM 508 


HE 


ARG A 


ATOM 509 


1HH1 ARG A 


ATOM 510 


2HH1 ARG A 


ATOM 511 


1HH2 ARG A 


ATOM 512 


2HH2 ARG A 


ATOM 513 


N 


TRP A 



36 146.620 
36 142.416 
36 143.239 

36 142.139 

37 148.308 
37 149.320 
37 149.586 
37 149.349 
37 150.618 
37 150.417 
37 149.715 
37 150.302 
37 149.687 
37 148.468 
37 150.290 
37 148.470 
37 148.948 
37 151.079 
37 151.288 
37 149.818 
37 151.382 
37 148.674 
37 149.793 
37 151.201 
37 148.007 
37 148.011 
37 151.209 

37 149.828 

38 150.083 



4.599 2.978 1.00 0.00 

3.542 1.956 1.00 0.00 

4.886 2.749 1.00 0.00 
3.858 3.668 1.00 0.00 
3.734 4.920 1.00 0. 00 
4.376 5.750 1.00 0.00 
5.803 5.282 1.00 0.00 
6.762 6.015 1.00 0.00 
3.568 5.724 1.00 0.00 
2.085 5.989 1.00 0.00 
1.846 7.317 1.00 0.00 
2.636 8.396 1.00 0.00 

2.887 9.550 1.00 0.00 
2.412 9.778 1.00 0.00 
3.616 10.478 1.00 0.00 
3.638 3.958 1.00 0.00 
4.407 6.763 1.00 0.00 
3.679 4.753 1.00 0.00 
3.958 6.476 1.00 0.00 
1.665 5.196 1.00 0.00 
1.599 6.010 1.00 0.00 
2.115 7.212 1.00 0.00 
0.798. 7.567 1.00 0.00 
2.999 8.255 1.00 0.00 
1.862 9.082 1.00 0.00 
2.605 10.646 1.00 0.00 
3.977 10.312 1.00 0.00 
3.806 11.345 1.00 0.00 
5.936 4.055 1.00 0.00 
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ATOM 514 


CA 


TRP A 


ATOM 515 


C 


TRP A 


ATOM 516 


0 


TRP A 


ATOM 517 


CB 


TRP A 


ATOM 518 


CG 


TRP A 


ATOM 519 


CD1 


TRP A 


ATOM 520 


CD2 


TRP A 


ATOM 521 


NE1 


TRP A 


ATOM 522 


CE2 


TRP A 


ATOM 523 


CE3 


TRP A 


ATOM 524 


CZ2 


TRP A 


ATOM 525 


CZ3 


TRP A 


ATOM 526 


CH2 


TRP A 


ATOM 527 


H 


TRP A 


ATOM 528 


HA 


TRP A 


ATOM 529 


1HB 


TRP A 


ATOM 530 


2HB 


TRP A 


ATOM 531 


HD1 


TRP A 


ATOM 532 


HE1 


TRP A 


ATOM 533 


HE3 


TRP A 


ATOM 534 


HZ2 


TRP A 


ATOM 535 


HZ3 


TRP A 


ATOM 536 


HH2 


TRP A 


ATOM 537 


N 


ILE A 


ATOM 538 


CA 


ILE A 


ATOM 539 


C 


ILE A 


ATOM 540 


0 


ILE A 


ATOM 541 


CB 


ILE A 


ATOM 542 


CGI 


ILE A 



38 150.382 7.248 

38 149.644 7.456 

38 149.633 6.579 

38 151.892 7.404 

38 152.262 8.620 

38 152.533 9.868 

38 152.396 8.703 

38 152.827 10.721 

38 152.751 10.030 

38 152.252 7.784 

38 152.962 10.458 

38 152.463 8.210 

38 152.814 9.536 

38 150.253 5.134 

38 150.049 7.995 

38 152.379 7.476 

38 152.266 6.535 

38 152.514 10.132 

38 153.056 11.670 

38 151.981 6.759 

38 153.231 11.478 

38 152.355 7.513 

38 152.969 9.824 

39 149.036 8.627 
39 148.303 8.964 
39 148.816 10.273 
39 148.549 11.350 
39 146.790 9.092 
39 146.274 7.856 



3.491 1.00 0.00 
2.172 1.00 0.00 
1.308 1.00 0.00 
3.276 1.00 0.00 
2.479 1.00 0.00 

2.963 1.00 0.00 

1.055 1.00 0.00 

1.926 1.00 0.00 

0.745 1.00 0.00 

0.013 1.00 0.00 
-0.563 1.00 0.00 
-1.286 1.00 0.00 
-1.565 1.00 0.00 

3.518 1.00 0.00 

4.196 1.00 0.00 

4.237 1.00 0.00 

2.754 1.00 0.00 

4.010 1.00 0.00 

2.018 1.00 0.00 

0.207 1.00 0.00 
-0.795 1.00 0.00 
-2.104 1.00 0.00 
-2.593 1.00 0.00 

2.024 1.00 0.00 

0.811 1.00 0.00 

0.222 1.00 0.00 

0.755 1.00 0.00 
1.081 1.00 0.00 
1.822 1.00 0.00 
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ATOM 543 


CG2 


ILE A 


39 


146.032 


9.287 


ATOM 544 


CD1 


ILE A 


39 145.101 


8.145 


ATOM 545 


H 


ILE A 




1 AO OftR 
I4y. woo 


9.286 


ATOM 546 


HA 


ILE A 


30 


1A& A^£ 
14o. 400 


8. 172 


ATOM 547 


HB 


ILE A 


30 

oy 


1A£ A90 
140. o^y 


9.965 


ATOM 548 


1HG1 


ILE A 


oy 


1AR Oftfi 

140. you 


7.118 


ATOM 549 


2HG1 


ILE A 


30 

oy 


1A7 071 
14 ( • U / 1 


7.447 


ATOM 550 


1HG2 


ILE A 


30 

oy 


1AR fi99 
140. 0^£ 


8.342 


ATOM 551 


2HG2 


ILE A 


30 

oy 


1 Afi 707 
140. (U/ 


9.664 


ATOM 552 


3HG2 


ILE A 


30 

oy 


1A^ 931 
IftO. £01 


9.995 


ATOM 553 


1HD1 


ILE A 


30 

oy 


1AA 933 
14ft. ^OO 


8.383 


ATOM 554 


2HD1 


ILE A 


30 

oy 


1 AR 3A0 
140. 04U 


8.981 


ATOM 555 


3HD1 


ILE A 


30 

oy 


1AA RQA 
144. oy4 


7.275 


ATOM 556 


N 


GLY A 


AO 
4U 


1AQ ^fkO 
14y. 00^ 


10. 175 


ATOM 557 


CA 


GLY A 


AO 
4U 


i^n in^ 

10U. 1U0 


11.364 


ATOM 558 


C 


GLY A 


AO 
4U 


1 ^0 A37 
10U. OO / 


11.098 


ATOM 559 


0 


GLY A 


AO 
4U 


1 ^0 A9A 
10U. 4^0 


10. 024 


ATOM 560 


H 


GLY A 


AO 


1AQ 7Afc 
14y. (40 


9.291 


ATOM 561 


1HA 


GLY A 


AO 
4U 


1AQ 331 
14y. OOl 


12.112 


ATOM 562 


2HA 


GLY A 


AO 


i^n ona 
iou. yuo 


11.743 


ATOM 563 


N 


GLN A 


A1 
41 


1M 39ft 
101. O^o 


12.086 


ATOM 564 


CA 


GLN A 


Al 

*il 


mi ao^; 
ioi . oyo 


11.967 


ATOM 565 


C 


GLN A 


Al 
41 


1R3 37fi 
100. 0 ( 0 


12. 344 


ATOM 566 


0 


GLN A 


41 


153.728 


13.492 


ATOM 567 


CB 


GLN A 


41 


151.130 


12. 866 


ATOM 568 


CG 


GLN A 


41 


149.620 


12.715 


ATOM 569 


CD 


GLN A 


41 


148.895 


14.042 


ATOM 570 


0E1 


GLN A 


41 


148.894 


14.842 


ATOM 571 


NE2 


GLN A 


41 


148.272 


14.279 



-0.224 1.00 0.00 
2.733 1.00 0.00 
2.747 1.00 0.00 
0.093 1.00 0.00 
1.695 1.00 0.00 
1.101 1.00 0.00 
2.425 1.00 0.00 
-0.547 1.00 0.00 
-0.979 1.00 0.00 
-0.073 1.00 0.00 
2.137 1.00 0.00 
3.373 1.00 0.00 
3.339 1.00 0.00 
-0.874 1.00 0.00 
-1.504 1.00 0.00 
-2.898 1.00 0.00 
-3.459 1.00 0.00 
-1.254 1.00 0.00 
-1.563 1.00 0.00 
-0.891 1.00 0.00 
-3.457 1.00 0.00 
-4.793 1.00 0.00 
-4.788 1.00 0.00 
-4.515 1.00 0.00 
-5.763 1.00 0.00 
-5.668 1.00 0.00 
-5.778 1.00 0.00 
-4.843 1.00 0.00 
-6.925 1.00 0.00 
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ATOM 572 H GLN A 41151.459 12.918 -2.958 1.00 0.00 

ATOM 573 HA GLN A 41151.792 10.941 -5.109 1.00 0.00 

ATOM 574 1HB GLN A 41151.379 13.894 -5.556 1.00 0.00 

ATOM 575 2HB GLN A 41151.432 12.627 -6.770 1.00 0.00 

ATOM 576 1HG GLN A 41149.283 12.072 -6.467 1.00 0.00 

ATOM 577 2HG GLN A 41149.375 12.265 -4.717 1.00 0.00 

ATOM 578 1HE2 GLN A 41 148.316 13.594 -7.625 1.00 0.00 

ATOM 579 2HE2 GLN A 41 147.796 15.129 -7.027 1.00 0.00 

ATOM 580 N PROA 42 154.268 11.383 -5.087 1.00 0.00 

ATOM 581 CA PROA 42 155.715 11.629 -5.110 1.00 0.00 

ATOM 582 C PROA 42 156.096 12.747 -6.075 1.00 0.00 

ATOM 583 0 PROA 42 155.335 13.080 -6.984 1.00 0.00 

ATOM 584 CB PROA 42 156.302 10.294 -5.578 1.00 0.00 

ATOM 585 CG PROA 42 155.260 9.283 -5.249 1.00 0.00 

ATOM 586 CD PROA 42 153.945 9.985 -5.423 1.00 0.00 

ATOM 587 HA PROA 42 156.090 11.865 -4.124 1.00 0.00 

ATOM 588 1HB PROA 42 156.493 10.335 -6.641 1.00 0.00 

ATOM 589 2HB PROA 42 157.223 10.097 -5.049 1.00 0.00 

ATOM 590 1HG PROA 42 155.331 8.445 -5.926 1.00 0.00 

ATOM 591 2HG PROA 42 155.376 8.954 -4.227 1.00 0.00 

ATOM 592 1HD PROA 42 153.605 9.903 -6.446 1.00 0.00 

ATOM 593 2HD PROA 42 153.209 9.585 -4.743 1.00 0.00 

ATOM 594 N PROA 43 157.285 13.342 -5.890 1.00 0.00 

ATOM 595 CA PRO A 43 157.767 14.428 -6.748 1.00 0.00 

ATOM 596 C PROA 43 158.173 13.935 -8.132 1.00 0.00 

ATOM 597 0 PRO A 43 159.339 13.621 -8.371 1.00 0.00 

ATOM 598 CB PROA 43 158.985 14.962 -5.996 1.00 0.00 

ATOM 599 CG PROA 43 159.475 13.802 -5.200 1.00 0.00 
ATOM 600 CD PROA 43 158.254 13.005 -4.829 1.00 0.00 
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ATOM 601 


HA 


ATOM 602 


1HB 


ATOM 603 


2HB 


ATOM 604 


IHG 


ATOM 605 


2HG 


ATOM 606 


1HD 


ATOM 607 


2HD 


ATOM 608 


N 


ATOM 609 


CA 


ATOM 610 


C 


ATOM 611 


0 


ATOM 612 


H 


ATOM 613 


1HA 


ATOM 614 


2HA 


ATOM 615 


N 


ATOM 616 


CA 


ATOM 617 


C 


ATOM 618 


0 


ATOM 619 


CB 


ATOM 620 


CG 


ATOM 621 


CD1 


ATOM 622 


CD2 


ATOM 623 


H 


ATOM 624 


HA 


ATOM 625 


1HB 


ATOM 626 


2HB 


ATOM 627 


HG 


ATOM 628 


1HD 


ATOM 629 


2HD 



PRO A 43 157. 029 
PRO A 43 159. 727 
PRO A 43 158. 689 
PRO A 43 160. 145 
PRO A 43 159. 978 
PRO A 43 158.478 
PRO A 43 157. 885 
GLY A 44 157. 207 
GLY A 44 157.488 
GLY A 44 156. 252 
GLY A 44 155.972 
GLY A 44 156. 296 
GLY A 44 157. 906 
GLY A 44 158. 214 
LEU A 45 155. 510 
LEU A 45 154.295 
LEU A 45 153. 086 
LEU A 45 152.975 
LEU A 45 154.444 
LEU A 45 154. 988 
LEU A 45 154. 629 
LEU A 45 156.495 
LEU A 45 155.782 
LEU A 45 154. 148 
LEU A 45 153.475 
LEU A 45 155. Ill 
LEU A 45 154. 535 
. LEU A 45 153. 985 
. LEU A 45 154. 117 



15.211 -6.848 1.00 0.00 
15.298 -6.705 1.00 0.00 
15.781 -5.358 1.00 0.00 
13.204 -5.799 1.00 0.00 
14.153 -4.312 1.00 0.00 
11.948 -4.834 1.00 0.00 
13.309 -3.860 1.00 0.00 
13.870 -9.040 1.00 0.00 
13.414 -10.387 1.00 0.00 
12.910 -11.101 1.00 0.00 
13.313 -12.231 1.00 0.00 
14.134 -8.793 1.00 0.00 
14.235 -10.951 1.00 0.00 
12.617 -10.341 1.00 0.00 
12.027 -10.443 1.00 0.00 
11.469 -11.028 1.00 0.00 
11.765 -10.150 1.00 0.00 
11.248 -9.038 1.00 0.00 
9.959 -11.218 1.00 0.00 
9.203 -10.004 1.00 0.00 
7.726 -10.087 1.00 0.00 
9.388 -9.894 1.00 0.00 
11.746 -9.543 1.00 0.00 
11.931 -11.991 1.00 0.00 
9.551 -11.466 1.00 0.00 
9.787 -12.049 1.00 0.00 
9.607 -9.109 1.00 0.00 
7.558 -10.938 1.00 0.00 
7.429 -9.184 1.00 0.00 
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^-v: 955/ 



ATOM 630 3HD1 LEU A 45 155.531 7.142 -10.197 1.00 0.00 

ATOM 631 1HD2 LEU A 45 156.875 9.815 -10.811 1.00 0.00 

ATOM 632 2HD2 LEU A 45 156.964 8.431 -9.722 1.00 0.00 

ATOM 633 3HD2 LEU A 45 156.717 10.051 -9.070 1.00 0.00 « 

ATOM 634 N ASN A 46 152.178 12.595 -10.653 1.00 0.00 

ATOM 635 CA ASN A 46 150.981 12.946 -9.903 1.00 0.00 

ATOM 636 C ASN A 46 150.007 11.773 -9.876 1.00 0.00 

ATOM 637 0 ASN A 46 149.382 11.447 -10.884 1.00 0.00 

ATOM 638 CB ASN A 46 150.308 14.173 -10.523 1.00 0.00 

ATOM 639 CG ASN A 46 149.087 14.620 -9.744 1.00 0.00 

ATOM 640 0D1 ASN A 46 149.139 15.592 -8.989 1.00 0.00 

ATOM 641 ND2 ASN A 46 147.978 13.912 -9.923 1.00 0.00 

ATOM 642 H ASN A 46 152.317 12.977 -11.545 1.00 0.00 

ATOM 643 HA ASN A 46 151.277 13.178 -8.890 1.00 0.00 

ATOM 644 1HB ASN A 46 151.014 14.989 -10.547 1.00 0.00 

ATOM 645 2HB ASN A 46 150.002 13.936-11.5311.00 0.00 



ATOM 646 


1HD2 ASN A 


46 


148.010 


13. 150 • 


-10.539 1.00 0.00 


ATOM 647 


2HD2 ASN A 


46 


147. 173 


14. 179 


-9.431 1.00 0.00 


ATOM 648 


N 


GLU A 


47 


149.886 


11.143 


-8.714 1.00 0.00 


ATOM 649 


CA 


GLU -A 


47 


148.991 


10.003 


-8.548 1.00 0.00 


ATOM 650 


C 


GLU A 


47 


148. 795 


9.679 


-7.072 1.00 0.00 


ATOM 651 


0 


GLU A 


47 


149. 757 


9.386 


-6.360 1.00 0.00 


ATOM 652 


CB 


GLU A 


47 


149. 544 


8.780 


-9.283 1.00 0.00 


ATOM 653 


CG 


GLU A 


47 


151.053 


8.631 


-9.175 1.00 0.00 


ATOM 654 


CD 


GLU A 


47 


151.612 


7.635 


-10.172 1.00 0.00 


ATOM 655 


0E1 


GLU A 


47 


152.051 


6.547 


-9.742 1.00 0.00 


ATOM 656 


0E2 


GLU A 


47 


151.611 


7.942 


-11.382 1.00 0.00 


ATOM 657 


H 


GLU A 


47 


150.413 


11.450 


-7.947 1.00 0.00 


ATOM 658 


HA 


GLU A 


47 


148.035 


10.269 


-8.975 1.00 0.00 
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ATOM 659 
ATOM 660 
ATOM 661 
ATOM 662 
ATOM 663 
ATOM 664 
ATOM 665 
ATOM 666 
ATOM 667 
ATOM 668 
ATOM 669 
ATOM 670 
ATOM 671 
ATOM 672 
ATOM 673 
ATOM 674 
ATOM 675 
ATOM 676 
ATOM 677 
ATOM 678 
ATOM 679 
ATOM 680 
ATOM 681 
ATOM 682 
ATOM 683 
ATOM 684 
ATOM 685 
ATOM 686 
ATOM 687 



1HB GLU A 

2HB GLU A 

1HG GLU A 

2HG GLU A 



N 

CA 
C 
0 
CB 



VAL A 
VAL A 
VAL A 
VAL A 
VAL A 
CGI VAL A 
CG2 VAL A 
VAL A 
VAL A 
VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N LEU A 
LEU A 



H 

HA 

HB 



CA 
C 
0 
CB 
CG 



LEU A 
LEU A 
LEU A 
LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 



47 149.085 
47 149.285 
47 151.509 

47 151.299 

48 147.550 
48 147.242 
48 147.544 
48 146.763 
48 145.766 
48 145.506 
48 145.379 
48 146.821 
48 147.863 
48 145.151 
48 145.621 
48 144.501 
48 146.211 
48 145.377 
48 144.394 

48 146.092 

49 148.686 
49 149.095 
49 148.953 
49 149.654 
49 150.541 
49 150.814 
49 152.298 
49 150.318 
49 149.268 



7.892 -8.873 1.00 0.00 
8.856 -10.329 1.00 0.00 
9.591 -9.354 1.00 0.00 
8.297 -8.178 1.00 0.00 
9.722 -6.615 1.00 0.00 
9.421 -5.223 1.00 0.00 
7.961 -4.911 1.00 0.00 
7.070 -5.245 1.00 0.00 
9.714 -4.894 1.00 0.00 
9.548 -3.405 1.00 0.00 
11.112 -5.356 1.00 0.00 
9.956 -7.228 1.00 0.00 
10.050 -4.600 1.00 0.00 
9.001 -5.424 1.00 0.00 
8.509 -3.133 1.00 0.00 
9.870 -3.176 1.00 0.00 
10.146 -2.848 1.00 0.00 
11.783 -4.511 1.00 0.00 
11.086 -5.797 1.00 0.00 
11.459 -6.089 1.00 0.00 
7.722 -4.274 1.00 0.00 
6.369 -3.922 1.00 0.00 
6.132 -2.425 1.00 0.00 
6.746 -1.620 1.00 0.00 
6.122 -4.355 1.00 0.00 
6.327 -5.847 1.00 0.00 
6.555 -6.090 1.00 0.00 
5.131 -6.647 1.00 0.00 
8.474 -4.036 1.00 0.00 



miiE# 2003-3083148 



#M2 002-236129 

e 

ATOM 688 HA LEU A 49 148.448 5.681 -4.446 1.00 0.00 

ATOM 689 1HB LEU A 49 151.181 6.791 -3.798 1.00 0.00 

ATOM 690 2HB LEU A 49 150.802 5.106 -4.1011.00 0.00 

ATOM 691 HG LEU A 49 150.282 7.203 -6.187 1.00 0.00 

ATOM 692 1HD1 LEU A 49 152.427 7.234 -6.919 1.00 0.00 

ATOM 693 2HD1 LEU A 49 152.774 5.613 -6.320 1.00 0.00 

ATOM 694 3HD1 LEU A 49 152.747 6.979 -5.205 1.00 0.00 

ATOM 695 1HD2 LEU A 49 150.366 4.243 -6.034 1.00 0.00 

ATOM 696 2HD2 LEU A 49 150.940 5.000 -7.520 1.00 0.00 

ATOM 697 3HD2 LEU A 49 149.298 5.303 -6.954 1.00 0.00 

ATOM 698 N ALA A 50 148.042 5.240 -2.056 1.00 0.00 

ATOM 699 CA ALA A 50 147.812 4.926 -0.654 1.00 0.00 

ATOM 700 C ALA A 50 148.671 3.747 -0.208 1.00 0.00 



ATOM 701 


0 


ALA A 


50 148.497 


2.626 


-0.684 1.00 0.00 


ATOM 702 


CB 


ALA A 


50 146.339 


4.630 


-0.414 1.00 0.00 


ATOM 703 


H 


ALA A 


50 147.513 


4.783 


-2.742 1.00 0.00 


ATOM 704 


HA 


ALA A 


50 148.080 


5.796 


-0.072 1.00 0.00 


ATOM 705 


1HB 


ALA A 


50 146.190 


3.561 


-0.361 1.00 0.00 


ATOM 706 


2HB 


ALA A 


50 145.753 


5.036 


-1.225 1.00 0.00 


ATOM 707 


3HB 


ALA A 


50 146.028 


5.082 


0.517 1.00 0.00 


ATOM 708 


N 


GLY A 


51 149.597 


4.008 


0.708 1.00 0.00 


ATOM 709 


CA 


GLY A 


51 150.468 


2.958 


1.202 1.00 0.00 


ATOM 710 


C 


GLY A 


51 149.713 


1.900 


1.982 1.00 0.00 


ATOM 711 


0 


GLY A 


51 149.055 


2.203 


2.976 1.00 0.00 


ATOM 712 


H 


GLY A 


51 149.690 


4.921 


1.053 1.00 0.00 


ATOM 713 


1HA 


GLY A 


51 150.959 


2.489 


0.362 1.00 0.00 


ATOM 714 


2HA 


GLY A 


51 151.216 


3.398 


1.845 1.00 0.00 


ATOM 715 


N 


LEU A 


52 149.807 


0.654 


1.530 1.00 0.00 


ATOM 716 


CA 


LEU A 


52 149.126 


-0.452 


2.192 1.00 0.00 
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ATOM 717 


C 


LEU A 


52 150.130 


-1.409 


ATOM 718 


0 


LEU A 


52 151.050 


-1.890 


ATOM 719 


CB 


LEU A 


52 148.244 


-1.207 


ATOM 720 


CG 


LEU A 


52 147.058 


-0.410 


ATOM 721 


CD1 


LEU A 


52 146.479 


-1.094 


ATOM 722 


CD2 


LEU A 


52 145.992 


-0.242 


ATOM 723 


H 


LEU A 


52 150.347 


0.474 


ATOM 724 


HA 


LEU A 


52 148.501 


-0.039 


ATOM 725 


1HB 


LEU A 


52 148.862 


-1.514 


ATOM 726 


2HB 


LEU A 


52 147.862 


-2.091 


ATOM 727 


HG 


LEU A 


52 147.398 


0.572 


ATOM 728 


1HD1 LEU A 


52 146.128 


-0.346 


ATOM 729 


2HD1 LEU A 


52 145.655 


-1.725 


ATOM 730 


3HD1 LEU A 


52 147.243 


-1.694 


ATOM 731 


1HD2 LEU A 


52 145.248 


-1.018 


ATOM 732 


2HD2 LEU A 


52 145.522 


0.725 


ATOM 733 


3HD2 LEU A 


52 146.448 


-0. 312 


ATOM 734 


N 


GLU A 


53 149.947 


-1.681 


ATOM 735 


CA 


GLU A 


53 150.836 


-2. 581 


ATOM 736 


C 


GLU A 


53 150.262 


-3. 993 


ATOM 737 


0 


GLU A 


53 149.252 


-4.244 


ATOM 738 


CB 


GLU A 


53 151.064 


-2. 068 


ATOM 739 


CG 


GLU A 


53 152.012 


-2. 933 


ATOM 740 


CD 


GLU A 


53 151.582 


-3.065 


ATOM 741 


0E1 


GLU A 


53 151.978 


-4.057 


ATOM 742 


0E2 


GLU A 


53 150.850 


-2. 178 


ATOM 743 


H 


GLU A 


53 149.195 


-1.267 


ATOM 744 


HA 


GLU A 


53 151.780 


-2. 604 


ATOM 745 


1HB 


GLU A 


53 151.476 


-1.070 



2.827 1.00 0.00 
2.165 1.00 0.00 
1.196 1.00 0.00 
0.649 1.00 0.00 
-0.580 1.00 0.00 
1.721 1.00 0.00 
0.732 1.00 0.00 
2.970 1.00 0.00 
0.364 1.00 0.00 
1.683 1.00 0.00 
0.356 1.00 0.00 
-1.275 1.00 0.00 
-0.285 1.00 0.00 
-1.051 1.00 0.00 
1.614 1.00 0.00 
1.612 1.00 0.00 
2.697 1.00 0.00 
4.115 1.00 0.00 
4.842 1.00 0.00 
4.885 1.00 0.00 
5.543 1.00 0.00 
6.264 1.00 0.00 
7.078 1.00 0.00 
8.526 1.00 0.00 
9.174 1.00 0.00 
9.012 1.00 0.00 
4.589 1.00 0.00 
4.321 1.00 0.00 
6.213 1.00 0.00 
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ATOM 746 
ATOM 747 
ATOM 748 
ATOM 749 
ATOM 750 
ATOM 751 
ATOM 752 
ATOM 753 
ATOM 754 
ATOM 755 
ATOM 756 
ATOM 757 
ATOM 758 
ATOM 759 
ATOM 760 
ATOM 761 
ATOM 762 
ATOM 763 
ATOM 764 
ATOM 765 
ATOM 766 
ATOM 767 
ATOM 768 
ATOM 769 
ATOM 770 
ATOM 771 
ATOM 772 
ATOM 773 
ATOM 774 



2HB GLU A 
1HG GLU A 
2HG GLU A 
N LEU A 
LEU A 



CA 
C 
0 



LEU A 
LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N GLU A 



CA 

C 

0 

CB 
CG 
CD 



GLU A 
GLU A 
GLU A 
GLU A 
GLU A 
GLU A 



53 150.114 
53 152.049 

53 152.996 

54 150.912 
54 150.466 
54 150.720 
54 151.833 
54 151.180 
54 151.124 
54 152.325 
54 149.829 
54 151.711 
54 149.405 
54 152.218 
54 150.735 
54 151.151 
54 152.606 
54 153.152 
54 152.071 
54 148.988 
54 149.779 

54 149.798 

55 149.679 
55 149.791 
55 150.792 
55 151.461 
55 148.424 
55 147.393 
55 146.208 



-2.029 6.778 1.00 0.00 
-3.917 6.638 1.00 0.00 
-2.489 7.050 1.00 0.00 
-4.913 4.179 1.00 0.00 
-6.301 4.137 1.00 0.00 
-6.995 5.472 1.00 0.00 
-6.966 5.996 1.00 0.00 
-7.055 3.014 1.00 0.00 
-6.379 1.643 1.00 0.00 
-6.780 0.802 1.00 0.00 
-6.734 0.928 1.00 0.00 
-4.652 3.675 1.00 0.00 
-6.301 3.941 1.00 0.00 
-7.173 3.292 1.00 0.00 
-8.035 2.926 1.00 0.00 
-5.308 1.775 1.00 0.00 
-7.797 1.034 1.00 0.00 
-6.120 1.018 1.00 0.00 
-6.708 -0.246 1.00 0.00 
-6.414 1.527 1.00 0.00 
-7.803 0.782 1.00 0.00 
-6.238 -0.030 1.00 0.00 
-7.618 6.016 1.00 0.00 
-8.320 7.289 1.00 0.00 
-9.466 7.192 1.00 0.00 
-9.804 8.168 1.00 0.00 
-8.856 7.721 1.00 0.00 
-7.766 7.967 1.00 0.00 
-8.256 8.774 1.00 0.00 
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ATOM 775 
ATOM 776 
ATOM 777 
ATOM 778 
ATOM 779 
ATOM 780 
ATOM 781 
ATOM 782 
ATOM 783 
ATOM 784 
ATOM 785 
ATOM 786 
ATOM 787 
ATOM 788 
ATOM 789 
ATOM 790 
ATOM 791 
ATOM 792 
ATOM 793 
ATOM 794 
ATOM 795 
ATOM 796 
ATOM 797 
ATOM 798 
ATOM 799 
ATOM 800 
ATOM 801 
ATOM 802 
ATOM 803 



0E1 GLU A 
0E2 GLU A 



H 
HA 



GLU A 
GLU A 
1HB GLU A 
2HB GLU A 
1HG GLU A 
2HG GLU A 
ASP A 
ASP A 



N 
CA 
C 
0 
CB 
CG 



ASP A 
ASP A 
ASP A 
ASP A 
0D1 ASP A 
0D2 ASP A 
H ASP A 
HA ASP A 
1HB ASP A 
2HB ASP A 
N GLU A 
CA GLU A 
C GLU A 
GLU A 
GLU A 
GLU A 
GLU A 
0E1 GLU A 
0E2 GLU A 



0 

CB 
CG 
CD 



55 146.424 
55 145.061 
55 148.817 
55 150.140 
55 148.047 
55 148.544 
55 147.865 

55 147.037 

56 150.887 • 
56 151.807 
56 153.176 
56 153.277 
56 151.242 
56 150.016 
56 149.315 
56 149.756 
56 150.327 
56 151.916 
56 150.969 

56 151.999 

57 154.228 
57 155.591 
57 156.010 
57 156.389 
57 156.560 
57 156.757 
57 158.201 
57 158.443 
57 159.090 



-8.798 9.878 1.00 0.00 

-8.098 8.301 1.00 0.00 

-7.606 5.550 1.00 0.00 

-7.614 8.027 1.00 0.00 

-9.510 6.950 1.00 0.00 

-9.420 8.634 1.00 0.00 

-6.957 8.505 1.00 0.00 

-7.403 7.013 1.00 0.00 

-10.062 6.007 1.00 0.00 

-11.171 5.782 1.00 0.00 

-10.660 5.344 1.00 0.00 

-9.692 4.590 1.00 0.00 

-12.122 4.724 1.00 0.00 

-12.867 5.213 1.00 0.00 

-12.338 6.102 1.00 0.00 

-13.978 4.706 1.00 0.00 

-9.747 5.268 1.00 0.00 

-11.706 6.713 1.00 0.00 

-11.554 3.848 1.00 0.00 

-12.845 4.460 1.00 0.00 

-11.318 5.821 1.00 0.00 

-10.931 5.478 1.00 0.00 

-11.538 4.143 1.00 0.00 

-12.708 4.074 1.00 0.00 

-11.369 6.578 1.00 0.00 

-10.326 7.666 1.00 0.00 

-10.219 8.116 1.00 0.00 

-10.236 9.341 1.00 0.00 

-10.120 7.244 1.00 0.00 
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ATOM 804 H GLU A 57 154.084 -12.083 6.417 1.00 0.00 

ATOM 805 HA GLU A 57 155.618 -9.855 5.394 1.00 0.00 

ATOM 806 1HB GLU A 57 156.181 -12.270 '7.037 1.00 0.00 

ATOM 807 2HB GLU A 57 157.521 -11.579 6.132 1.00 0.00 

ATOM 808 1HG GLU A 57 156.443 -9.365 7.287 1.00 0.00 

ATOM 809 2HG GLU A 57 156.148 -10.593 8.516 1.00 0.00 

ATOM 810 N CYS A 58 155.939 -10.737 3.086 1.00 0.00 

ATOM 811 CA CYS A 58 156.312-11.196 1.753 1.00 0.00 

ATOM 812 C CYS A 58 157.706 -10.705 1.378 1.00 0.00 

ATOM 813 0 CYS A 58 157.990 -9.508 1.434 1.00 0.00 

ATOM 814 CB CYS A 58 155.293 -10.710 0.720 1.00 0.00 

ATOM 815 SG CYS A 58 154.970-11.892 -0.610 1.00 0.00 

ATOM 816 H CYS A 58 155.630 -9.814 3.204 1.00 0.00 

ATOM 817 HA CYS A 58 156.313 -12.275 1.762 1.00 0.00 

ATOM 818 1HB CYS A 58 154.355-10.512 1.217 1.00 0.00 

ATOM 819 2HB CYS A 58 155.655 -9.797 0.269 1.00 0.00 

ATOM 820 HG CYS A 58 155.668-11.801 -1.262 1.00 0.00 

ATOM 821 N ALA A 59 158.573 -11.637 0.996 1.00 0.00 

ATOM 822 CA ALA A 59 159.939-11.299 0.612 1.00 0.00 

ATOM 823 C ALA A 59 159.962 -10.500 -0.687 1.00 0.00 

ATOM 824 0 ALA A 59 159.391 -10.918 -1.695 1.00 0.00 

ATOM 825 CB ALA A 59 160.774 -12.562 0.473 1.00 0.00 

ATOM 826 H ALA A 59 158.289-12.574 0.9711.00 0.00 

ATOM 827 HA ALA A 59 160.367 -10.697 1.401 1.00 0.00 

ATOM 828 1HB ALA A 59 160.326 -13.212 -0.264 1.00 0.00 

ATOM 829 2HB ALA A 59 160.818 -13.072 1.424 1.00 0.00 

ATOM 830 3HB ALA A 59 161.774 -12.299 0.160 1.00 0.00 

ATOM 831 N GLY A 60 160.626 -9.350 -0.656 1.00 0.00 

ATOM 832 CA GLY A 60 160.712 -8.510 -1.837 1.00 0.00 
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ATOM 833 


C 


GLY A 


60 159.849 


-7. 269 


-1.730 1.00 0.00 


ATOM 834 


0 


GLY A 


60 159.386 


-6. 737 


-2.739 1-00 0.00 


ATOM 835 


H 


GLY A 


60 161.061 


-9. 068 


0.175 1.00 0.00 


ATOM 836 


1HA 


GLY A 


60 161.740 


-8.211 


-1.978 1.00 0.00 


ATOM 837 


2HA 


GLY A 


60 160.394 


-9. 083 


-2.696 1.00 0.00 


ATOM 838 


N 


CYS A 


61 159.632 


-6. 805 


-0.503 1.00 0.00 


ATOM 839 


CA 


CYS A 


61 158.819 


-5.618 


-0.266 1.00 0.00 


ATOM 840 


C 


CYS A 


61 159.616 


-4.552 


0.480 1.00 0.00 


ATOM 841 


0 


CYS A 


61 160.817 


-4.705 


0.703 1.00 0.00 


ATOM 842 


CB 


CYS A 


61 157.564 


-5.983 


0.530 1.00 0.00 


ATOM 843 


SG 


CYS A 


61 156.594 


-7.324 


-0.199 1.00 0.00 


ATOM 844 


H 


CYS A 


61 160.029 


-7. 273 


0.262 1.00 0.00 


ATOM 845 


HA 


CYS A 


61 158.523 


-5. 222 


-1.226 1.00 0.00 


ATOM 846 


1HB 


CYS A 


61 157.855 


-6. 292 


1.523 1.00 0.00 


ATOM 847 


2HB 


CYS A 


61 156.926 


-5. 115 


0.600 1.00 0.00 


ATOM 848 


HG 


CYS A 


61 157.151 


-7. 784 


-0.830 1.00 0.00 


ATOM 849 


N 


THR A 


62 158.940 


-3. 474 


0.862 1.00 0.00 


ATOM 850 


CA 


THR A 


62 159.585 


-2. 383 


1.584 1.00 0.00 


ATOM 851 


C 


THR A 


62 159.088 


-2. 314 


3.024 1.00 0.00 


ATOM 852 


0 


THR A 


62 158.277 


-3. 134 


3.451 1.00 0.00 


ATOM 853 


CB 


THR A 


62 159.322 


-1.052 


0.877 1.00 0.00 


ATOM 854 


0G1 


THR A 


62 157.934 


-0. 864 


0.664 1.00 0.00 



ATOM 855 CG2 THR A 62 160.011 -0.941 -0.466 1.00 0.00 

ATOM 856 H THR A 62 157.984 -3.411 0.655 1.00 0.00 

ATOM 857 HA THR A 62 160.647 -2.573 1.5911.00 0.00 

ATOM 858 HB THR A 62 159.682 -0.247 1.5011.00 0.00 

ATOM 859 HG1 THR A 62 157.781 0.014 0.305 1.00 0.00 

ATOM 860 1HG2THRA 62 159.343 -1.283 -1.243 1.00 0.00 

ATOM 861 2HG2 THR A 62 160.903 -1.550 -0.464 1.00 0.00 
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ATOM 862 3HG2THRA 62 160.279 0.090 -0.648 1.00 0.00 

ATOM 863 N ASP A 63 159.579 -1.328 3.767 1.00 0.00 

ATOM 864 CA ASP A 63 159.185 -1.150 5.160 1.00 0.00 

ATOM 865 C ASP A 63 158.586 0.236 5.382 1.00 0.00 

ATOM 866 0 ASP A 63 158.719 0.815 6.460 1.00 0.00 

ATOM 867 CB ASP A 63 160.389 -1.351 6.082 1.00 0.00 

ATOM 868 CG ASP A 63 161.572 -0.489 5.687 1.00 0.00 

ATOM 869 0D1 ASP A 63 162.241 -0.822 4.686 1.00 0.00 

ATOM 870 0D2 ASP A 63 161.828 0.519 6.377 1.00 0.00 

ATOM 871 H ASP A 63 160.223 -0.704 3.369 1.00 0.00 

ATOM 872 HA ASP A 63 158.438 -1.894 5.3911.00 0.00 

ATOM 873 1HB ASP A 63 160.106 -1.098 7.093 1.00 0.00 



ATOM 874 


2HB 


ASP A 


63 


160.694 


-2.387 


6.045 1.00 0.00 


ATOM 875 


N 


GLY A 


64 


157.927 


0.761 


4.354 1.00 0.00 


ATOM 876 


CA 


GLY A 


64 


157.315 


2.073 


4.457 1.00 0.00 


ATOM 877 


C 


GLY A 


64 


158.031 


3.113 


3.615 1.00 0.00 


ATOM 878 


0 


GLY A 


64 


158. 120 


4.278 


4.002 1.00 0.00 


ATOM 879 


H 


GLY A 


64 


157. 853 


0.252 


3.520 1.00 0.00 


ATOM 880 


1HA 


GLY A 


64 


156. 288 


2.007 


4.131 1.00 0.00 


ATOM 881 


2HA 


GLY A 


64 


157. 335 


2.387 


5.490 1.00 0.00 


ATOM 882 


N 


THR A 


65 


158. 540 


2.691 


2.462 1.00 0.00 


ATOM 883 


CA 


THR A 


65 


159. 250 


3.594 


1.565 1.00 0.00 


ATOM 884 


C 


THR A 


65 


158. 857 


3.338 


0.113 1.00 0.00 


ATOM 885 


0 


THR A 


65 


158. 795 


2. 191 


-0.331 1.00 0.00 


ATOM 886 


CB 


THR A 


65 160.762 


3.429 


1.732 1.00 0.00 


ATOM 887 


0G1 


THR A 


65 


161.140 


2.074 


1.562 1.00 0.00 


ATOM 888 


CG2 


THR A 


65 


161.267 


3.880 


3.085 1.00 0.00 


ATOM 889 


H 


THR A 


65 


158.435 


1.749 


2.210 1.00 0.00 


ATOM 890 


HA 


THR A 


65 


158. 977 


4.604 


1.827 1.00 0.00 
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ATOM 891 HB THR A 65 161.263 4.018 0.978 1.00 0.00 

ATOM 892 HG1 THR A 65 160.699 1.533 2.222 1.00 0.00 

ATOM 893 1HG2 THR A 65 160.528 3.652 3.840 1.00 0.00 

ATOM 894 2HG2 THR A 65 161.445 4.945 3.066 1.00 0.00 

ATOM 895 3HG2 THR A 65 162. 188 3. 365 3. 315 1. 00 0. 00 

ATOM 896 N PHE A 66 158.592 4.413 -0.6211.00 0.00 

ATOM 897 CA PHE A 66 158.205 4.306 -2.023 1.00 0.00 

ATOM 898 C PHE A 66 159.276 4.900 -2.9311.00 0.00 

ATOM 899 0 PHE A 66 159.440 6.118 -3.0011.00 0.00 

ATOM 900 CB PHE A 66 156.869 5.014 -2.2611.00 0.00 

ATOM 901 CG PHE A 66 156.256 4.705 -3.597 1.00 0.00 

ATOM 902 CD1 PHE A 66 156.160 3.397 -4.044 1.00 0.00 

ATOM 903 CD2 PHE A 66 155.777 5.724 -4.405 1.00 0.00 

ATOM 904 CE1 PHE A 66 155.596 3.110 -5.272 1.00 0.00 

ATOM 905 CE2 PHE A 66 155.213 5.442 -5.635 1.00 0.00 



ATOM 906 


CZ 


PHE A 


66 155.122 


4.134 


-6.070 1.00 0.00 


ATOM 907 


' H 


PHE A 


66 158.659 


5.301 


-0.211 1.00 0.00 


ATOM 908 


HA 


PHE A 


66 158.092 


3.257 


-2.257 1.00 0.00 


ATOM 909 


1HB 


PHE A 


66 156.168 


4.711 


-1.497 1.00 0.00 


ATOM 910 


2HB 


PHE A 


66 157.021 


6.081 


-2.202 1.00 0.00 


ATOM 911 


HD1 


PHE A 


66 156.529 


2.596 


-3.421 1.00 0.00 


ATOM 912 


HD2 


PHE A 


66 155.847 


6.746 


-4.067 1.00 0.00 


ATOM 913 


HE1 


PHE A 


66 155.527 


2.086 


-5.609 1.00 0.00 


ATOM 914 


HE2 


PHE A 


66 154.844 


6.244 


-6.257 1.00 0.00 


ATOM 915 


HZ 


PHE A 


66 154.682 


3.912 


-7.030 1.00 0.00 


ATOM 916 


N 


ARG A 


67 160.003 


4.031 


-3.626 1.00 0.00 


ATOM 917 


CA 


ARG A 


67 161.060 


4.468 


-4.531 1.00 0.00 


ATOM 918 


C 


ARG A 


67 162.112 


5.285 


-3.786 1.00 0.00 


ATOM 919 


0 


ARG A 


67 162.579 


6.313 


-4.279 1.00 0.00 
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ATOM 920 
ATOM 921 
ATOM 922 
ATOM 923 
ATOM 924 
ATOM 925 
ATOM 926 
ATOM 927 
ATOM 928 
ATOM 929 
ATOM 930 
ATOM 931 
ATOM 932 
ATOM 933 
ATOM 934 
ATOM 935 
ATOM 936 
ATOM 937 
ATOM 938 
ATOM 939 
ATOM 940 
ATOM 941 
ATOM 942 
ATOM 943 
ATOM 944 
ATOM 945 
ATOM 946 
ATOM 947 
ATOM 948 



CB ARG A 67 160.472 
CG ARG A 67 159.402 
CD ARG A 67 158. 879 
NE ARG A 67 159. 730 
CZ ARG A 67 160. 781 
NH1 ARG A 67 161.122 
NH2 ARG A 67 161.496 
H ARG A 67 159.826 
HA ARG A 67 161.531 
1HB ARG A 67 160.033 
2HB ARG A 67 161.266 
1HG ARG A 67 159. 823 
2HG ARG A 67 158. 581 
1HD ARG A 67 157. 886 
2HD ARG A 67 158. 835 
HE ARG A 67 159. 505 
1HH1 ARG A 67 160. 590 
2HH1 ARG A 67 161.913 
1HH2 ARG A 67 161.246 
2HH2 ARG A 67 162. 286 
N GLY A 68 162.481 
CA GLY A 68 163.474 
C GLY A 68 162.913 
0 GLY A 68 163.640 
H GLY A 68 162.075 
1HA GLY A 68 163.847 
2HA GLY A 68 164.293 
N THR A 69 161.616 
CA THR A 69 160. 956 



5.294 -5.677 1.00 0.00 
4.559 -6.468 1.00 0.00 
5.405 -7.619 1.00 0.00 
5.304 -8.804 1.00 0.00 
6.089 -9.035 1.00 0.00 
7.033 -8.166 1.00 0.00 
5.927 -10.139 1.00 0.00 
3.073 -3.528 1.00 0.00 
3.586 -4.941 1.00 0.00 
6.194 -5.269 1.00 0.00 
5.567 -6.354 1.00 0.00 
3.650 -6.867 1.00 0.00 
4.319 -5.808 1.00 0.00 
5.066 -7.874 1.00 0.00 
6.435 -7.303 1.00 0.00 

4.616 -9.464 1.00 0.00 
7.162 -7.331 1.00 0.00 

7.617 -8.349 1.00 0.00 
5.217 -10.797 1.00 0.00 
6.515 -10.315 1.00 0.00 
4.821 -2.598 1.00 0.00 
5.520 -1.804 1.00 0.00 
6.760 -1.135 1.00 0.00 
7.721 -0.885 1.00 0.00 
3.997 -2.255 1.00 0.00 
4.851 -1.043 1.00 0.00 
5.810 -2.446 1.00 0.00 
6.737 -0.846 1.00 0.00 
7.867 -0.202 1.00 0.00 
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ATOM 949 
ATOM 950 
ATOM 951 
ATOM 952 
ATOM 953 
.ATOM 954 
ATOM 955 
ATOM 956 
ATOM 957 
ATOM 958 
ATOM 959 
ATOM 960 
ATOM 961 
ATOM 962 
ATOM 963 
ATOM 964 
ATOM 965 
ATOM 966 
ATOM 967 
ATOM 968 
ATOM 969 
ATOM 970 
ATOM 971 
ATOM 972 
ATOM 973 
ATOM 974 
ATOM 975 
ATOM 976 
ATOM 977 



C THR A 

0 THR A 

CB THR A 

0G1 THR A 

CG2 THR A 

H THR A 

HA THR A 

HB THR A 

HG1 THR A 
1HG2 THR A 
2HG2 THR A 
3HG2 THR A 

N ARG A 

CA ARG A 

C ARG A 

0 ARG A 

CB ARG A 

CG ARG A 

CD ARG A 

NE ARG A 

CZ ARG A 



NH1 ARG A 

NH2 ARG A 

H ARG A 

HA ARG A 

1HB ARG A 

2HB ARG A 

1HG ARG A 

2HG ARG A 



69 160.140 
69 158.983 
69 160.050 
69 160.750 
69 159.500 
69 161.090 
69 161.721 
69 159.212 
69 160.631 
69 158.639 
69 159.211 

69 160.260 

70 160.751 
70 160.082 
70 158.900 
70 159.052 
70 161.067 
70 160.519 
70 161.329 
70 162.742 
70 163.611 
70 163.216 
70 164.877 
70 161.674 
70 159.715 
70 161.960 
70 161.327 
70 159.496 
70 160.552 



7.406 1.001 1.00 0.00 
7.009 0.864 1.00 0.00 
8.591 -1.201 1.00 0.00 
8.872 -2.399 1.00 0.00 
9.897 -0.671 1.00 0.00 
5.941 -1.071 1.00 0.00 
8.549 0.136 1.00 0.00 
7.951 -1.439 1.00 0.00 
8.148 -3.018 1.00 0.00 
9.701 -0.050 1.00 0.00. 
10.528 -1.499 1.00 0.00 
10.396 -0.087 1.00 0.00 
7.462 2.180 1.00 0.00 
7.049 3.408 1.00 0.00 
7.963 3.718 1.00 0.00 
9.181 3.807 1.00 0.00 
7.056 4.578 1.00 0.00 
6.409 5.839 1.00 0.00 
6.799 7.064 1.00 0.00 
6.459 6.918 1.00 0.00 
6.450 7.926 1.00 0.00 
6.760 9.154 1.00 0.00 
6.127 7.706 1.00 0.00 
7.788 2.225 1.00 0.00 
6.044 3.264 1.00 0.00 
6.524 4.285 1.00 0.00 
8.080 4.809 1.00 0.00 
6.727 5.980 1.00 0.00 
5.336 5.724 1.00 0.00 
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11.451 


0.424 


1.00 


0.00 


ATOM 


1005 


HH 


TYR 


A 


71 


155. 544 


10. 138 


-2.440 


1.00 


0.00 


ATOM 


1006 


N 


PHE 


A 


72 


156. 134 


6.541 


5.981 


1.00 


0.00 
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ATOM 1007 


CA 


PHE A 


72 


155. 691 


6.104 


7.299 1.00 0.00 


ATOM 1008 


C 


PHE A 


72 


156.581 


4.984 


7.826 1.00 0.00 


ATOM 1009 


0 


PHE A 


72 


157.396 


4.427 


7.090 1.00 0.00 


ATOM 1010 


CB 


PHE A 


72 


154.237 


5.631 


7.242 1.00 0.00 


ATOM 1011 


CG 


PHE A 


72 153.990 


4.570 


6.207 1.00 0.00 


ATOM 1012 


CD1 


PHE A 


72 


154. 023 


3.228 


6.551 1.00 0.00 


ATOM 1013 


CD2 


PHE A 


72 153.726 


4.916 


4.891 1.00 0.00 


ATOM 1014 


CE1 


PHE A 


72 


153. 796 


2.250 


5.600 1.00 0.00 


ATOM 1015 


CE2 


PHE A 


72 


ICO A A A 

153. 499 


3.942 


3.937 1.00 0.00 


ATOM 1016 


CZ 


PHE A 


72 


ICO c oo 

153. 533 


2.608 


4.292 1.00 0.00 


ATOM 1017 


H 


PHE A 


72 


1 c£ C OO 

156. 532 


5.887 


5.369 1.00 0.00 


ATOM 1018 


HA 


PHE A 


72 


155.759 


6.948 


7.969 1.00 0.00 


ATOM 1019 


1HB 


PHE A 


72 


1 CO ACA 

153. 959 


5.226 


8.204 1.00 0.00 


ATOM 1020 


2HB 


PHE A 


72 


i co mr\ 

153.600 


6.474 


7.014 1.00 0.00 


ATOM 1021 


HD1 


PHE A 


72 


TEA OOT 

154. 227 


2.947 


7.573 1.00 0.00 


ATOM 1022 


HD2 


PHE A 


no 

72 


i co r* AO 

153. 698 


5.959 


4.613 1.00 0.00 


ATOM 1023 


HE1 


PHE A 


no 

72 


1 CO OOA 

153. 824 


1.207 


5.880 1.00 0.00 


ATOM 1024 


HE2 


PHE A 


no 

72 


1 CO OAyf 

153. 294 


4.225 


2.915 1.00 0.00 


ATOM 1025 


HZ 


PHE A 


72 


153.355 


1.846 


3.548 1.00 0.00 


ATOM 1026 


N 


THR A 


73 


156.421 


4.658 


9.104 1.00 0.00 


ATOM 1027 


CA 


THR A 


73 


157.213 


3.604 


9.729 1.00 0.00 


ATOM 1028 


C 


THR A 


73 


156.352 


2.379 


10.019 1.00 0.00 


ATOM 1029 


0 


THR A 


73 


155.488 


2.407 


10.896 1.00 0.00 


ATOM 1030 


CB 


THR A 


73 


157. 849 


4.113 


11.023 1.00 0.00 


ATOM 1031 


0G1 


THR A 


73 


158.357 


5.424 


10.851 1.00 0.00 


ATOM 1032 


CG2 


THR A 


73 


158. 984 


3.242 


11.515 1.00 0.00 


ATOM 1033 


H 


THR A 


73 


155. 757 


5.138 


9.641 1.00 0.00 


ATOM 1034 


HA 


THR A 


73 


157.995 


3.324 


9.040 1.00 0.00 


ATOM 1035 


HB 


THR A 


73 


157.094 


4.141 


11.797 1.00 0.00 
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ATOM 1036 
ATOM 1037 
ATOM 1038 
ATOM 1039 
ATOM 1040 
ATOM 1041 
ATOM 1042 
ATOM 1043 
ATOM 1044 
ATOM 1045 
ATOM 1046 
ATOM 1047 
ATOM 1048 
ATOM 1049 
ATOM 1050 
ATOM 1051 
ATOM 1052 
ATOM 1053 
ATOM 1054 
ATOM 1055 
ATOM 1056 
ATOM 1057 
ATOM 1058 
ATOM 1059 
ATOM 1060 
ATOM 1061 
ATOM 1062 
ATOM 1063 
ATOM 1064 



HG1 THR A 
1HG2 THR A 
2HG2 THR A 
3HG2 THR A 
N CYS A 



CA 

C 

0 

CB 
SG 
H 
HA 



CYS A 
CYS A 
CYS A 
CYS A 
CYS A 
CYS A 
CYS A 



1HB CYS A 
2HB CYS A 



CYS A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
1HB ALA A 
2HB ALA A 
3HB ALA A 
N LEU A 
CA LEU A 
C LEU A 
0 LEU A 



HG 
N 

CA 
C 
0 
CB 
H 
HA 



73 158.929 
73 159.652 
73 158.584 

73 159.526 

74 156.595 
74 155.842 
74 156.782 
74 158.003 
74 154.870 
74 153.244 
74 157.296 
74 155.281 
74 155.292 
74 154.725 

74 153.305 

75 156.205 
75 156.991 
75 157.870 
75 157.664 
75 156.076 
75 155.227 
75 157.623 
75 156.517 
75 155.116 

75 155.945 

76 158.852 
76 159.764 
76 159.147 
76 158.533 



5.447 10.079 1.00 0.00 

3.023 10.695 1.00 0.00 

2.319 11.909 1.00 0.00 

3.760 12.292 1.00 0.00 

1.303 9.277 1.00 0.00 

0.066 9.456 1.00 0.00 

-1.131 9.560 1.00 0.00 

-0.976 9.551 1.00 0.00 

-0.135 8.292 1.00 0.00 

0.612 8.553 1.00 0.00 

1.341 8.594 1.00 0.00 

0.149 10.373 1.00 0.00 

0.302 7.400 1.00 0.00 

-1.194 8.134 1.00 0.00 

1.198 9.311 1.00 0.00 

-2.324 9.660 1.00 0.00 

-3.546 9.768 1.00 0.00 

-3.743 8.538 1.00 0.00 

-3.105 7.506 1.00 0.00 

-4.746 9.962 1.00 0.00 

-2.382 9.663 1.00 0.00 

-3.461 10.641 1.00 0.00 

-5.615 9.495 1.00 0.00 

-4.544 9.511 1.00 0.00 

-4.933 11.018 1.00 0.00 

-4.630 8.655 1.00 0.00 

-4.911 7.552 1.00 0.00 
-5.906 6.577 1.00 0.00 
-6.893 6.985 1.00 0.00 



ffiSE#2 003-3083148 
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ATOM 1065 CB LEU A 76 161.090 -5.456 8.085 1.00 0.00 

ATOM 1066 CG LEU A 76 162.125 -4.392 8.458 1.00 0.00 

ATOM 1067 CD1 LEU A 76 162.974 -4.861 9.630 1.00 0.00 

ATOM 1068 CD2 LEU A 76 163.002 -4.060 7.2611.00 0.00 

ATOM 1069 H LEU A 76 158.967 -5.108 9.503 1.00 0.00 

ATOM 1070 HA LEU A 76 159.950 -3.983 7.0311.00 0.00 

ATOM 1071 1HB LEU A 76 160.884 -6.052 8.962 1.00 0.00 

ATOM 1072 2HB LEU A 76 161.523 -6.096 7.330 1.00 0.00 

ATOM 1073 HG LEU A 76 161.611 -3.490 8.758 1.00 0.00 

ATOM 1074 1HD1 LEU A 76 163.628 -5.656 9.304 1.00 0.00 

ATOM 1075 2HD1 LEU A 76 162.331 -5.223 10.418 1.00 0.00 

ATOM 1076 3HD1 LEU A 76 163.566 -4.036 9.997 1.00 0.00 

ATOM 1077 1HD2 LEU A 76 163.237 -3.007 7.267 1.00 0.00 

ATOM 1078 2HD2 LEU A 76 162.476 -4.307 6.350 1.00 0.00 

ATOM 1079 3HD2 LEU A 76 163.916 -4.633 7.314 1.00 0.00 

ATOM 1080 N LYS A 77 159.313 -5.643 5.285 1.00 0.00 

ATOM 1081 CA LYS A 77 158.772 -6.517 4.250 1.00 0.00 

ATOM 1082 C LYS A 77 157.252 -6.603 4.3511.00 0.00 

ATOM 1083 0 LYS A 77 156.665 -7.666 4.149 1.00 0.00 

ATOM 1084 CB LYS A 77 159.383 -7.915 4.364 1.00 0.00 

ATOM 1085 CG LYS A 77 160.885 -7.943 4.138 1.00 0.00 

ATOM 1086 CD LYS A 77 161.226 -7.877 2.657 1.00 0.00 

ATOM 1087 CE LYS A 77 162.671 -7.456 2.437 1.00 0.00 

ATOM 1088 NZ LYS A 77 162.874 -6.860 1.088 1.00 0.00 

ATOM 1089 H LYS A 77 159.811 -4.842 5.0211.00 0.00 

ATOM 1090 HA LYS A 77 159.034 -6.097 3.2911.00 0.00 

ATOM 1091 1HB LYS A 77 159.182 -8.303 5.352 1.00 0.00 

ATOM 1092 2HB LYS A 77 158.918 -8.559 3.632 1.00 0.00 

ATOM 1093 1HG LYS A 77 161.331 -7.096 4.637 1.00 0.00 
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ATOM 1094 
ATOM 1095 
ATOM 1096 
ATOM 1097 
ATOM 1098 
ATOM 1099 
ATOM 1100 
ATOM 1101 
ATOM 1102 
ATOM 1103 
ATOM 1104 
ATOM 1105 
ATOM 1106 
ATOM 1107 
ATOM 1108 
ATOM 1109 
ATOM 1110 
ATOM 1111 
ATOM 1112 
ATOM 1113 
ATOM 1114 
ATOM 1115 
ATOM 1116 
ATOM 1117 
ATOM 1118 
ATOM 1119 
ATOM 1120 
ATOM 1121 
ATOM 1122 



2HG LYS A 

1HD LYS A 

2HD LYS A 

1HE LYS A 

2HE LYS A 

1HZ LYS A 

2HZ LYS A 

3HZ LYS A 
LYS A 



N 
CA 
C 
0 
CB 



CE 
NZ 
H 
HA 



LYS A 
LYS A 
LYS A 
LYS A 
CG LYS A 
CD LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
1HB LYS A 
2HB LYS A 
1HG LYS A 
2HG LYS A 
1HD LYS A 
2HD LYS A 
1HE LYS A 
2HE LYS A 
1HZ LYS A 
2HZ LYS A 



77 161.285 
77 161.075 
77 160.574 
77 162.937 
77 163.304 
77 163.161 
77 163.618 

77 161.993 

78 156.621 
78 155.169 
78 154.633 
78 153.726 
78 154.754 
78 155.238 
78 154.904 
78 153.702 
78 152.966 
78 157.143 
78 154.751 
78 155.155 
78 153.675 
78 154.764 
78 156.309 
78 155.755 
78 154.683 
78 153.033 
78 154.047 
78 151.944 
78 153.148 



-8.858 4.550 1.00 0.00 

-8.852 2.220 1.00 0.00 

-7.160 2.180 1.00 0.00 

-6.726 3.187 1.00 0.00 

-8.324 2.538 1.00 0.00 

-7.597 0.412 1.00 0.00 

-6.134 1.127 1.00 0.00 

-6.420 0.753 1.00 0.00 

-5.477 4.666 1.00 0.00 

-5.426 4.795 1.00 0.00 

-4.057 4.383 1.00 0.00 

-3.518 5.017 1.00 0.00 

-5.738 6.234 1.00 0.00 

-7.092 6.726 1.00 0.00 

-7.305 8.194 1.00 0.00 

-8.221 8.365 1.00 0.00 

-7.941 9.629 1.00 0.00 

-4.661 4.816 1.00 0.00 

-6.174 4.138 1.00 0.00 

-4.977 6.886 1.00 0.00 

-5.722 6.296 1.00 0.00 

-7.868 6.143 1.00 0.00 

-7.148 6.598 1.00 0.00 

-7.749 8.687 1.00 0.00 

-6.349 8.645 1.00 0.00 

-8.077 7.530 1.00 0.00 

-9.245 8.378 1.00 0.00 

-8.061 9.480 1.00 0.00 

-6.966 9.941 1.00 0.00 
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ATOM 1123 


3HZ 


LYS A 


78 153.277 


-8. 595 


i r\ o r? t AA A AA 

10.376 1.00 0.00 


ATOM 1124 


N 


ALA A 


79 155.201 


-3. 502 


t-\ oi n i AA A A A 

3. 317 1. 00 0. 00 


ATOM 1125 


CA 


ALA A 


79 154.780 


-2. 198 


n O O "I 1 AA A AA 

2.821 1.00 0.00 


ATOM 1126 


C 


ALA A 


79 154.611 


-2. 214 


-i <■> r\ /"» 1 AA A AA 

1.306 1.00 0.00 


ATOM 1127 


0 


ALA A 


79 155.588 


-2. 325 


s\ r f* A 1 A A A A A 

0.564 1.00 0.00 


ATOM 1128 


CB 


ALA A 


79 155.783 


-1.130 


r> n*%"l 1 A A A A A 

3.231 1.00 0.00 


ATOM 1129 


H 


ALA A 


79 155.919 


-3. 981 


f\ or - A 1 AA A A A 

2.854 1.00 0.00 


ATOM 1130 


HA 


ALA A 


79 153.829 


-1.959 


3.277 1.00 0.00 


ATOM 1131 


1HB 


ALA A 


79 155.800 


-1.045 


a o /~\ o 1 AA A AA 

4.308 1.00 0.00 


ATOM 1132 


2HB 


ALA A 


79 155.496 


-0. 181 


2.800 1.00 0.00 


ATOM 1133 


3HB 


ALA A 


79 156.766 


-1.404 


2.877 1.00 0.00 


ATOM 1134 


N 


LEU A 


80 153.367 


-2. 104 


0.853 1.00 0.00 


ATOM 1135 


CA 


LEU A 


80 153.069 


-2. 107 


-0.575 1.00 0.00 


ATOM 1136 


C 


LEU A 


80 152.263 


-0. 873 


-0.964 1.00 0.00 


ATOM 1137 


0 


LEU A 


80 151.180 


-0. 634 


-0.430 1.00 0.00 


ATOM 1138 


CB 


LEU A 


80 152.301 


-3. 375 


-0.954 1.00 0.00 


ATOM 1139 


CG 


LEU A 


80 151.870 


-3. 458 


-2.419 1.00 0.00 


ATOM 1140 


CD1 


LEU A 


80 153.080 


-3. 657 


-3.320 1.00 0.00 



ATOM 1141 CD2 LEU A 80 150.867 -4.584 -2.615 1.00 0.00 

ATOM 1142 H LEU A 80 152.631 -2.020 1.493 1.00 0.00 

ATOM 1143 HA LEU A 80 154.008 -2.092 -1.110 1.00 0.00 

ATOM 1144 1HB LEU A 80 152.927 -4.228 -0.734 1.00 0.00 

ATOM 1145 2HB LEU A 80 151.416 -3.432 -0.339 1.00 0.00 

ATOM 1146 HG LEU A 80 151.393 -2.531 -2.701 1.00 0.00 

ATOM 1147 1HD1 LEU A 80 153.819 -4.251 -2.805 1.00 0.00 

ATOM 1148 2HD1 LEU A 80 153.502 -2.695 -3.573 1.00 0.00 

ATOM 1149 3HD1 LEU A 80 152.775 -4.164 -4.224 1.00 0.00 

ATOM 1150 1HD2 LEU A 80 150.987 -5.007 -3.602 1.00 0.00 

ATOM 1151 2HD2 LEU A 80 149.865 -4.195 -2.510 1.00 0.00 
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ATOM 1152 
ATOM 1153 
ATOM 1154 
ATOM 1155 
ATOM 1156 
ATOM 1157 
ATOM 1158 
ATOM 1159 
ATOM 1160 
ATOM 1161 
ATOM 1162 
ATOM 1163 
ATOM 1164 
ATOM 1165 
ATOM 1166 
ATOM 1167 
ATOM 1168 
ATOM 1169 
ATOM 1170 
ATOM 1171 
ATOM 1172 
ATOM 1173 
ATOM 1174 
ATOM 1175 
ATOM 1176 
ATOM 1177 
ATOM 1178 
ATOM 1179 
ATOM 1180 



3HD2 LEU A 


N 


PHE A 


CA 


PHE A 


C 


PHE A 


0 


PHE A 


CB 


PHE A 


CG 


PHE A 


CD1 


PHE A 


CD2 


PHE A 


CE1 


PHE A 


CE2 


PHE A 


CZ 


PHE A 


H 


PHE A 


HA 


PHE A 


1HB 


PHE A 


2HB 


PHE A 



HD1 PHE A 

HD2 PHE A 

HE1 PHE A 

HE2 PHE A 

HZ PHE A 

N VAL A 

CA VAL A 

C VAL A 

0 VAL A 

CB VAL A 

CGI VAL A 

CG2 VAL A 

H VAL A 



80 151.036 ■ 

81 152.797 
81 152.126 
81 151.269 
81 151.629 
81 153.153 
81 153.880 
81 153.473 
81 154.971 
81 154.140 
81 155.642 
81 155.226 
81 153.662 
81 151.485 
81 153.887 
81 152.649 
81 152.624 
81 155.296 
81 153.814 
81 156.491 

81 155.749 

82 150.136 
82 149.229 
82 148.350 
82 148.273 
82 148.328 
82 149.141 
82 147.615 
82 149.904 



5.351 -1.873 1.00 0.00 
0.093 -1.898 1.00 0.00 
1.117 -2.359 1.00 0.00 
0.830 -3.589 1.00 0.00 
0.006 -4.429 1.00 0.00 
2.204 -2.682 1.00 0.00 
2.720 -1.472 1.00 0.00 
3.888 -0.849 1.00 0.00 
2.035 -0.960 1.00 0.00 
4.365 0.264 1.00 0.00 
2.508 0.152 1.00 0.00 
3.673 0.764 1.00 0.00 
-0.337 -2.287 1.00 0.00 
1.465 -1.562 1.00 0.00 
1.805 -3.365 1.00 0.00 
3.038 -3.148 1.00 0.00 
4.429 -1.239 1.00 0.00 
1.124 -1.438 1.00 0.00 
5.277 0.740 1.00 0.00 
1.965 0.542 1.00 0.00 
4.044 1.634 1.00 0.00 
1.517 -3.687 1.00 0.00 
1.335 -4.815 1.00 0.00 
2.565 -5.016 1.00 0.00 
3.435 -4.148 1.00 0.00 
0.102 -4.618 1.00 0.00 
-1.178 -4.733 1.00 0.00 
0.170 -3.276 1.00 0.00 
2.160 -2.986 1.00 0.00 
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ATOM 1181 
ATOM 1182 
ATOM 1183 
ATOM 1184 
ATOM 1185 
ATOM 1186 
ATOM 1187 
ATOM 1188 
ATOM 1189 
ATOM 1190 
ATOM 1191 
ATOM 1192 
ATOM 1193 
ATOM 1194 
ATOM 1195 
ATOM 1196 
ATOM 1197 
ATOM 1198 
ATOM 1199 
ATOM 1200 
ATOM 1201 
ATOM 1202 
ATOM 1203 
ATOM 1204 
ATOM 1205 
ATOM 1206 
ATOM 1207 
ATOM 1208 
ATOM 1209 



HA VAL A 
HB VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N LYS A 



CA 
C 
0 
CB 
CG 
CD 
CE 
NZ 
H 
HA 



LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
1HB LYS A 
2HB LYS A 
1HG LYS A 
2HG LYS A 
1HD LYS A 
2HD LYS A 
1HE LYS A 
2HE LYS A 
1HZ LYS A 
2HZ LYS A 



82 149.826 
82 147.581 
82 149.833 
82 149.689 
82 148.477 
82 147.228 
82 148.311 

82 146.800 

83 147.689 
83 146.816 
83 145.586 
83 144.833 
83 146.387 
83 147.548 
83 147.109 
83 147.812 
83 148.149 
83 147.792 
83 147.371 
83 145.862 
83 145.717 
83 147.951 
83 148.311 
83 147.343 
83 146.042 
83 147.164 
83 148.723 
83 148.769 
83 147.281 



1.182 -5.701 1.00 0.00 
0.099 -5.398 1.00 0.00 
-1.241 -3.907 1.00 0.00 
-1.174 -5.664 1.00 0.00 
-2.029 -4.712 1.00 0.00 
1.168 -3.124 1.00 0.00 
-0.070 -2.486 1.00 0.00 
-0.537 -3.265 1.00 0.00 
2.631 -6.167 1.00 0.00 
3.755 -6.484 1.00 0.00 
3.760 -5.582 1.00 0.00 
2.788 -5.534 1.00 0.00 
3.697 -7.951 1.00 0.00 
3.777 -8.928 1.00 0.00 
3.447 -10.345 1.00 0.00 
4.326 -11.366 1.00 0.00 
3.576 -12.607 1.00 0.00 
1.907 -6.819 1.00 0.00 
4.665 -6.316 1.00 0.00 
2.768 -8.125 1.00 0.00 
4.521 -8.152 1.00 0.00 
4.779 -8.912 1.00 0.00 
3.076 -8.624 1.00 0.00 
2.414 -10.553 1.00 0.00 
3.600 -10.425 1.00 0.00 
5.151 -11.620 1.00 0.00 
4.708 -10.927 1.00 0.00 
4.150 -13.214 1.00 0.00 
3.349 -13.134 1.00 0.00 
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ATOM 1210 
ATOM 1211 
ATOM 1212 
ATOM 1213 
ATOM 1214 
ATOM 1215 
ATOM 1216 
ATOM 1217 
ATOM 1218 
ATOM 1219 
ATOM 1220 
ATOM 1221 
ATOM 1222 
ATOM 1223 
ATOM 1224 
ATOM 1225 
ATOM 1226 
ATOM 1227 
ATOM 1228 
ATOM 1229 
ATOM 1230 
ATOM 1231 
ATOM 1232 
ATOM 1233 
ATOM 1234 
ATOM 1235 
ATOM 1236 
ATOM 1237 
ATOM 1238 



3HZ LYS A 
N LEU A 
CA LEU A 
C LEU A 
0 LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N LYS A 



CA 

C 

0 

CB 

CG 

CD 

CE 

NZ 



LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 
LYS A 



83 148.638 

84 145.391 
84 144.255 
84 142.937 
84 141.972 
84 144.298 
84 143.095 
84 143.181 
84 143.014 
84 146.029 
84 144.328 
84 145.191 
84 144.361 
84 142.190 
84 142.206 
84 143.879 
84 143.518 
84 142.869 
84 143.931 

84 142. 183 

85 142.905 
85 141.705 
85 141.354 
85 140. 195 
85 141.902 
85 143.103 
85 143.831 
85 144.950 
85 145.785 



2.690 -12.368 1.00 0.00 
4.864 -4.868 1.00 0.00 
5.003 -3.966 1.00 0.00 
4.838 -4.717 1.00 0.00 
4.290 -4.184 1.00 0.00 
6.366 -3.273 1.00 0.00 
6.680 -2.379 1.00 0.00 
5.900 -1.078 1.00 0.00 
8.174 -2.104 1.00 0.00 
5.603 -4.951 1.00 0.00 
4.227 -3.218 1.00 0.00 
6.411 -2.668 1.00 0.00 
7.129 -4.034 1.00 0.00 
6.382 -2.888 1.00 0.00 
5.865 -0.613 1.00 0.00 
6.386 -0.412 1.00 0.00 
4.894 -1.282 1.00 0.00 
8.704 -3.034 1.00 0.00 
8.505 -1.639 1.00 0.00 
8.373 -1.443 1.00 0.00 
5.316 -5.956 1.00 0.00 
5.221 -6.780 1.00 0.00 
3.764 -7.067 1.00 0.00 
3.432 -7.310 1.00 0.00 
5.980 -8.094 1.00 0.00 
5.507 -8.896 1.00 0.00 
6.670 -9.549 1.00 0.00 
6.188 -10.458 1.00 0.00 
7.315 -10.956 1.00 0.00 



ffiSE#2 003-3083148 



#M 2002-236129 



^-v: 976/ 



ATOM 1239 


H 


LYS A 


85 143.706 


ATOM 1240 


HA 


LYS A 


85 140.892 


ATOM 1241 


1HB 


LYS A 


85 141.017 


ATOM 1242 


2HB 


LYS A 


85 142.032 


ATOM 1243 


1HG 


LYS A 


85 143.785 


ATOM 1244 


2HG 


LYS A 


85 142.764 


ATOM 1245 


1HD 


LYS A 


85 143.127 


ATOM 1246 


2HD 


LYS A 


85 144.251 


ATOM 1247 


1HE 


LYS A 


85 145.576 


ATOM 1248 


2HE 


LYS A 


85 144.514 


ATOM 1249 


1HZ 


LYS A 


85 146.781 


ATOM 1250 


2HZ 


LYS A 


85 145.717 


ATOM 1251 


3HZ 


LYS A 


85 145.460 


ATOM 1252 


N 


SER A 


86 142.364 


ATOM 1253 


CA 


SER A 


86 142.159 


ATOM 1254 


C 


SER A 


86 142.129 


ATOM 1255 


0 


SER A 


86 142.573 


ATOM 1256 


CB 


SER A 


86 143.263 


ATOM 1257 


OG 


SER A 


86 143.111 


ATOM 1258 


H 


SER A 


86 143.268 


ATOM 1259 


HA 


SER A 


86 141.206 


ATOM 1260 


1HB 


SER A 


86 144.224 


ATOM 1261 


2HB 


SER A 


86 143.218 


ATOM 1262 


HG 


SER A 


86 142.913 


ATOM 1263 


N 


CYS A 


.87 141.602 


ATOM 1264 


CA 


CYS A 


87 141.513 


ATOM 1265 


C 


CYS A 


87 140.058 


ATOM 1266 


0 


CYS A 


87 139.167 


ATOM 1267 


CB 


CYS A 


87 142.209 



5.743 -6.326 1.00 0.00 

5.673 -6.232 1.00 0.00 
5.856 -8.702 1.00 0.00 
7.029 -7.874 1.00 0.00 
4.993 -8.236 1.00 0.00 
4.828 -9.666 1.00 0.00 
7.241 -10.135 1.00 0.00 
7.298 -8.777 1.00 0.00 
5.504 -9.904 1.00 0.00 

5.674 -11.301 1.00 0.00 
7.021 -11.021 1.00 0.00 
8.125 -10.308 1.00 0.00 
7.611 -11.898 1.00 0.00 
2.898 -7.038 1.00 0.00 
1.478 -7.294 1.00 0.00 
0.688 -5.991 1.00 0.00 

-0.459 -5.938 1.00 0.00 
6.939 -8.207 1.00 0.00 
1.420 -9.531 1.00 0.00 
3.222 -6.838 1.00 0.00 
1.365 -7.791 1.00 0.00 
1.255 -7.830 1.00 0.00 

-0.140 -8.222 1.00 0.00 
2.359 -9.509 1.00 0.00 
1.309 -4.940 1.00 0.00 
0.663 -3.636 1.00 0.00 
0.429 -3.243 1.00 0.00 
1.173 -3.652 1.00 0.00 
1.517 -2.573 1.00 0.00 



tBSE# 2003-3083148 



2002-236129 



s<-i? : 977/ 



ATOM 1268 
ATOM 1269 
ATOM 1270 
ATOM 1271 
ATOM 1272 
ATOM 1273 
ATOM 1274 
ATOM 1275 
ATOM 1276 
ATOM 1277 
ATOM 1278 
ATOM 1279 
ATOM 1280 
ATOM 1281 
ATOM 1282 
ATOM 1283 
ATOM 1284 
ATOM 1285 
ATOM 1286 
ATOM 1287 
ATOM 1288 
ATOM 1289 
ATOM 1290 
ATOM 1291 
ATOM 1292 
ATOM 1293 
ATOM 1294 
ATOM 1295 
ATOM 1296 



SG 

H 

HA 



CYS A 
CYS A 
CYS A 



1HB CYS A 
2HB CYS A 



HG 
N 
CA 
C 
0 

CB 
CG 
CD 
NE 
CZ 



CYS A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
ARG A 
NH1 ARG A 
NH2 ARG A 
H ARG A 
HA ARG A 
1HB ARG A 
2HB ARG A 
1HG ARG A 
2HG ARG A 
1HD ARG A 
2HD ARG A 
HE ARG A 
1HH1 ARG A 
2HH1 ARG A 
1HH2 ARG A 



87 144.014 
87 141.265 
87 142.014 
87 141.897 
87 141.920 

87 144.348 

88 139.824 
88 138.477 
88 138.411 
88 139.235 
88 138.032 
88 137.252 
88 135.768 
88 134.945 
88 134.850 
88 135.523 
88 134.079 
88 140.576 
88 137.814 
88 138.907 
88 137.407 
88 137.628 
88 137.390 
88 135.508 
88 135.570 
88 134.438 
88 136.106 
88 135.447 
88 133.570 



1.478 -2.662 1.00 0.00 
2.222 -5.046 1.00 0.00 
-0.290 -3.702 1.00 0.00 
2.545 -2.687 1.00 0.00 
1.165 -1.594 1.00 0.00 
2.278 -2.249 1.00 0.00 
-0.611 -2.450 1.00 0.00 
-0.944 -2.004 1.00 0.00 
-1.018 -0.478 1.00 0.00 
-1.682 0.152 1.00 0.00 
-2.277 -2.610 1.00 0.00 
-2.125 -3.905 1.00 0.00 
-1.931 -3.642 1.00 0.00 
-2.463 -4.726 1.00 0.00 
-1.900 -5.928 1.00 0.00 
-0.790 -6.205 1.00 0.00 
-2.449 -6.857 1.00 0.00 
-1.169 -2.158 1.00 0.00 
-0.165 -2.346 1.00 0.00 
-2.877 -2.809 1.00 0.00 
-2.794 -1.896 1.00 0.00 
-1.268 -4.442 1.00 0.00 
-3.015 -4.503 1.00 0.00 
-2.439 -2.724 1.00 0.00 
-0.875 -3.536 1.00 0.00 
-3.282 -4.549 1.00 0.00 
-0.371 -5.509 1.00 0.00 
-0.372 -7.110 1.00 0.00 
-3.286 -6.655 1.00 0.00 



JHSE# 2003-3083148 



2002-236129 



-^-v: 978/ 



ATOM 1297 
ATOM 1298 
ATOM 1299 
ATOM 1300 
ATOM 1301 
ATOM 1302 
ATOM 1303 
ATOM 1304 
ATOM 1305 
ATOM 1306 
ATOM 1307 
ATOM 1308 
ATOM 1309 
ATOM 1310 
ATOM 1311 
ATOM 1312 
ATOM 1313 
ATOM 1314 
ATOM 1315 
ATOM 1316 
ATOM 1317 
ATOM 1318 
ATOM 1319 
ATOM 1320 
ATOM 1321 
ATOM 1322 
ATOM 1323 
ATOM 1324 
ATOM 1325 



CA 

C 

0 



2HH2 ARG A 
N PRO A 
PRO A 
PRO A 
PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
PRO A 
1HB PRO A 
2KB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N ASP A 



HA 



CA 

C 

0 

CB 

CG 



ASP A 
ASP A 
ASP A 
ASP A 
ASP A 
0D1 ASP A 
0D2 ASP A 
H ASP A 
HA ASP A 
1HB ASP A 
2HB ASP A 
N SER A 
CA SER A 



88 134.007 

89 137.428 
89 137.268 
89 137.186 
89 136.385 
89 135.947 
89 135.784 
89 136.397 
89 138.071 
89 135.142 
89 136.011 
89 134.733 
89 136.300 
89 135.657 

89 136.845 

90 138.017 
90 138.036 
90 137.323 
90 137.873 
90 139.477 
90 139.595 
90 138.798 
90 140.484 
90 138.632 
90 137.517 
90 140.092 

90 139.842 

91 136.093 
91 135.304 



-2.026 -7.761 1.00 0.00 

-0.338 0.142 1.00 0.00 

-0.339 1.600 1.00 0.00 

-1.750 2.172 1.00 0.00 

-2.567 1.720 1.00 0.00 

0.404 1.818 1.00 0.00 

1.254 0.607 1.00 0.00 

0.481 -0.526 1.00 0.00 

0.198 2.085 1.00 0.00 
-0.311 1.912 1.00 0.00 

1.003 2.714 1.00 0.00 
1.426 0.418 1.00 0.00 
2.192 0.744 1.00 0.00 

-0.144 -1.003 1.00 0.00 

1.153 -1.242 1.00 0.00 
-2.028 3.171 1.00 0.00 
-3.340 3.807 1.00 0.00 
-3.300 5.154 1.00 0.00 
-2.820 6.145 1.00 0.00 
-3.819 3.993 1.00 0.00 
-5.329 3.941 1.00 0.00 
-5.963 3.219 1.00 0.00 
-5.879 4.626 1.00 0.00 
-1.333 3.488 1.00 0.00 
-4.029 3.158 1.00 0.00 
-3.402 3.209 1.00 0.00 
-3.479 4.951 1.00 0.00 
-3.806 5.183 1.00 0.00 
-3.827 6.409 1.00 0.00 



tB|E# 2003-3083148 



#JM2 002-236129 



: 979/ 



ATOM 1326 
ATOM 1327 
ATOM 1328 
ATOM 1329 
ATOM 1330 
ATOM 1331 
ATOM 1332 
ATOM 1333 
ATOM 1334 
ATOM 1335 
ATOM 1336 
ATOM 1337 
ATOM 1338 
ATOM 1339 
ATOM 1340 
ATOM 1341 
ATOM 1342 
ATOM 1343 
ATOM 1344 
ATOM 1345 
ATOM 1346 
ATOM 1347 
ATOM 1348 
ATOM 1349 
ATOM 1350 
ATOM 1351 
ATOM 1352 
ATOM 1353 
ATOM 1354 



C SER A 
0 SER A 
CB SER A 
OG SER A 
H SER A 
HA SER A 
1HB SER A 
2HB SER A 
HG SER A 
N ARG A 
CA ARG A 
C ARG A 
0 ARG A 
CB ARG A 
CG ARG A 
CD ARG A 
NE ARG A 
CZ ARG A 
NH1 ARG A 
NH2 ARG A 
H ARG A 
HA ARG A 
1HB ARG A 
2HB ARG A 
1HG ARG A 
2HG ARG A 
1HD ARG A 
2HD ARG A 
HE ARG A 



91 135.387 
91 134.473 
91 133.844 
91 133.229 
91 135.708 
91 135.706 
91 133.799 
91 133.305 

91 132.507 

92 136.490 
92 136.689 
92 136.792 
92 136.442 
92 137.950 
92 137.698 
92 138.690 
92 138.461 
92 139.262 
92 140.342 
92 138.981 
92 137.184 
92 135.835 
92 138.663 
92 138.380 
92 136.699 
92 137.792 
92 138.591 
92 139.690 
92 137.670 



-5. 191 
-5. 595 
-3.489 
-2. 842 
-4. 173 
-3.080 
-2.835 
-4.400 
-3. 385 
-5. 898 
-7. 217 
-7. 125 
-8. 066 
-7. 867 
-8. 693 
-9.839 
-10.869 
-11.916 
-12.076 
-12. 806 
-5. 525 
-7. 826 
-7. 092 
-8. 514 
-9.099 
-8.055 
-10.282 
-9.447 
-10.775 



7.088 1 
7.806 1 
6.104 1. 
7.204 1. 
4.359 1. 
7.076 1. 
5.247 1. 
5.891 1. 
7.531 1. 
6.857 1. 
7.447 1. 
8.966 1. 
9.679 1. 
6.877 1. 
5.627 1. 
5.507 1. 

6.518 1. 

6.704 1. 

5.949 1. 

7.646 1. 

6.276 1. 

7.192 1. 

6.633 1. 

7.629 1. 

5.671 1 

4.760 1 

4.527 1 

5.625 1 

7.088 1 



00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 



ffiiE# 2 0 0 3 



-3083148 



mm 2002-236129 



^-v: 980/ 



ATOM 1355 
ATOM 1356 
ATOM 1357 
ATOM 1358 
ATOM 1359 
ATOM 1360 
ATOM 1361 
ATOM 1362 
ATOM 1363 
ATOM 1364 
ATOM 1365 
ATOM 1366 
ATOM 1367 
ATOM 1368 
ATOM 1369 
ATOM 1370 
ATOM 1371 
ATOM 1372 
ATOM 1373 
ATOM 1374 
ATOM 1375 
ATOM 1376 
ATOM 1377 
ATOM 1378 
ATOM 1379 
ATOM 1380 
ATOM 1381 
ATOM 1382 
ATOM 1383 



1HH1 ARG A 
2HH1 ARG A 
1HH2 ARG A 
2HH2 ARG A 
N PHE A 
CA PHE A 
C PHE A 
0 PHE A 
CB PHE A 
CG PHE A 
CD1 PHE A 
CD2 PHE A 
CE1 PHE A 
CE2 PHE A 
CZ PHE A 
H PHE A 
HA PHE A 
1HB PHE A 
2HB PHE A 
HD1 PHE A 
HD2 PHE A 
HE1 PHE A 
HE2 PHE A 
HZ PHE A 



N 

CA 

C 

0 

CB 



ALA A 
ALA A 
ALA A 
ALA A 
ALA A 



92 140.560 
92 140.940 
92 138.168 - 

92 139.582 - 

93 137.276 
93 137.426 
93 136.416 
93 136.659 
93 138.848 
93 139.903 
93 140.687 
93 140.111 
93 141.659 
93 141.081 
93 141.857 
93 137.539 
93 137.248 
93 139.054 
93 138.922 
93 140.533 
93 139.506 
93 142.264 
93 141.234 

93 142.615 

94 135.281 
94 134.240 
94 133.215 
94 132.649 
94 133.557 



11.409 5.237 1.00 0.00 
12.865 6.094 1.00 0.00 
12.689 8.216 1.00 0.00 
-13.593 7.785 1.00 0.00 
-5.988 9.456 1.00 0.00 
-5.779 10.891 1.00 0.00 
-4.758 11.407 1.00 0.00 
-4.082 12.407 1.00 0.00 
-5.313 11.213 1.00 0.00 
-6.319 10.855 1.00 0.00 
-6.900 11.839 1.00 0.00 
-6.686 9.535 1.00 0.00 
-7.827 11.512 1.00 0.00 
-7.612 9.203 1.00 0.00 
-8.183 10.192 1.00 0.00 
-5.275 8.839 1.00 0.00 
-6.723 11.384 1.00 0.00 
-4.406 10.665 1.00 0.00 
-5.113 12.271 1.00 0.00 
-6.623 12.871 1.00 0.00 
-6.239 8.760 1.00 0.00 
-8.272 12.289 1.00 0.00 
-7.888 8.170 1.00 0.00 
-8.907 9.935 1.00 0.00 
-4.649 10.721 1.00 0.00 
-3.710 11.117 LOO 0.00 
-4.378 12.028 1.00 0.00 
-5.416 11.684 1.00 0.00 
-3.130 9.890 1.00 0.00 



miE^ 2 0 0 3 



-3083148 



#0 2002-236129 ^-v : 981/ 

ATOM 1384 H ALA A 94 135.142 -5.214 9.932 1.00 0.00 

ATOM 1385 HA ALA A 94 134.709 -2.900 11.656 1.00 0.00 

ATOM 1386 1HB ALA A 94 132.958 -2.278 10.178 1.00 0.00 

ATOM 1387 2HB ALA A 94 132.922 -3.880 9.442 1.00 0.00 

ATOM 1388 3HB ALA A 94 134.305 -2.818 9.175 1.00 0.00 

ATOM 1389 N SERA 95 132.983 -3.778 13.190 1.00 0.00 

ATOM 1390 CA SERA 95 132.026 -4.315 14.151 1.00 0.00 

ATOM 1391 C SERA 95 130.594 -4.075 13.684 1.00 0.00 

ATOM 1392 0 SERA 95 130.199 -2.939 13.422 1.00 0.00 

ATOM 1393 CB SERA 95 132.240 -3.679 15.525 1.00 0.00 

ATOM 1394 OG SERA 95 132.391 -2.274 15.421 1.00 0.00 

ATOM 1395 H SERA 95 133.467 -2.953 13.408 1.00 0.00 

ATOM 1396 HA SERA 95 132.194 -5.379 14.226 1.00 0.00 

ATOM 1397 1HB SERA 95 131.389 -3.892 16.154 1.00 0.00 

ATOM 1398 2HB SER A 95 133.132 -4.092 15.976 1.00 0.00 

ATOM 1399 HG SERA 95 133.214 -2.008 15.838 1.00 0.00 

ATOM 1400 N LEU A 96 129.822 -5.152 13.584 1.00 0.00 

ATOM 1401 CA LEU A 96 128.433 -5.058 13.149 1.00 0.00 

ATOM 1402 C LEU A 96 127.642 -6.286 13.5911.00 0.00 

ATOM 1403 0 LEU A 96 127.548 -7.272 12.860 1.00 0.00 

ATOM 1404 CB LEU A 96 128.364 -4.909 11.627 1.00 0.00 

ATOM 1405 CG LEU A 96 128.144 -3.480 11.127 1.00 0.00 

ATOM 1406 CD1 LEU A 96 128.600 -3.344 9.683 1.00 0.00 

ATOM 1407 CD2 LEU A 96 126.680 -3.088 11.266 1.00 0.00 

ATOM 1408 H LEU A 96 130.195 -6.030 13.808 1.00 0.00 

ATOM 1409 HA LEU A 96 128.000 -4.182 13.608 1.00 0.00 

ATOM 1410 1HB LEU A 96 129.290 -5.276 11.208 1.00 0.00 
ATOM 1411 2HB LEU A 96 127.554 -5.522 11.2611.00 0.00 

ATOM 1412 HG LEU A 96 128.732 -2.801 11.728 1.00 0.00 



tHSE#2 003-3083148 



#12002-236 1 29 



^-v : 982/ 



ATOM 1413 
ATOM 1414 
ATOM 1415 
ATOM 1416 
ATOM 1417 
ATOM 1418 
ATOM 1419 
ATOM 1420 
ATOM 1421 
ATOM 1422 
ATOM 1423 
ATOM 1424 
ATOM 1425 
ATOM 1426 
ATOM 1427 
ATOM 1428 
ATOM 1429 
ATOM 1430 
ATOM 1431 
ATOM 1432 
ATOM 1433 
ATOM 1434 
ATOM 1435 
ATOM 1436 
ATOM 1437 
ATOM 1438 
ATOM 1439 
ATOM 1440 
ATOM 1441 



1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N GLN A 



CA 
C 
0 

CB 
CG 
CD 



96 127.967 -2.634 
96 12S.535 -4.304 
96 129.623 -2.997 
96 126.133 -3.428 
96 126.601 -2.014 

96 126.268 -3.543 

97 127.077 -6.219 
97 126.295 -7.326 
97 127.147 -8.589 
97 127.340 -9.305 
97 125.079 -7.596 
97 123.875 -6.732 
97 123.033 -7.317 
97 122.773 -8.519 
97 122.601 -6.466 
97 127.189 -5.406 
97 125.956 -7.041 
97 125.349 -7.413 
97 124.793 -8.632 
97 124.222 -5.756 
97 123.259 -6.634 
97 122.847 -5.522 

97 122.055 -6.817 

98 127.670 -8.881 
PRO A 98 128.502 -10.065 
PRO A 98 127.689 -11.355 
PRO A 98 126.521 -11.363 
PRO A 98 129.100 -9.812 
PRO A 98 128. 106 -8. 940 



GLN A 
GLN A 
GLN A 
GLN A 
GLN A 
GLN A 
0E1 GLN A 
NE2 GLN A 
H GLN A 
HA GLN A 
1HB GLN A 
2HB GLN A 
1HG GLN A 
2HG GLN A 
1HE2 GLN A 
2HE2 GLN A 
N PRO A 
CA 
C 
0 
CB 
CG 



9.171 1.00 0.00 
9.193 1.00 0.00 
9.659 1.00 0.00 
10.398 1.00 0.00 
11.342 1.00 0.00 
12.153 1.00 0.00 
14.792 1.00 0.00 
15.332 1.00 0.00 

15.445 1.00 0.00 
14.462 1.00 0.00 

14.446 1.00 0.00 
14.784 1.00 0.00 

15.901 1.00 0.00 
15.934 1.00 0.00 
16.825 1.00 0.00 
15.328 1.00 0.00 
16.316 1.00 0.00 
13.417 1.00 0.00 
14.556 1.00 0.00 
15.090 1.00 0.00 

13.902 1.00 0.00 
16.736 1.00 0.00 
17.559 1.00 0.00 
16.649 1.00 0.00 
16.879 1.00 0.00 
16.877 1.00 0.00 
16.487 1.00 0.00 
18.264 1.00 0.00 
18.950 1.00 0.00 



tBSE# 2 0 0 3 



-3083148 



#M 2002-236129 ^- v : 983/ 

ATOM 1442 CD PROA 98 127.492 -8.082 17.877 1.00 0.00 

ATOM 1443 HA PRO A 98 129.295 -10.139 16.150 1.00 0.00 

ATOM 1444 1HB PROA 98 129.226 -10.752 18.782 1.00 0.00 

ATOM 1445 2HB PROA 98 130.054 -9.317 18.163 1.00 0.00 

ATOM 1446 1HG PROA 98 127.348 -9.550 19.422 1.00 0.00 

ATOM 1447 2HG PROA 98 128.602 -8.324 19.684 1.00 0.00 

ATOM 1448 1HD PROA 98 126.444 -7.917 18.080 1.00 0.00 

ATOM 1449 2HD PROA 98 128.015 -7.141 17.802 1.00 0.00 

ATOM 1450 N SERA 99 128.314 -12.443 17.314 1.00 0.00 

ATOM 1451 CA SERA 99 127.648 -13.740 17.362 1.00 0.00 

ATOM 1452 C SERA 99 127.209 -14.177 15.967 1.00 0.00 

ATOM 1453 0 SERA 99 127.178 -13.374 15.036 1.00 0.00 

ATOM 1454 CB SERA 99 126.436 -13.680 18.295 1.00 0.00 

ATOM 1455 OG SERA 99 126.578 -12.641 19.248 1.00 0.00 

ATOM 1456 H SERA 99 129.245 -12.373 17.611 1.00 0.00 

ATOM 1457 HA SERA 99 128.353 -14.460 17.748 1.00 0.00 

ATOM 1458 1HB SERA 99 125.545 -13.498 17.713 1.00 0.00 

ATOM 1459 2HB SERA 99 126.340 -14.621 18.816 1.00 0.00 

ATOM 1460 HG SERA 99 125.842 -12.669 19.864 1.00 0.00 

ATOM 1461 N GLY A 100 126.873 -15.456 15.833 1.00 0.00 

ATOM 1462 CA GLY A 100 126.441 -15.979 14.550 1.00 0.00 

ATOM 1463 C GLY A 100 124.977 -16.377 14.548 1.00 0.00 

ATOM 1464 0 GLY A 100 124.227 -15.995 15.447 1.00 0.00 

ATOM 1465 H GLY A 100 126.918 -16.050 16.612 1.00 0.00 
ATOM 1466 1HA GLY A 100 126.599 -15.224 13.794 1.00 0.00 
ATOM 1467 2HA GLY A 100 127.038 -16.845 14.308 1.00 0.00 

ATOM 1468 N PRO A 101 124.535 -17.151 13.541 1.00 0.00 

ATOM 1469 CA PRO A 101 123.141 -17.595 13.438 1.00 0.00 

ATOM 1470 C PRO A 101 122.650 -18.261 14.719 1.00 0.00 
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ATOM 1471 0 
ATOM 1472 CB 
ATOM 1473 CG 
ATOM 1474 CD 
ATOM 1475 HA 
ATOM 1476 1HB 
ATOM 1477 2HB 
ATOM 1478 1HG 
ATOM 1479 2HG 
ATOM 1480 1HD 
ATOM 1481 2HD 
ATOM 1482 N 
ATOM 1483 CA 
ATOM 1484 C 
ATOM 1485 0 
ATOM 1486 CB 
ATOM 1487 OG 
ATOM 1488 H 
ATOM 1489 HA 
ATOM 1490 1HB 
ATOM 1491 2HB 
ATOM 1492 HG 
ATOM 1493 N 
ATOM 1494 CA 
ATOM 1495 C 
ATOM 1496 0 
ATOM 1497 CB 
ATOM 1498 OG 
ATOM 1499 H 



PRO A 101 123. 355 -19. 073 
PRO A 101 123. 172 -18. 604 
PRO A 101 124.345 -18.203 
PRO A 101 125. 360 -17. 653 
PRO A 101 122.483 -16.776 
PRO A 101 123. 289 -19. 602 
PRO A 101 122. 253 -18. 540 
PRO A 101 124.744 -19.065 
PRO A 101 124.053 -17.444 
PRO A 101 126.026 -18.434 
PRO A 101 125. 917 -16. 849 
SER A 102 121.436 -17.912 
SER A 102 120.850 -18.477 
SER A 102 119.355 -18.713 
SER A 102 118. 583 -18. 618 
SER A 102 121.094 -17.548 
SER A 102 122.478 -17.319 
SER A 102 120. 923 -17. 260 
SER A 102 121.332 -19.424 
SER A 102 120.607 -16.602 
SER A 102 120.687 -17.999 
SER A 102 122.819 -16.784 
SER A 103 118.952 -19.020 
SER A 103 117.547 -19.269 
SER A 103 117.370 -19.680 
SER A 103 117. 412 -18. 842 
SER A 103 116.711 -18.024 
SER A 103 116.240 -18.031 
SER A 103 119.615 -19.081 



15.319 1.00 0.00 
12.290 1.00 0.00 
11.464 1.00 0.00 
12.427 1.00 0.00 
13.186 1.00 0.00 
12.686 1.00 0.00 
11.726 1.00 0.00 
10.950 1.00 0.00 
10.753 1.00 0.00 
12.760 1.00 0.00 
11.968 1.00 0.00 
15.135 1.00 0.00 
16.345 1.00 0.00 
16.166 1.00 0.00 
17.120 1.00 0.00 
17.536 1.00 0.00 
17.730 1.00 0.00 
14.615 1.00 0.00 
16.534 1.00 0.00 
17.356 1.00 0.00 
18.429 1.00 0.00 
17.010 1.00 0.00 
14.937 1.00 0.00 
14.633 1.00 0.00 
13.175 1.00 0.00 
12.274 1.00 0.00 
14.929 1.00 0.00 
16.266 1.00 0.00 
14.218 1.00 0.00 
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ATOM 1500 HA SER A 103 117.210 -20.077 15.265 1.00 0.00 

ATOM 1501 1HB SER A 103 117.315 -17.142 14.780 1.00 0.00 

ATOM 1502 2HB SER A 103 115.862 -17.995 14.261 1.00 0.00 

ATOM 1503 HG SER A 103 116.540 -17.238 16.715 1.00 0.00 

ATOM 1504 N GLY A 104 117.174 -20.975 12.949 1.00 0.00 

ATOM 1505 CA GLY A 104 116.995 -21.474 11.599 1.00 0.00 

ATOM 1506 C GLY A 104 116.072 -22.675 11.542 1.00 0.00 

ATOM 1507 0 GLY A 104 116.483 -23.712 10.980 1.00 0.00 

ATOM 1508 OXT GLY A 104 114.940 -22.579 12.059 1.00 0.00 

ATOM 1509 H GLY A 104 117.151 -21.597 13.706 1.00 0.00 

ATOM 1510 IHA GLY A 104 116.579 -20.685 10.988 1.00 0.00 

ATOM 1511 2HA GLY A 104 117.957 -21.753 11.198 1.00 0.00 

TER 1512 GLY A 104 
ENDMDL 



[0 116] 





S*^l 9 












ATOM 1 


N 


GLY A 


1 


126. 529 


-1.144 


18. 709 


1.00 0.00 


ATOM 2 


CA 


GLY A 


1 


126. 599 


-1.450 


20. 165 


1.00 0.00 


ATOM 3 


C 


GLY A 


1 


125. 953 


-0. 373 


21.015 


1.00 0.00 


ATOM 4 


0 


GLY A 


1 


126. 369 


-0. 136 


22. 148 


1.00 0.00 


ATOM 5 


1H 


GLY A 


1 


125. 581 


-1.364 


18. 343 


1.00 0.00 


ATOM 6 


2H 


GLY A 


1 


127. 228 


-1.712 


18. 191 


1.00 0.00 


ATOM 7 


3H 


GLY A 


1 


126. 727 


-0. 136 


18. 545 


1.00 0.00 


ATOM 8 


IHA 


GLY A 


1 


126. 097 


-2. 388 


20. 349 


1.00 0.00 


ATOM 9 


2HA 


GLY A 


1 


127. 635 


-1. 546 


20.452 1.00 0.00 


ATOM 10 


N 


SER A 


2 


124. 932 


0.278 


20.466 


1.00 0.00 


ATOM 11 


CA 


SER A 


2 


124. 226 


1.335 


21. 181 


1.00 0.00 


ATOM 12 


C 


SER A 


2 125.161 


2.498 


21.496 


1.00 0.00 
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ATOM 13 


0 


SER A 


2 126.142 


ATOM 14 


CB 


SER A 


2 123.618 


ATOM 15 


OG 


SER A 


2 122.293 


ATOM 16 


H 


SER A 


2 124.647 


ATOM 17 


HA 


SER A 


2 123.431 


ATOM 18 


1HB 


SER A 


2 124.216 


ATOM 19 


2HB 


SER A 


2 123. 601 


ATOM 20 


HG 


SER A 


2 121.788 


ATOM 21 


N 


SER A 


3 124.851 


ATOM 22 


CA 


SER A 


3 125.664 


ATOM 23 


C 


SER A 


3 127.085 


ATOM 24 


0 


SER A 


3 127.935 


ATOM 25 


CB 


SER A 


3 125.695 


ATOM 26 


OG 


SER A 


3 125.726 


ATOM 27 


H 


SER A 


3 124.057 


ATOM 28 


HA 


SER A 


3 125.213 


ATOM 29 


1HB 


SER A 


3 124.812 


ATOM 30 


2HB 


SER A 


3 126.575 


ATOM 31 


HG 


SER A 


3 126.154 


ATOM 32 


N 


GLY A 


4 127.336 


ATOM 33 


CA 


GLY A 


4 128.655 


ATOM 34 


C 


GLY A 


4 128.942 


ATOM 35 


0 


GLY A 


4 128.099 


ATOM 36 


H 


GLY A 


4 126.620 


ATOM 37 


1HA 


GLY A 


4 129.396 


ATOM 38 


2HA 


GLY A 


4 128.728 


ATOM 39 


N 


SER A 


5 130.137 


ATOM 40 


CA 


SER A 


5 130.535 


ATOM 41 


C 


SER A 


5 129.867 



2.339 22.223 1.00 0.00 
0.789 22.474 1.00 0.00 
0.332 22.262 1.00 0.00 
0.042 19.559 1.00 0.00 
1.692 20.542 1.00 0.00 
-0.036 22.830 1.00 0.00 
1.571 23.219 1.00 0.00 
1.012 21.810 1.00 0.00 
3.667 20.945 1.00 0.00 
4.858 21.168 1.00 0.00 
4.650 20.653 1.00 0.00 
4.096 21.352 1.00 0.00 
5.208 22.657 1.00 0.00 
6.612 22.849 1.00 0.00 
3.731 20.375 1.00 0.00 
5.673 20.624 1.00 0.00 
4.812 23.136 1.00 0.00 
4.776 23.108 1.00 0.00 
6.812 23.685 1.00 0.00 
5.096 19.427 1.00 0.00 
4.950 18.841 1.00 0.00 
6.004 17.790 1.00 0.00 
6.854 17.506 1.00 0.00 
5.528 18.917 1.00 0.00 
5.026 19.622 1.00 0.00 
3.974 18.384 1.00 0.00 
5.949 17.210 1.00 0.00 
6.906 16.184 1.00 0.00 
6.585 14.851 1.00 0.00 
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ATOM 42 


0 


SER A 


5 129.360 


ATOM 43 


CB 


SER A 


5 132.056 


ATOM 44 


OG 


SER A 


5 132.669 


ATOM 45 


H 


SER A 


5 130.767 


ATOM 46 


HA 


SER A 


5 130.217 


ATOM 47 


1HB 


SER A 


5 132.435 


ATOM 48 


2HB 


SER A 


5 132.305 


ATOM 49 


HG 


SER A 


5 133.495 


ATOM 50 


N 


SER A 


6 129.869 


ATOM 51 


CA 


SER A 


6 129.263 


ATOM 52 


C 


SER A 


6 129.935 


ATOM 53 


0 


SER A 


6 130.714 


ATOM 54 


CB 


SER A 


6 127.764 


ATOM 55 


OG 


SER A 


6 127.128 


ATOM 56 


H 


SER A 


6 130.288 


ATOM 57 


HA 


SER A 


6 129.399 


ATOM 58 


1HB 


SER A 


6 127.312 


ATOM 59 


2HB 


SER A 


6 127.622 


ATOM 60 


HG 


SER A 


6 127.148 


ATOM 61 


N 


GLY A 


7 129.628 


ATOM 62 


CA 


GLY A 


7 130.212 


ATOM 63 


C 


GLY A 


7 129.263 


ATOM 64 


0 


GLY A 


7 128.048 


ATOM 65 


H 


GLY A 


7 129.001 


ATOM 66 


1HA 


GLY A 


7 131.104 


ATOM 67 


2HA 


GLY A 


7 130.482 


ATOM 68 


N 


LEU A 


8 129.818 


ATOM 69 


CA 


LEU A 


8 129.013 


ATOM 70 


C 


LEU A 


8 128.849 



7.476 14.170 1.00 0.00 
6.906 16.019 1.00 0.00 
7.794 16.936 1.00 0.00 
5.247 17.479 1.00 0.00 
7.887 16.506 1.00 0.00 
5.910 16.193 1.00 0.00 
7.216 15.015 1.00 0.00 
8.116 16.568 1.00 0.00 
5.307 14.487 1.00 0.00 
4.869 13.235 1.00 0.00 
5.539 12.041 1.00 0.00 
6.479 12.201 1.00 0.00 
5.181 13.233 1.00 0.00 
4.621 12.097 1.00 0.00 
4.644 15.073 1.00 0.00 
3.801 13.157 1.00 0.00 
4.770 14.122 1.00 0.00 
6.252 13.219 1.00 0.00 
3.663 12.158 1.00 0.00 
5.049 10.844 1.00 0.00 
5.613 9.641 1.00 0.00 
6.548 8.919 1.00 0.00 
6.481 9.110 1.00 0.00 
4.299 10.778 1.00 0.00 
6.159 9.909 1.00 0.00 
4.808 8.974 1.00 0.00 
7.424 8.087 1.00 0.00 
8.378 7.333 1.00 0.00 
7.929 5.885 1.00 0.00 
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ATOM 71 


0 


LEU A 


8 127.830 


8.202 


5.252 1.00 0.00 


ATOM 72 


CB 


LEU A 


8 12S.654 


9.766 


7.379 1.00 0.00 


ATOM 73 


CG 


LEU A 


8 129.368 


10.571 


8.648 1.00 0.00 


ATOM 74 


CD1 


LEU A 


8 130.443 


11.625 


8.866 1.00 0.00 


ATOM 75 


CD2 


LEU A 


8 127.993 


11.217 


8.568 1.00 0.00 


ATOM 76 


H 


LEU A 


8 130.792 


7.429 


7.977 1.00 0.00 


ATOM 77 


HA 


LEU A 


8 128.038 


8.427 


7.795 1.00 0.00 


ATOM 78 


1HB 


LEU A 


8 130.725 


9.648 


7.286 1.00 0.00 


ATOM 79 


2HB 


LEU A 


8 129.297 


10.334 


6.532 1.00 0.00 


ATOM 80 


HG 


LEU A 


8 129.376 


9.904 


9.498 1.00 0.00 


ATOM 81 


1HD1 LEU A 


8 130.599 


11.766 


9.926 1.00 0.00 


ATOM 82 


2HD1 LEU A 


8 130.128 


12.558 


8.422 1.00 0.00 


ATOM 83 


3HD1 LEU A 


8 131.363 


11.300 


8.406 1.00 0.00 


ATOM 84 


1HD2 LEU A 


8 127.246 


10.518 


8.916 1.00 0.00 


ATOM 85 


2HD2 LEU A 


8 127.782 


11.489 


7.545 1.00 0.00 


ATOM 86 


3HD2 LEU A 


8 127.974 


12. 102 


9.188 1.00 0.00 


ATOM 87 


N 


ALA A 


9 129.860 


7.236 


5.368 1.00 0.00 


ATOM 88 


CA 


ALA A 


9 129.829 


6.747 


3.994 1.00 0.00 


ATOM 89 


C 


ALA A 


9 129.756 


7.901 


3.001 1.00 0.00 


ATOM 90 


0 


ALA A 


9 128.813 


8.693 


3.021 1.00 0.00 


ATOM 91 


CB 


ALA A 


9 128.652 


5.803 


3.796 1.00 0.00 


ATOM 92 


H 


ALA A 


9 130.644 


7.050 


5.924 1.00 0.00 


ATOM 93 


HA 


ALA A 


9 130.739 


6.192 


3.819 1.00 0.00 


ATOM 94 


1HB 


ALA A 


9 128.337 


5.416 


4.753 1.00 0.00 


ATOM 95 


2HB 


ALA A 


9 128.951 


4.985 


3.158 1.00 0.00 


ATOM 96 


3HB 


ALA A 


9 127.834 


6.339 


3.337 1.00 0.00 


ATOM 97 


N 


MET A 


10 130.756 


7.990 


2.131 1.00 0.00 


ATOM 98 


CA 


MET A 


10 130.807 


9.048 


1.127 1.00 0.00 


ATOM 99 


C 


MET A 


10 130.920 


8.458 


-0.277 1.00 0.00 
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ATOM 100 
ATOM 101 
ATOM 102 
ATOM 103 
ATOM 104 
ATOM 105 
ATOM 106 
ATOM 107 
ATOM 108 
ATOM 109 
ATOM 110 
ATOM 111 
ATOM 112 
ATOM 113 
ATOM 114 
ATOM 115 
ATOM 116 
ATOM 117 
ATOM 118 
ATOM 119 
ATOM 120 
ATOM 121 
ATOM 122 
ATOM 123 
ATOM 124 
ATOM 125 
ATOM 126 
ATOM 127 
ATOM 128 



0 MET A 
CB MET A 
CG MET A 
SD MET A 
CE MET A 
H MET A 
HA MET A 
1HB MET A 
2HB MET A 
1HG MET A 
2HG MET A 
1HE MET A 
2HE MET A 
3HE MET A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PRO A 



10 132.008 
10 131.989 
10 132.125 
10 132.698 
10 132.906 
10 131.479 
10 129.890 
10 132.900 
10 131.864 
10 131.161 
10 132.831 
10 133.016 
10 133.787 

10 132.039 

11 129.792 
11 129.771 
11 130.295 
11 131.120 
11 128.292 
11 127.661 
11 128.455 
11 130.346 
11 127.858 
11 128.207 
11 126.639 
11 127.701 
11 128.030 

11 128.495 

12 129.828 



8.408 -0.852 1.00 0.00 

9.981 1.398 1.00 0.00 

10.382 2.858 1.00 0.00 

12.078 3.062 1.00 0.00 

12.155 4.839 1.00 0.00 

7.328 2.163 1.00 0.00 

9.613 1.194 1.00 0.00 

9.486 1.096 1.00 0.00 

10.880 0.811 1.00 0.00 

10.283 3.336 1.00 0.00 

9.718 3.335 1.00 0.00 

13.184 5.146 1.00 0.00 

11.598 5.123 1.00 0.00 

11.726 5.321 1.00 0.00 

8.005 -0.850 1.00 0.00 

7.417 -2.193 1.00 0.00 

8.381 -3.257 1.00 0.00 

8.003 -4.089 1.00 0.00 

7.101 -2.440 1.00 0.00 

7.081 -1.088 1.00 0.00 

8.028 -0.234 1.00 0.00 

6.504 -2.230 1.00 0.00 

7.865 -3. 068 1.00 0.00 

6.140 -2.926 1.00 0.00 

7.416 -1.161 1.00 0.00 

6.083 -0.680 1.00 0.00 

9.019 -0.272 1.00 0.00 

7.671 0.785 1.00 0.00 

9.644 -3.248 1.00 0.00 
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ATOM 129 CA PRO A 

ATOM 130 C PRO A 

ATOM 131 0 PRO A 

ATOM 132 CB PRO A 

ATOM 133 CG PRO A 

ATOM 134 CD PRO A 

ATOM 135 HA PRO A 

ATOM 136 1HB PRO A 

ATOM 137 2HB PRO A 

ATOM 138 1HG PRO A 

ATOM 139 2HG PRO A 

ATOM 140 1HD PRO A 

ATOM 141 2HD PRO A 

ATOM 142 N GLY A 

ATOM 143 CA GLY A 

ATOM 144 C GLY A 

ATOM 145 0 GLY A 

ATOM 146 H GLY A 

ATOM 147 1HA GLY A 

ATOM 148 2HA GLY A 

ATOM 149 N ASN A 

ATOM 150 CA ASN A 

ATOM 151 C ASN A 

ATOM 152 0 ASN A 

ATOM 153 CB ASN A 

ATOM 154 CG ASN A 

ATOM 155 0D1 ASN A 

ATOM 156 ND2 ASN A 

ATOM 157 H ASN A 



12 130.269 10.649 

12 131.785 10.805 

12 132.363 11.262 

12 129.605 11.940 

12 128.436 11.491 

12 128.847 10.194 

12 129.923 10.413 

12 130.305 12.505 

12 129.294 12.530 

12 128.207 12.226 

12 127.582 11.337 

12 129.305 10.376 

12 127.996 9.540 

13 132.425 10.421 



13 


133. 869 


10. 526 


13 


134.548 


9.171 


13 


134.346 


8.390 


13 


131.911 


10.064 


13 


134. 235 


11.081 


13 


134. 121 


11.064 


14 


135. 355 


8.893 


14 


136. 070 


7.624 


14 


135. 095 


6.455 


14 


134. 876 


5.936 


14 136.968 


7.426 


14 


138. 359 


7.995 


14 


139.010 


7.725 


14 


138. 821 


8.788 


14 


135.474 


9.559 



-4.221 1.00 0.00 
-4.236 1.00 0.00 
-5.222 1.00 0.00 
-3.737 1.00 0.00 
-2.931 1.00 0.00 
-2.294 1.00 0.00 
-5.217 1.00 0.00 
-3.138 1.00 0.00 
-4.586 1.00 0.00 
-2.173 1.00 0.00 
-3.576 1.00 0.00 
-1.332 1.00 0.00 
-2.191 1.00 0.00 
-3.135 1.00 0.00 
-3.041 1.00 0.00 
-3.011 1.00 0.00 
-2.081 1.00 0.00 
-2.379 1.00 0.00 
-3.893 1.00 0.00 
-2.140 1.00 0.00 
-4.030 1.00 0.00 
-4.121 1.00 0.00 
-4.250 1.00 0.00 
-5.343 1.00 0.00 
-2.897 1.00 0.00 
-3.103 1.00 0.00 
-4.111 1.00 0.00 
-2.142 1.00 0.00 
-4.739 1.00 0.00 
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ATOM 158 


HA 


ASN A 


14 136.689 


ATOM 159 


1HB 


ASN A 


14 136.521 


ATOM 160 


2HB 


ASN A 


14 137.057 


ATOM 161 


1HD2 ASN A 


14 138.247 


ATOM 162 


2HD2 ASN A 


14 139.718 


ATOM 163 


N 


SER A 


15 134.515 


ATOM 164 


CA 


SER A 


15 133.565 


ATOM 165 


C 


SER A 


15 132.890 


ATOM 166 


0 


SER A 


15 131.665 


ATOM 167 


CB 


SER A 


15 134.272 


ATOM 168 


OG 


SER A 


15 134.250 


ATOM 169 


H 


SER A 


15 134.729 


ATOM 170 


HA 


SER A 


15 132.810 


ATOM 171 


1HB 


SER A 


15 135.300 


ATOM 172 


2HB 


SER A 


15 133.775 


ATOM 173 


HG 


SER A 


15 133.395 


ATOM 174 


N 


HIS A 


16 133.700 


ATOM 175 


CA 


HIS A 


16 133.181 


ATOM 176 


C 


HIS A 


16 133.957 


ATOM 177 


0 


HIS A 


16 133.368 


ATOM 178 


CB 


HIS A 


16 133.256 


ATOM 179 


CG 


HIS A 


16 132.082 


ATOM 180 


ND1 


HIS A 


16 130.777 


ATOM 181 


CD2 


HIS A 


16 132.021 


ATOM 182 


CE1 


HIS A 


16 129.965 


ATOM 183 


NE2 


HIS A 


16 130.694 


ATOM 184 


H 


HIS A 


16 134.668 


ATOM 185 


HA 


HIS A 


16 132.148 


ATOM 186 


1HB 


HIS A 


16 134.147 



7.657 -5.007 1.00 0.00 
7.919 -2.047 1.00 0.00 
6.370 -2.691 1.00 0.00 
8.959 -1.367 1.00 0.00 
9.169 -2.249 1.00 0.00 
6.046 -3.127 1.00 0.00 
4.939 -3.117 1.00 0.00 
4.813 -1.754 1.00 0.00 
4.742 -1.661 1.00 0.00 
3.631 -3.474 1.00 0.00 
3.404 -4.872 1.00 0.00 
6.499 -2.284 1.00 0.00 
5.145 -3.860 1.00 0.00 
3.679 -3.146 1.00 0.00 
2.810 -2.979 1.00 0.00 
3.050 -5.126 1.00 0.00 
4.782 -0.700 1.00 0.00 
4.663 0.658 1.00 0.00 
5.561 1.616 1.00 0.00 
6.325 2.381 1.00 0.00 
3.209 1.128 1.00 0.00 
2.382 0.704 1.00 0.00 
2.815 0.814 1.00 0.00 
1.141 0.165 1.00 0.00 
1.876 0.363 1.00 0.00 
0.851 -0.037 1.00 0.00 
4.842 -0.839 1.00 0.00 
4.976 0.646 1.00 0.00 
2.752 0.723 1.00 0.00 
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ATOM 187 2HB HIS A 16 133.305 3.190 2.207 1.00 0.00 

ATOM 188 HD1 HIS A 16 130.490 3.681 1.170 1.00 0.00 

ATOM 189 HD2 HIS A 16 132.860 0.498 -0.063 1.00 0.00 

ATOM 190 HE1 HIS A 16 128.886 1.937 0.326 1.00 0.00 

ATOM 191 HE2 HIS A 16 130.349 0.055 -0.493 1.00 0.00 

ATOM 192 N GLY A 17 135.281 5.462 1.570 1.00 0.00 

ATOM 193 CA GLY A 17 136.116 6.270 2.439 1.00 0.00 

ATOM 194 C GLY A 17 137.527 5.730 2.556 1.00 0.00 

ATOM 195 0 GLY A 17 137.929 5.249 3.616 1.00 0.00 

ATOM 196 H GLY A 17 135.695 4.835 0.940 1.00 0.00 

ATOM 197 1HA GLY A 17 136.159 7.275 2.045 1.00 0.00 

ATOM 198 2HA GLY A 17 135.670 6.300 3.423 1.00 0.00 

ATOM 199 N LEU A 18 138.281 5.808 1.465 1.00 0.00 

ATOM 200 CA LEU A 18 139.656 5.322 1.450 1.00 0.00 

ATOM 201 C LEU A 18 140.620 6.402 1.933 1.00 0.00 

ATOM 202 0 LEU A 18 141.030 7.271 1.163 1.00 0.00 

ATOM 203 CB LEU A 18 140.044 4.868 0.0411.00 0.00 

ATOM 204 CG LEU A 18 139.195 3.731 -0.529 1.00 0.00 

ATOM 205 CD1 LEU A 18 139.488 3.537 -2.008 1.00 0.00 

ATOM 206 CD2 LEU A 18 139.449 2.442 0.239 1.00 0.00 

ATOM 207 H LEU A 18 137.904 6.201 0.650 1.00 0.00 

ATOM 208 HA LEU A 18 139.716 4.477 2.119 1.00 0.00 

ATOM 209 1HB LEU A 18 139.963 5.717 -0.622 1.00 0.00 

ATOM 210 2HB LEU A 18 141.073 4.545 0.060 1.00 0.00 

ATOM 211 HG LEU A 18 138.150 3.983 -0.427 1.00 0.00 

ATOM 212 1HD1 LEU A 18 139.057 4.351 -2.571 1.00 0.00 

ATOM 213 2HD1 LEU A 18 139.059 2.603 -2.3411.00 0.00 

ATOM 214 3HD1 LEU A 18 140.556 3.519 -2.165 1.00 0.00 

ATOM 215 1HD2 LEU A 18 138.540 1.857 0.270 1.00 0.00 
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ATOM 216 
ATOM 217 
ATOM 218 
ATOM 219 
ATOM 220 
ATOM 221 
ATOM 222 
ATOM 223 
ATOM 224 
ATOM 225 
ATOM 226 
ATOM 227 
ATOM 228 
ATOM 229 
ATOM 230 
ATOM 231 
ATOM 232 
ATOM 233 
ATOM 234 
ATOM 235 
ATOM 236 
ATOM 237 
ATOM 238 
ATOM 239 
ATOM 240 
ATOM 241 
ATOM 242 
ATOM 243 
ATOM 244 



2HD2 LEU A 18 139. 758 
3HD2 LEU A 18 140. 225 
N GLU A 19 140. 977 
CA GLU A 19 141.893 
C GLU A 19 142. 846 
0 GLU A 19 142.725 
CB GLU A 19 141. 110 
CG GLU A 19 140. 122 
CD GLU A 19 140.471 
0E1 GLU A 19 140. 621 
0E2 GLU A 19 140. 593 
H GLU A 19 140. 616 
HA GLU A 19 142.469 
1HB GLU A 19 141.808 
2HB GLU A 19 140.561 
1HG GLU A 19 139. 139 
2HG GLU A 19 140. 114 
N VAL A 20 143.793 
CA VAL A 20 144.767 
C VAL A 20 144.077 
0 VAL A 20 143. 175 
CB VAL A 20 145.752 
CGI VAL A 20 146.849 
CG2 VAL A 20 146.345 
H VAL A 20 143. 838 
HA VAL A 20 145.330 
HB VAL A 20 145. 208 
1HG1 VAL A 20 147.749 
2HG1 VAL A 20 147.046 



2.678 1.246 1.00 0.00 
1.876 -0.253 1.00 0.00 

6.339 3.211 1.00 0.00 

7.311 3.797 1.00 0.00 

6.637 4.778 1.00 0.00 

5.444 5.056 1.00 0.00 

8.417 4.507 1.00 0.00 

7.896 5.539 1.00 0.00 

8.328 6.951 1.00 0.00 

7.444 7.820 1.00 0.00 

9.548 7.186 1.00 0.00 

5.622 3.774 1.00 0.00 

7.748 2.995 1.00 0.00 

9.073 5.005 1.00 0.00 

8.984 3.769 1.00 0.00 

8.272 5.298 1.00 0.00 

6.817 5.499 1.00 0.00 

7.409 5.300 1.00 0.00 

6.887 6.251 1.00 0.00 

6.297 7.478 1.00 0.00 

6.909 8.049 1.00 0.00 

7.981 6.705 1.00 0.00 

7.389 7.575 1.00 0.00 

8.696 5.500 1.00 0.00 

8.353 5.041 1.00 0.00 

6.108 5.758 1.00 0.00 

8.705 7.294 1.00 0.00 

7.978 7.472 1.00 0.00 

6.373 7.266 1.00 0.00 
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ATOM 245 
ATOM 246 
ATOM 247 
ATOM 248 
ATOM 249 
ATOM 250 
ATOM 251 
ATOM 252 
ATOM 253 
ATOM 254 
ATOM 255 
ATOM 256 
ATOM 257 
ATOM 258 
ATOM 259 
ATOM 260 
ATOM 261 
ATOM 262 
ATOM 263 
ATOM 264 
ATOM 265 
ATOM 266 
ATOM 267 
ATOM 268 
ATOM 269 
ATOM 270 
ATOM 271 
ATOM 272 
ATOM 273 



3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N GLY A 
CA GLY A 
C GLY A 
0 GLY A 
H GLY A 
1HA GLY A 
2HA GLY A 
N SER A 
CA SER A 
C SER A 
0 SER A 
CB SER A 
OG SER A 
H SER A 
HA SER A 
1HB SER A 
2HB SERA 
HG SER A 



N LEU A 
CA LEU A 
LEU A 
LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 



C 
0 



20 146.532 
20 146.395 
20 147.339 

20 145.722 

21 144.509 
21 143.922 
21 142.847 
21 142.616 
21 145.231 
21 144.700 

21 143.486 

22 142.190 
22 141.135 
22 141.722 
22 142.824 
22 140.164 
22 139.411 
22 142.420 
22 140.599 
22 140.721 
22 139.484 

22 139.102 

23 140.979 
23 141.426 
23 140.955 
23 139.917 
23 140.909 
23 141.123 
23 140.024 



7.395 8.609 1.00 0.00 

8.014 4.665 1.00 0.00 

9.044 5.741 1.00 0.00 

9.539 5.239 1.00 0.00 

5.104 7.877 1.00 0.00 

4.453 9.033 1.00 0.00 

3.454 8.652 1.00 0.00 
2.479 9.367 1.00 0.00 
4.664 7.383 1.00 0.00 
3.939 9.577 1.00 0.00 
5.205 9.674 1.00 0.00 
3.695 7.523 1.00 0.00 
2.808 7.047 1.00 0.00 
1.621 6.290 1.00 0.00 
1.701 5.748 1.00 0.00 
3.572 6.146 1.00 0.00 
4.514 6.891 1.00 0.00 
4.488 6.996 1.00 0.00 
2.440 7.909 1.00 0.00 
4.097 5.384 1.00 0.00 
2.874 5.679 1.00 0.00 
4.107 7.703 1.00 0.00 
0.519 6.258 1.00 0.00 

-0.685 5.568 1.00 0.00 

-0.688 4.116 1.00 0.00 

-0.113 3.790 1.00 0.00 

-1.932 6.287 1.00 0.00 

-1.943 7.801 1.00 0.00 

-2.738 8.489 1.00 0.00 
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ATOM 274 
ATOM 275 
ATOM 276 
ATOM 277 
ATOM 278 
ATOM 279 
ATOM 280 
ATOM 281 
ATOM 282 
ATOM 283 
ATOM 284 
ATOM 285 
ATOM 286 
ATOM 287 
ATOM 288 
ATOM 289 
ATOM 290 
ATOM 291 
ATOM 292 
ATOM 293 
ATOM 294 
ATOM 295 
ATOM 296 
ATOM 297 
ATOM 298 
ATOM 299 
ATOM 300 
ATOM 301 
ATOM 302 



CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N ALA A 



CA 
C 
0 
CB 
H 
HA 



ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
1HB ALA A 
2HB ALA A 
3HB ALA A 
N GLU A 
CA GLU A 
GLU A 
GLU A 
CB GLU A 
CG GLU A 
CD GLU A 



C 
0 



23 142.490 
23 140.110 
23 142.506 
23 139.849 
23 141.406 
23 141.084 
23 139.188 
23 140.403 
23 139.702 
23 143.155 
23 142.394 

23 142.893 

24 141.724 
24 141.385 
24 142.041 
24 143.016 
24 141.802 
24 142.540 
24 140.313 
24 140.980 
24 142.068 

24 142.652 

25 141.498 
25 142.029 
25 142.552 
25 142.262 
25 140.950 
25 141.492 
25 140.474 



-2.518 8.139 1.00 0.00 

0.516 6.709 1.00 0.00 

-0.694 5.583 1.00 0.00 

-2.019 6.092 1.00 0.00 

-2.795 5.869 1.00 0.00 

-0.930 8.171 1.00 0.00 

-2.087 8.700 1.00 0.00 

-3.150 9.412 1.00 0.00 

-3.541 7.843 1.00 0.00 

-2.385 7.298 1.00 0.00 

-3.570 8.361 1.00 0.00 

-2.004 9.000 1.00 0.00 

-1.339 3.251 1.00 0.00 

-1.418 1.835 1.00 0.00 

-2.628 1.179 1.00 0.00 

-3.174 1.693 1.00 0.00 

-0.139 1.123 1.00 0.00 

-1.778 3.572 1.00 0.00 

-1.513 1.755 1.00 0.00 

0.563 1.133 1.00 0.00 

-0.367 0.101 1.00 0.00 
0.294 1.628 1.00 0.00 
-3.042 0.039 1.00 0.00 

-4.188 -0.691 1.00 0.00 

-3.765 -2.060 1.00 0.00 

-2.666 -2.533 1.00 0.00 

-5.261 -0.853 1.00 0.00 

-6.603 -1.318 1.00 0.00 

-7.720 -1.184 1.00 0.00 
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ATOM 303 
ATOM 304 
ATOM 305 
ATOM 306 
ATOM 307 
ATOM 308 
ATOM 309 
ATOM 310 
ATOM 311 
ATOM 312 
ATOM 313 
ATOM 314 
ATOM 315 
ATOM 316 
ATOM 317 
ATOM 318 
ATOM 319 
ATOM 320 
ATOM 321 
ATOM 322 
ATOM 323 
ATOM 324 
ATOM 325 
ATOM 326 
ATOM 327 
ATOM 328 
ATOM 329 
ATOM 330 
ATOM 331 



0E1 GLU A 

0E2 GLU A 

H GLU A 

HA GLU A 

1HB GLU A 

2HB GLU A 

1HG GLU A 

2HG GLU A 

N VAL A 



CA 
C 
0 
CB 



25 139.261 -7.428 
25 140.891 -8.886 
25 140.721 -2.564 
25 142.847 -4.597 
25 140.457 -5.406 
25 140.225 -4.919 
25 141.779 -6.522 

25 142.358 -6.852 

26 143.325 -4.643 
26 143.887 -4.358 
26 143.611 -5.497 
26 143.746 -6.670 
26 145.407 -4.122 
26 145.941 -3.628 
26 145.737 -3.136 
26 143.521 -5.503 
26 143.423 -3.457 
26 145.887 -5.062 
26 145.299 -3.976 
26 146.941 -4.011 
26 145.966 -2.549 
26 145.399 -2.150 
26 146.805 -3.118 

26 145.242 -3.441 

27 143.225 -5.144 
LYS A 27 142.931 -6.138 
LYS A 27 144. 213 -6. 784 
LYS A 27 144.796 -6.331 
LYS A 27 142.165 -5.494 



VAL A 
VAL A 
VAL A 
VAL A 
CGI VAL A 
CG2 VAL A 
H VAL A 
HA VAL A 
HB VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N LYS A 
CA 
C 
0 

CB 



-1.239 1.00 0.00 
-1.025 1.00 0.00 
-0.322 1.00 0.00 
-0.116 1.00 0.00 
0.097 1.00 0.00 
-1.576 1.00 0.00 
-2.355 1.00 0.00 
-0.724 1.00 0.00 
-2.692 1.00 0.00 
-4.006 1.00 0.00 
-4.981 1.00 0.00 
-4.634 1.00 0.00 
-3.927 1.00 0.00 
-5.263 1.00 0.00 
-2.817 1.00 0.00 
-2.264 1.00 0.00 
-4.380 1.00 0.00 
-3.699 1.00 0.00 
-6.058 1.00 0.00 
-5.414 1.00 0.00 
-5.265 1.00 0.00 
-3.097 1.00 0.00 
-2.657 1.00 0.00 
-1.907 1.00 0.00 
-6.202 1.00 0.00 
-7.228 1.00 0.00 
-7.743 1.00 0.00 
-8.729 1.00 0.00 
-8.386 1.00 0.00 
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ATOM 332 
ATOM 333 
ATOM 334 
ATOM 335 
ATOM 336 
ATOM 337 
ATOM 338 
ATOM 339 
ATOM 340 
ATOM 341 
ATOM 342 
ATOM 343 
ATOM 344 
ATOM 345 
ATOM 346 
ATOM 347 
ATOM 348 
ATOM 349 
ATOM 350 
ATOM 351 
ATOM 352 
ATOM 353 
ATOM 354 
ATOM 355 
ATOM 356 
ATOM 357 
ATOM 358 
ATOM 359 
ATOM 360 



CG LYS A 
CD LYS A 
CE LYS A 
NZ LYS A 
H LYS A 
HA LYS A 
1HB LYS A 
2HB LYS A 
1HG LYS A 
2HG LYS A 
1HD LYS A 
2HD LYS A 
1HE LYS A 
2HE LYS A 
1HZ LYS A 
2HZ LYS A 
3HZ LYS A 
N GLU A 



CA 
C 
0 
CB 
CG 
CD 



GLU A 
GLU A 
GLU A 
GLU A 
GLU A 
GLU A 
0E1 GLU A 
0E2 GLU A 
H GLU A 
HA GLU A 
1HB GLU A 



27 140.656 
27 139.937 
27 138.651 
27 137.511 
27 143.137 
27 142.313 
27 142.417 
27 142.466 
27 140.374 
27 140.361 
27 140.588 
27 139.699 
27 138.411 
27 138.807 
27 137.204 
27 137.797 

27 136.711 

28 144.647 
28 145.860 
28 145.671 
28 144.752 
28 147.042 
28 148.215 
28 149.010 
28 149.929 
28 148.712 
28 144.138 
28 146.062 
28 146.707 



-5.617 
-4. 761 
-4. 173 
-4.327 
-4. 192 
-6.901 
-4.445 
-5.968 
-6.649 
-5.297 
-3.954 
-5.372 • 
-4.677 
-3. 121 
-5.320 
-4.036 
-3.737 
-7.844 
-8. 555 
-10. 063 
-10. 520 
-8. 086 
-7. 571 
-8. 687 
-9.220 
-9.029 
-8. 155 
-8. 326 
-7. 291 



-8.258 1.00 0.00 
-9.289 1.00 0.00 
-8.729 1.00 0.00 
-9.674 1.00 0.00 
-6.420 1.00 0.00 
-6.780 1.00 0.00 
-8.430 1.00 0.00 
-9.309 1.00 0.00 
-8.404 1.00 0.00 
-7.270 1.00 0.00 
-9.590 1.00 0.00 
-10.146 1.00 0.00 
-7.804 1.00 0.00 
-8.533 1.00 0.00 
-9.704 1.00 0.00 
-10.630 1.00 0.00 
-9.369 1.00 0.00 
-7.069 1.00 0.00 
-7.456 1.00 0.00 
-7.313 1.00 0.00 
-6.634 1.00 0.00 
-6.602 1.00 0.00 
-7.419 1.00 0.00 
-8.068 1.00 0.00 
-7.412 1.00 0.00 
-9.231 1.00 0.00 
-6.291 1.00 0.00 
-8.491 1.00 0.00 
-5.952 1.00 0.00 
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ATOM 361 


2HB 


GLU A 


ATOM 362 


1HG 


GLU A 


ATOM 363 


2HG 


GLU A 


ATOM 364 


N 


ASN A 


ATOM 365 


CA 


ASN A 


ATOM 366 


C 


ASN A 


ATOM 367 


0 


ASN A 


ATOM 368 


CB 


ASN A 


ATOM 369 


CG 


ASN A 


ATOM 370 


0D1 


ASN A 


ATOM 371 


ND2 


ASN A 


ATOM 372 


H 


ASN A 


ATOM 373 


HA 


ASN A 


ATOM 374 


1HB 


ASN A 


ATOM 375 


2HB 


ASN A 


ATOM 376 


1HD2 


ASN A 


ATOM 377 


2HD2 ASN A 


ATOM 378 


N 


PRO A 


ATOM 379 


CA 


PRO A 


ATOM 380 


C 


PRO A 


ATOM 381 


0 


PRO A 


ATOM 382 


CB 


PRO A 


ATOM 383 


CG 


PRO A 


ATOM 384 


CD 


PRO A 


ATOM 385 


HA 


PRO A 


ATOM 386 


1HB 


PRO A 


ATOM 387 


2HB 


PRO A 


ATOM 388 


1HG 


PRO A 


ATOM 389 


2HG 


PRO A 



28 147.387 -8.911 
28 147.840 -6.920 

28 148.872 -7.011 

29 146.545 -10.831 
29 146.468 -12.286 
29 146.578 -12.786 
29 145.726 -13.544 
29 147.560 -12.922 
29 147.714 -12.234 
29 146.896 -12.416 
29 148.768 -11.437 
29 147.257 -10.409 
29 145.504 -12.576 
29 148.502 -12.869 
29 147.312 -13.959 
29 149.378 -11.340 

29 148.892 -10.980 

30 147.627 -12.366 
30 147.823 -12.783 
30 146.865 -12.075 
30 146.976 -10.868 
30 149.265 -12.367 
30 149.496 -11.195 
30 148.698 -11.457 
30 147.725 -13.853 
30 149.365 -12.102 
30 149.933 -13.180 
30 149.150 -10.293 
30 150.546 -11.115 



-5.996 1.00 0.00 
-8.194 1.00 0.00 
-6.768 1.00 0.00 
-7.956 1.00 0.00 
-7.898 1.00 0.00 
-6.458 1.00 0.00 
-5.994 1.00 0.00 
-8.764 1.00 0.00 
10.106 1.00 0.00 
11.008 1.00 0.00 
10.245 1.00 0.00 
-8.482 1.00 0.00 
-8.288 1.00 0.00 
-8.243 1.00 0.00 
-8.939 1.00 0.00 
-9.485 1.00 0.00 
-11.102 1.00 0.00 
-5.721 1.00 0.00 
-4.329 1.00 0.00 
-3.372 1.00 0.00 
-3.155 1.00 0.00 
-4.042 1.00 0.00 
-4.930 1.00 0.00 
-6.179 1.00 0.00 
-4.217 1.00 0.00 
-2.999 1.00 0.00 
-4.280 1.00 0.00 
-4.446 1.00 0.00 
-5.167 1.00 0.00 
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# 



ATOM 


390 


1HD 


PRO 


A 


30 


148. 286 


-10. 535 


ATOM 


391 


2HD 


PRO 


A 


30 


149.316 


-11.932 


ATOM 


392 


N 


PRO 


A 


31 


145. 906 


-12.813 


ATOM 


393 


CA 


PRO 


A 


31 


144. 930 


-12. 241 


ATOM 


394 


C 


PRO 


A 


31 


145. 590 


-11.713 


ATOM 


395 


0 


PRO 


A 


31 


145. 765 


-12.448 


ATOM 


396 


CB 


PRO 


A 


31 


144.001 


-13.417 


ATOM 


397 


CG 


PRO 


A 


31 


144. 257 


-14. 435 


ATOM 


398 


CD 


PRO 


A 


31 


145. 692 


-14.255 


ATOM 


399 


HA 


PRO 


A 


31 


144. 361 


-11.448 


ATOM 


400 


1HB 


PRO 


A 


31 


144. 239 


-13. 801 


ATOM 


401 


2HB 


PRO 


A 


31 


142. 973 


-13.082 


ATOM 


402 


1HG 


PRO 


A 


31 


144. 100 


-15.427 


ATOM 


403 


2HG 


PRO 


A 


31 


143. 607 


-14. 259 


ATOM 


404 


1HD 


PRO 


A 


31 


146. 340 


-14. 834 


ATOM 


405 


2HD 


PRO 


A 


31 


145. 834 


-14. 531 


ATOM 


406 


N 


PHE 


A 


32 


145. 952 


-10. 435 


ATOM 


407 


CA 


PHE 


A 


32 


146. 592 


-9. 808 


ATOM 


408 


C 


PHE 


A 


32 


145. 757 


-8. 643 


ATOM 


409 


0 


PHE 


A 


32 


145. 181 


-7. 883 


ATOM 


410 


CB 


PHE 


A 


32 


147. 994 


-9. 321 


ATOM 


411 


CG 


PHE 


A 


32 


148. 015 


-8. 391 


ATOM 


412 


CD1 


PHE 


A 


32 


148. 523 


-8. 809 


ATOM 


413 


CD2 


PHE 


A 


32 


147. 527 


-7. 099 


ATOM 


414 


CE1 


PHE 


A 


32 


148. 543 


-7. 956 


ATOM 


415 


CE2 


PHE 


A 


32 


147. 545 


-6.241 


ATOM 


416 


CZ 


PHE 


A 


32 


148. 055 


-6. 671 


ATOM 


417 


H 


PHE 


A 


32 


145. 786 


-9. 899 


ATOM 


418 


HA 


PHE 


A 


32 


146. 674 


-10. 552 



-6.561 1.00 0.00 
-6.923 1.00 0.00 
-2.784 1.00 0.00 
-1.850 1.00 0.00 
-0.581 1.00 0.00 

0.391 1.00 0.00 
-1.519 1.00 0.00 
-2.578 1.00 0.00 
-2.980 1.00 0.00 
-2.313 1.00 0.00 
-0.538 1.00 0.00 
-1.537 1.00 0.00 
-2.181 1.00 0.00 
-3.422 1.00 0.00 
-2.339 1.00 0.00 
-4.014 1.00 0.00 
-0.595 1.00 0.00 

0.557 1.00 0.00 

1.076 1.00 0.00 

0.297 1.00 0.00 

0.186 1.00 0.00 
-0.994 1.00 0.00 
-2.213 1.00 0.00 
-0.882 1.00 0.00 
-3.300 1.00 0.00 
-1.966 1.00 0.00 
-3.176 1.00 0.00 
-1.399 1.00 0.00 

1.335 1.00 0.00 

ffi!E# 2003-3083148 



#0 2002-236129 



s<-z? : 1000/ 



ATOM 419 
ATOM 420 
ATOM 421 
ATOM 422 
ATOM 423 
ATOM 424 
ATOM 425 
ATOM 426 
ATOM 427 
ATOM 428 
ATOM 429 
ATOM 430 
ATOM 431 
ATOM 432 
ATOM 433 
ATOM 434 
ATOM 435 
ATOM 436 
ATOM 437 
ATOM 438 
ATOM 439 
ATOM 440 
ATOM 441 
ATOM 442 
ATOM 443 
ATOM 444 
ATOM 445 
ATOM 446 
ATOM 447 



1HB PHE A 
2HB PHE A 
HD1 PHE A 
HD2 PHE A 
HE1 PHE A 
HE2 PHE A 
HZ PHE A 
N TYR A 
CA TYR A 
C TYR A 
0 TYR A 
CB TYR A 
CG TYR A 
CD1 TYR A 
CD2 TYR A 
CE1 TYR A 
CE2 TYR A 
CZ TYR A 
OH TYR A 
H TYR A 
HA TYR A 
1HB TYR A 
2HB TYR A 
HD1 TYR A 
HD2 TYR A 
HE1 TYR A 
HE2 TYR A 
HH TYR A 
N GLY A 



32 148.419 
32 148.613 - 
32 148.905 
32 147.129 
32 148.943 
32 147.161 

32 148.069 

33 145.693 
33 144.927 
33 145.848 
33 146.851 
33 143.897 
33 142.585 
33 142.091 
33 141.841 
33 140.893 
33 140.642 
33 140.173 
33 138.979 
33 146.173 
33 144.409 
33 144.302 
33 143.691 
33 142.658 
33 142.212 
33 140.525 
33 140.079 

33 139.062 

34 145.499 



-8.797 1.029 1.00 0.00 
10.174 -0.051 1.00 0.00 
-9.814 -2.311 1.00 0.00 
-6.763 0.063 1.00 0.00 
-8.294 -4.245 1.00 0.00 
-5.236 -1.866 1.00 0.00 
-6.002 -4.024 1.00 0.00 
-8.510 2.396 1.00 0.00 
-7.438 3.020 1.00 0.00 
-6.469 3.756 1.00 0.00 
-6.875 4.343 1.00 0.00 
-8.017 3.993 1.00 0.00 
-8.384 3.336 1.00 0.00 
-9.681 3.404 1.00 0.00 
-7.434 2.647 1.00 0.00 
-10.021 2.806 1.00 0.00 
-7.766 2.047 1.00 0.00 
-9.060 2.128 1.00 0.00 
-9.394 1.531 1.00 0.00 
-9.148 2.965 1.00 0.00 
-6.901 2.240 1.00 0.00 
-8.910 4.446 1.00 0.00 
-7.290 4.764 1.00 0.00 
-10.432 3.937 1.00 0.00 
-6.422 2.585 1.00 0.00 
-11.034 2.870 1.00 0.00 
-7.013 1.516 1.00 0.00 
-10.249 1.103 1.00 0.00 
-5.187 3.720 1.00 0.00 



mffiE# 2003-3083148 



2002-236129 



^-v : 1001/ 



ATOM 448 
ATOM 449 
ATOM 450 
ATOM 451 
ATOM 452 
ATOM 453 
ATOM 454 
ATOM 455 
ATOM 456 
ATOM 457 
ATOM 458 
ATOM 459 
ATOM 460 
ATOM 461 
ATOM 462 
ATOM 463 
ATOM 464 
ATOM 465 
ATOM 466 
ATOM 467 
ATOM 468 
ATOM 469 
ATOM 470 
ATOM 471 
ATOM 472 
ATOM 473 
ATOM 474 
ATOM 475 
ATOM 476 



CA GLY A 
C GLY A 
0 GLY A 
H GLY A 
1HA GLY A 
2HA GLY A 
N VAL A 
CA VAL A 
C VAL A 
0 VAL A 
CB VAL A 
CGI VAL A 
CG2 VAL A 
H VAL A 
HA VAL A 
HB VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 
3HG2 VAL A 
N ILE A 



ILE A 
ILE A 
ILE A 
ILE A 
CGI ILE A 
CG2 ILE A 



CA 
C 
0 

CB 



34 146.305 
34 145.514 
34 144.341 
34 144.688 
34 146.698 

34 147.129 

35 146.158 
35 145.509 
35 146.233 
35 147.455 
35 145.454 
35 146.856 
35 144.668 
35 147.092 
35 144.496 
35 144.943 
35 147.558 
35 146.884 
35 147.122 
35 144.784 
35 143.623 

35 145.041 

36 145.471 
36 146.040 
36 146.923 
36 146.554 
36 144.940 
36 143.946 
36 145.556 



-4.181 4.387 1.00 0.00 

-2.932 4.719 1.00 0.00 

-2.817 4.363 1.00 0.00 

-4.922 3.237 1.00 0.00 

-4.599 5.303 1.00 0.00 

-3.912 3.744 1.00 0.00 

-1.992 5.406 1.00 0.00 

-0.744 5.787 1.00 0.00 

0.457 5.185 1.00 0.00 

0.447 5.037 1.00 0.00 

-0.586 7.320 1.00 0.00 

-0.544 7.909 1.00 0.00 

0.660 7.704 1.00 0.00 

-2.143 5.661 1.00 0.00 

-0.767 5.412 1.00 0.00 

-1.445 7.731 1.00 0.00 

-0.950 7.195 1.00 0.00 

-1.131 8.815 1.00 0.00 

0.479 8.134 1.00 0.00 

0.847 8.761 1.00 0.00 

0.511 7.476 1.00 0.00 

1.506 7.146 1.00 0.00 

1.489 4.839 1.00 0.00 

2.697 4.254 1.00 0.00 

3.427 5.259 1.00 0.00 

3.588 6.423 1.00 0.00 

3.656 3.758 1.00 0.00 

2.911 2.864 1.00 0.00 

4.830 3.011 1.00 0.00 



|±SiE# 2003-3083148 



mm. 2002-236129 



ti-y : 1002/ 



ATOM 477 


CD1 


ILE A 


ATOM 478 


H 


ILE A 


ATOM 479 


HA 


ILE A 


ATOM 480 


HB 


ILE A 


ATOM 481 


1HG1 


ILE A 


ATOM 482 


2HG1 


ILE A 


ATOM 483 


1HG2 


ILE A 


ATOM 484 


2HG2 


ILE A 


ATOM 485 


3HG2 


ILE A 


ATOM 486 


1HD1 


ILE A 


ATOM 487 


2HD1 


ILE A 


ATOM 488 


3HD1 


ILE A 


ATOM 489 


N 


ARG A 


ATOM 490 


CA 


ARG A 


ATOM 491 


C 


ARG A 


ATOM 492 


0 


ARG A 


ATOM 493 


CB 


ARG A 


ATOM 494 


CG 


ARG A 


ATOM 495 


CD 


ARG A 


ATOM 496 


NE 


ARG A 


ATOM 497 


CZ 


ARG A 


ATOM 498 


NH1 


ARG A 


ATOM 499 


NH2 


ARG A 


ATOM 500 


H 


ARG A 


ATOM 501 


HA 


ARG A 


ATOM 502 


1HB 


ARG A 


ATOM 503 


2HB 


ARG A 


ATOM 504 


1HG 


ARG A 


ATOM 505 


2HG 


ARG A 



36 142.842 3.792 

36 144.502 1.437 

36 146.642 2.404 

36 144.417 4.045 

36 144.475 2.488 

36 143.487 2.116 

36 145.023 5.736 

36 145.488 4.655 

36 146.593 4.933 

36 142.744 3.629 

36 143.084 4.828 

36 141.911 3.546 

37 148.092 3.867 
37 149.029 4.580 
37 149.269 5.996 
37 148.892 6.972 
37 150.356 3.822 
37 150.197 2.352 
37 150.021 2.156 
37 148.758 2.713 
37 148.512 3.000 
37 149.439 2.784 
37 147.338 3.504 
37 148.330 3.708 
37 148.597 4.635 
37 150.853 3.888 
37 150.978 4.286 
37 149.327 1.962 
37 151.077 1.817 



2.320 1.00 0.00 
4.982 1.00 0.00 
3.405 1.00 0.00 
4.620 1.00 0.00 
2.024 1.00 0.00 
3.433 1.00 0.00 
3.261 1.00 0.00 
1.947 1.00 0.00 
3.293 1.00 0.00 
1.256 1.00 0.00 
2.505 1.00 0.00 
2.810 1.00 0.00 
4.803 1.00 0.00 
5.663 1.00 0.00 
5.154 1.00 0.00 
5.803 1.00 0.00 
5.743 1.00 0.00 

6.097 1.00 0.00 

7.594 1.00 0.00 

8.076 1.00 0.00 

9.352 1.00 0.00 
10.277 1.00 0.00 

9.704 1.00 0.00 

3.865 1.00 0.00 

6.651 1.00 0.00 

4.786 1.00 0.00 

6.494 1.00 0.00 

5.589 1.00 0.00 

5.773 1.00 0.00 

ttiiE# 2003-3083148 



mm 2002-236129 



^-v : 1003/ 



ATOM 506 


1HD 


ARG A 


37 150.043 


ATOM 507 


2HD 


ARG A 


37 150.836 


ATOM 508 


HE 


ARG A 


37 148.056 


ATOM 509 


1HH1 ARG A 


37 150.326 


ATOM 510 


2HH1 ARG A 


37 149.249 


ATOM 511 


1HH2 ARG A 


37 146.636 


ATOM 512 


2HH2 ARG A 


37 147.153 


ATOM 513 


N 


TRP A 


38 149.898 


ATOM 514 


CA 


TRP A 


38 150.187 


ATOM 515 


C 


TRP A 


38 149.545 


ATOM 516 


0 


TRP A 


38 149.685 


ATOM 517 


CB 


TRP A 


38 151.700 


ATOM 518 


CG 


TRP A 


38 152.081 


ATOM 519 


CD1 


TRP A 


38 152.290 


ATOM 520 


CD2 


TRP A 


38 152.288 


ATOM 521 


NE1 


TRP A 


38 152.615 


ATOM 522 


CE2 


TRP A 


38 152.621 


ATOM 523 


CE3 


TRP A 


38 152.226 


ATOM 524 


CZ2 


TRP A 


38 152.890 


ATOM 525 


CZ3 


TRP A 


38 152.494 


ATOM 526 


CH2 


TRP A 


38 152.823 


ATOM 527 


H 


TRP A 


38 150.175 


ATOM 528 


HA 


TRP A 


38 149.770 


ATOM 529 


1HB 


TRP A 


38 152.106 


ATOM 530 


2HB 


TRP A 


38 152.152 


ATOM 531 


HD1 


TRP A 


38 152.207 


ATOM 532 


HE1 


TRP A 


38 152.812 


ATOM 533 


HE3 


TRP A 


38 151.975 


ATOM 534 


HZ2 


TRP A 


38 153.142 



I. 100 7.811 1.00 0.00 
2.645 8.106 1.00 0.00 
2.880 7.413 1.00 0.00 

2.403 10.019 1.00 0.00 
3.002 11.235 1.00 0.00 
3.668 9.010 1.00 0.00 
3.719 10.663 1.00 0.00 
6.105 3.988 1.00 0.00 

7.404 3.394 1.00 0.00 
7.532 2.015 1.00 0.00 
6.650 1.169 1.00 0.00 
7.620 3.290 1.00 0.00 
8.807 2.453 1.00 0.00 

10.084 2.887 1.00 0.00 

8.824 1.036 1.00 0.00 

10.894 1.826 1.00 0.00 

10.144 0.679 1.00 0.00 

7.851 0.035 1.00 0.00 

10.514 -0.637 1.00 0.00 

8.218 -1.270 1.00 0.00 

9.540 -1.596 1.00 0.00 

5.290 3.516 1.00 0.00 

8.163 4.041 1.00 0.00 

7.768 4.280 1.00 0.00 

6.742 2.850 1.00 0.00 

10.398 3.917 1.00 0.00 

II. 853 1.882 1.00 0.00 
6.827 0.266 1.00 0.00 

11.529 -0.906 1.00 0.00 



£BfE# 2003-3083148 



#0 2002-236129 



: 1004/ 



ATOM 535 


HZ3 


TRP A 


ATOM 536 


HH2 


TRP A 


ATOM 537 


N 


ILE A 


ATOM 538 


CA 


ILE A 


ATOM 539 


C 


ILE A 


ATOM 540 


0 


ILE A 


ATOM 541 


CB 


ILE A 


ATOM 542 


CGI 


ILE A 


ATOM 543 


CG2 


ILE A 


ATOM 544 


CD1 


ILE A 


ATOM 545 


H 


ILE A 


ATOM 546 


HA 


ILE A 


ATOM 547 


HB 


ILE A 


ATOM 548 


1HG1 


ILE A 


ATOM 549 


2HG1 


ILE A 


ATOM 550 


1HG2 ILE A 


ATOM 551 


2HG2 ILE A 


ATOM 552 


3HG2 ILE A 


ATOM 553 


1HD1 


ILE A 


ATOM 554 


2HD1 


ILE A 


ATOM 555 


3HD1 


ILE A 


ATOM 556 


N 


GLY A 


ATOM 557 


CA 


GLY A 


ATOM 558 


C 


GLY A 


ATOM 559 


0 


GLY A 


ATOM 560 


H 


GLY A 


ATOM 561 


1HA 


GLY A 


ATOM 562 


2HA 


GLY A 


ATOM 563 


N 


GLN A 



38 152.451 

38 153.025 

39 148.851 
39 148.196 
39 148.696 
39 148.342 
39 146.665 
39 146.155 
39 145.997 
39 144.700 
39 148.784 
39 148.436 
39 146.419 
39 146.267 
39 146.741 
39 144.932 
39 146.186 
39 146.398 
39 144.343 
39 144.601 

39 144.118 

40 149.524 
40 150.062 
40 150.687 
40 150.507 
40 149.775 
40 149.266 

40 150.812 

41 151.419 



7.480 -2.057 1.00 0.00 

9.783 -2.630 1.00 0.00 

8.643 1.797 1.00 0.00 

8.901 0.522 1.00 0.00 

10.208 -0.082 1.00 0.00 

11.292 0.385 1.00 0.00 

8.969 0.676 1.00 0.00 

7.763 1.468 1.00 0.00 

9.034 -0.689 1.00 0.00 

7.873 1.867 1.00 0.00 

9.312 2.511 1.00 0.00 

8.089 -0.149 1.00 0.00 

9.873 1.212 1.00 0.00 

6.872 0.867 1.00 0.00 

7. 659 2. 369 1. 00 0. 00 

9.165 -0.563 1.00 0.00 

8.116 -1.227 1.00 0.00 

9.867 -1.247 1.00 0.00 

8.870 1.656 1.00 0.00 

7.672 2.924 1.00 0.00 

7.156 1.308 1.00 0.00 

10.102 -1.116 1.00 0.00 

11.288 -1.754 1.00 0.00 

10.994 -3.103 1.00 0.00 

9.911 -3.657 1.00 0.00 

9.213 -1.443 1.00 0.00 

12.005 -1.886 1.00 0.00 

11.719 -1.108 1.00 0.00 

11.969 -3.631 1.00 0.00 



ffitEJjf 2003-3083148 



#K 2002-236129 



^-v : 1005/ 



ATOM 564 
ATOM 565 
ATOM 566 
ATOM 567 
ATOM 568 
ATOM 569 
ATOM 570 
ATOM 571 
ATOM 572 
ATOM 573 
ATOM 574 
ATOM 575 
ATOM 576 
ATOM 577 
ATOM 578 
ATOM 579 
ATOM 580 
ATOM 581 
ATOM 582 
ATOM 583 
ATOM 584 
ATOM 585 
ATOM 586 
ATOM 587 
ATOM 588 
ATOM 589 
ATOM 590 
ATOM 591 
ATOM 592 



CA GLN A 
C GLN A 
0 GLN A 
CB GLN A 
CG GLN A 
CD GLN A 
0E1 GLN A 
NE2 GLN A 
H GLN A 
HA GLN A 
1HB GLN A 
2HB GLN A 
1HG GLN A 
2HG GLN A 
1HE2 GLN A 
2HE2 GLN A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 



41 152.074 
41 153.553 
41 153.888 
41 151.378 
41 149.865 
41 149.150 
41 149.087 
41 148.605 
41 151.520 
41 151.991 
41 151.613 
41 151.747 
41 149.582 
41 149.556 
41 148.695 

41 148.137 

42 154.461 
42 155.905 
42 156.352 
42 155.656 
42 156.522 
42 155.458 
42 154.157 
42 156.214 
42 156.785 
42 157.404 
42 155.573 
42 155.506 
42 153.885 



11.822 -4.923 1.00 0.00 
12.199 -4.826 1.00 0.00 
13.351 -4.553 1.00 0.00 
12.701 -5.960 1.00 0.00 
12.552 -5.965 1.00 0.00 
13.875 -6.144 1.00 0.00 
14.690 -5.223 1.00 0.00 
14.096 -7.334 1.00 0.00 
12.810 -3.140 1.00 0.00 
10.790 -5.225 1.00 0.00 
13.735 -5.756 1.00 0.00 
12.445 -6.940 1.00 0.00 
11.896 -6.775 1.00 0.00 
12.115 -5.027 1.00 0.00 
13.401 -8.019 1.00 0.00 
14.944 -7.479 1.00 0.00 
11.230 -5.046 1.00 0.00 
11.476 -4.976 1.00 0.00 
12.574 -5.936 1.00 0.00 
12.888 -6.902 1.00 0.00 
10.133 -5.379 1.00 0.00 
9.127 -5.104 1.00 0.00 
9.826 -5.377 1.00 0.00 
11.730 -3.974 1.00 0.00 
10.154 -6.427 1.00 0.00 
9.945 -4.785 1.00 0.00 
8.279 -5.761 1.00 0.00 
8.815 -4.071 1.00 0.00 
9.725 -6.418 1.00 0.00 



mfflE# 2003-3083148 



mm 2002-236129 



1006/ 



ATOM 593 


2HD 


PRO A 


42 153.377 


9.439 


ATOM 594 


N 


PRO A 


43 157.525 


13. 177 


ATOM 595 


CA 


PRO A 


43 


158. 062 


14.246 


ATOM 596 


C 


PRO A 


43 


158. 558 


13.725 


ATOM 597 


0 


PRO A 


43 


159.736 


13.402 


ATOM 598 


CB 


PRO A 


43 


159. 228 


14.795 


ATOM 599 


CG 


PRO A 


43 


159.660 


13.656 


ATOM 600 


CD 


PRO A 


43 


158.418 


12.864 


ATOM 601 


HA 


PRO A 


43 


157.333 


15.026 


ATOM 602 


1HB 


PRO A 


43 


160.017 


15.113 


ATOM 603 


2HB 


PRO A 


43 


158. 892 


15.631 


ATOM 604 


1HG 


PRO A 


43 


160. 373 


13.045 


ATOM 605 


2HG 


PRO A 


43 


160.098 


14.029 


ATOM 606 


1HD 


PRO A 


43 


158. 642 


11.808 


ATOM 607 


2HD 


PRO A 


43 


157. 982 


13. 186 


ATOM 608 


N 


GLY A 


44 


157. 654 


13.647 


ATOM 609 


CA 


GLY A 


44 


158. 024 


13.165 


ATOM 610 


C 


GLY A 


44 


156.836 


12. 647 


ATOM 611 


0 


GLY A 


44 


156.629 


13. 029 


ATOM 612 


H 


GLY A 


44 


156.730 


13.918 


ATOM 613 


1HA 


GLY A 


44 


158.479 


13. 973 


ATOM 614 


2HA 


GLY A 


44 


158. 745 


12. 368 


ATOM 615 


N 


LEU A 


45 


156. 053 


11. 772 


ATOM 616 


CA 


LEU A 


45 


154.879 


11.202 


ATOM 617 


C 


LEU A 


45 


153.616 


11.510 


ATOM 618 


0 


LEU A 


45 


153.442 


11.024 


ATOM 619 


CB 


LEU A 


45 155.041 


9.689 


ATOM 620 


CG 


LEU A 


45 


155.515 


8.954 


ATOM 621 


CD1 


LEU A 


45 155.162 


7.475 



-4.739 1.00 0.00 
-5.681 1.00 0.00 
-6.528 1.00 0.00 
-7.871 1.00 0.00 
-8.026 1.00 0.00 
-5.708 1.00 0.00 
-4.852 1.00 0.00 
-4.549 1.00 0.00 
-6.691 1.00 0.00 
-6.372 1.00 0.00 
-5.112 1.00 0.00 
-5.386 1.00 0.00 
-3.937 1.00 0.00 
-4.517 1.00 0.00 
-3.616 1.00 0.00 
-8.841 1.00 0.00 
-10.157 1.00 0.00 
-10.941 1.00 0.00 
-12.093 1.00 0.00 
-8.661 1.00 0.00 
-10.709 1.00 0.00 
-10.048 1.00 0.00 
-10.319 1.00 0.00 
-10.969 1.00 0.00 
-10.175 1.00 0.00 
-9.058 1.00 0.00 
-11.125 1.00 0.00 
-9.869 1.00 0.00 
-9.947 1.00 0.00 



ffilE# 2003-3083148 



mm 2002-236129 



: 1007/ 



ATOM 622 
ATOM 623 
ATOM 624 
ATOM 625 
ATOM 626 
ATOM 627 
ATOM 628 
ATOM 629 
ATOM 630 
ATOM 631 
ATOM 632 
ATOM 633 
ATOM 634 
ATOM 635 
ATOM 636 
ATOM 637 
ATOM 638 
ATOM 639 
ATOM 640 
ATOM 641 
ATOM 642 
ATOM 643 
ATOM 644 
ATOM 645 
ATOM 646 
ATOM 647 
ATOM 648 
ATOM 649 
ATOM 650 



CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N ASN A 
CA ASN A 
C ASN A 
0 ASN A 
CB ASN A 
CG ASN A 
0D1 ASN A 
ND2 ASN A 
H ASN A 
HA ASN A 
1HB ASN A 
2HB ASN A 
1HD2 ASN A 
2HD2 ASN A 
N GLU A 
CA GLU A 
C GLU A 



45 157.014 
45 156.268 
45 154.794 
45 154.087 
45 155.755 
45 155.013 
45 154.447 
45 156.054 
45 154.733 
45 157.190 
45 157.446 

45 157.472 

46 152.733 
46 151.489 
46 150.524 
46 149.963 
46 150.846 
46 149.797 
46 150.121 
46 148.530 
46 152.923 
46 151.720 
46 151.612 
46 150.376 
46 148.347 

46 147.831 

47 150.338 
47 149.443 
47 149.162 



9.142 -9.678 1.00 0.00 
11.505 -9.398 1.00 0.00 
11.648 -11.948 1.00 0.00 
9.275 -11.421 1.00 0.00 
9.503 -11.913 1.00 0.00 
9.372 -9.007 1.00 0.00 
7.235 -9.174 1.00 0.00 
6.882 -9.808 1.00 0.00 
7.256 -10.913 1.00 0.00 
9.824 -8.860 1.00 0.00 
9.547 -10.581 1.00 0.00 
8.189 -9.457 1.00 0.00 
12.316 -10.757 1.00 0.00 
12.675 -10.091 1.00 0.00 
11.495 -10.090 1.00 0.00 
11.136 -11.126 1.00 0.00 
13.877 -10.787 1.00 0.00 
14.553 -9.926 1.00 0.00 
15.335 -9.032 1.00 0.00 
14.254 -10.192 1.00 0.00 
12.673 -11.649 1.00 0.00 
12.939 -9.070 1.00 0.00 
14.600 -11.022 1.00 0.00 
13.546 -11.701 1.00 0.00 
13.622 -10.919 1.00 0.00 
14.677 -9:651 1.00 0.00 
10.894 -8.921 1.00 0.00 
9.754 -8.778 1.00 0.00 
9.466 -7.308 1.00 0.00 



ffi!E# 2003-3083148 



mm 2002-236129 



^-v : 1008/ 



ATOM 651 0 GLU A 47 150.081 9.199 

ATOM 652 CB GLU A 47 150.045 8.515 

ATOM 653 CG GLU A 47 151.547 8.381 

ATOM 654 CD GLU A 47 152. 173 7. 370 - 

ATOM 655 0E1 GLU A 47 152.385 6.215 

ATOM 656 0E2 GLU A 47 152.450 7.733 - 

ATOM 657 H GLU A 47 150.816 11.227 

ATOM 658 HA GLU A 47 148.513 9.999 

ATOM 659 1HB GLU A 47 149.571 7.634 

ATOM 660 2HB GLU A 47 149.849 8.561- 

ATOM 661 1HG GLU A 47 152.009 9.342 

ATOM 662 2HG GLU A 47 151.737 8.070 

ATOM 663 N VAL A 48 147.890 9.511 

ATOM 664 CA VAL A 48 147.501 9.244 

ATOM 665 C VAL A 48 147.787 7.793 

ATOM 666 0 VAL A 48 147. 023 6. 893 

ATOM 667 CB VAL A 48 146. 007 9. 539 

ATOM 668 CGI VAL A 48 145.668 9.451 

ATOM 669 CG2 VAL A 48 145. 641 10. 906 

ATOM 670 H VAL A 48 147.199 9.723 

ATOM 671 HA VAL A 48 148. 082 9. 889 

ATOM 672 HB VAL A 48 145.428 8.793 

ATOM 673 1HG1 VAL A 48 144. 658 ' 9. 798 

ATOM 674 2HG1 VAL A 48 146. 354 10. 065 

ATOM 675 3HG1 VAL A 48 145.752 8.425 

ATOM 676 1HG2 VAL A 48 144.683 11.210 

ATOM 677 2HG2 VAL A 48 145.584 10.851 

ATOM 678 3HG2 VAL A 48 146.393 11.625 
ATOM 679 N LEU A 49 148.894 7.572 



-6.533 1.00 0.00 
-9.446 1.00 0.00 
-9.246 1.00 0.00 
10.187 1.00 0.00 
-9.762 1.00 0.00 
11.350 1.00 0.00 
-8.133 1.00 0.00 
-9.269 1.00 0.00 
-9.039 1.00 0.00 
-10.507 1.00 0.00 
-9.419 1.00 0.00 
-8.229 1.00 0.00 
-6.928 1.00 0.00 
-5.550 1.00 0.00 
-5.183 1.00 0.00 
-5.532 1.00 0.00 
-5.318 1.00 0.00 
-3.838 1.00 0.00 
-5.876 1.00 0.00 
-7.590 1.00 0.00 
-4.906 1.00 0.00 
-5.841 1.00 0.00 
-3.679 1.00 0.00 
-3.274 1.00 0.00 
-3.511 1.00 0.00 
-5.480 1.00 0.00 
-6.953 1.00 0.00 
-5.590 1.00 0.00 
-4.483 1.00 0.00 



tHIE# 2003-3083148 



#0 2002-236129 



: 1009/ 



ATOM 680 
ATOM 681 
ATOM 682 
ATOM 683 
ATOM 684 
ATOM 685 
ATOM 686 
ATOM 687 
ATOM 688 
ATOM 689 
ATOM 690 
ATOM 691 
ATOM 692 
ATOM 693 
ATOM 694 
ATOM 695 
ATOM 696 
ATOM 697 
ATOM 698 
ATOM 699 
ATOM 700 
ATOM 701 
ATOM 702 
ATOM 703 
ATOM 704 
ATOM 705 
ATOM 706 
ATOM 707 
ATOM 708 



CA LEU A 
C LEU A 
0 LEU A 
CB LEU A 
CG LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 
1HB LEU A 
2HB LEU A 
HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N ALA A 



CA 
C 
0 
CB 
H 
HA 



ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
1HB ALA A 
2HB ALA A 
3HB ALA A 
N GLY A 



49 149.282 
49 149.109 
49 149.761 
49 150.735 
49 151.015 
49 152.444 
49 150.760 
49 149.464 
49 148.641 
49 151.362 
49 151.008 
49 150.350 
49 152.819 
49 153.065 
49 152.463 
49 150.851 
49 149.765 

49 151.484 

50 148.226 
50 147.969 
50 148.858 
50 148.738 
50 146.502 
50 147.735 
50 148.190 
50 146.135 
50 145.933 

50 146.398 

51 149.748 



6.227 -4.076 1.00 0.00 
6.044 -2.574 1.00 0.00 
6.719 -1.778 1.00 0.00 
5.952 -4.470 1.00 0.00 
5.988 -5.973 1.00 0.00 
6.438 -6.238 1.00 0.00 
4.623 -6.594 1.00 0.00 
8.329 -4.238 1.00 0.00 
5.527 -4.589 1.00 0.00 
6.690 -3.990 1.00 0.00 
4.977 -4.099 1.00 0.00 
6.699 -6.441 1.00 0.00 
5.943 -7.122 1.00 0.00 
6.181 -5.392 1.00 0.00 
7.507 -6.388 1.00 0.00 
4.693 -7.667 1.00 0.00 
4.292 -6.337 1.00 0.00 
3.915 -6.217 1.00 0.00 
5.129 -2.194 1.00 0.00 
4.861 -0.786 1.00 0.00 
3.732 -0.273 1.00 0.00 
2.588 -0.710 1.00 0.00 
4.520 -0.573 1.00 0.00 
4.623 -2.875 1.00 0.00 
5.762 -0.233 1.00 0.00 
3.962 -1.421 1.00 0.00 
5.431 -0.467 1.00 0.00 
3.923 0.322 1.00 0.00 
4.062 0.655 1.00 0.00 



£BfE# 2003-3083148 



#H 2002-236129 



^-v : 1010/ 



ATOM 709 


CA 


GLY A 


ATOM 710 


C 


GLY A 


ATOM 711 


0 


GLY A 


ATOM 712 


H 


GLY A 


ATOM 713 


1HA 


GLY A 


ATOM 714 


2HA 


GLY A 


ATOM 715 


N 


LEU A 


ATOM 716 


CA 


LEU A 


ATOM 717 


C 


LEU A 


ATOM 718 


0 


LEU A 


ATOM 719 


CB 


LEU A 


ATOM 720 


CG 


LEU A 


ATOM 721 


CD1 


LEU A 


ATOM 722 


CD2 


LEU A 


ATOM 723 


H 


LEU A 


ATOM 724 


HA 


LEU A 


ATOM 725 


1HB 


LEU A 


ATOM 726 


2HB 


LEU A 


ATOM 727 


HG 


LEU A 


ATOM 728 


1HD1 LEU A 


ATOM 729 


2HD1 LEU A 


ATOM 730 


3HD1 LEU A 


ATOM 731 


1HD2 LEU A 


ATOM 732 


2HD2 LEU A 


ATOM 733 


3HD2 LEU A 


ATOM 734 


N 


GLU A 


ATOM 735 


CA 


GLU A 


ATOM 736 


C 


GLU A 


ATOM 737 


0 


GLU A 



51 150.644 3.065 

51 149.919 2.054 

51 149.415 2.391 

51 149.798 4.991 

51 151.132 2.543 

51 151.393 3.562 

52 149.865 0.809 
52 149.195 -0.253 
52 150.209 -1.163 
52 151.303 -1.390 
52 148.306 -1.073 
52 147.107 -0.322 
52 146.618 -0.994 
52 145.986 -0.238 
52 150.286 0.601 
52 148.576 0.209 
52 148.914 -1.427 
52 147.937 -1.928 
52 147.408 0.686 
52 147.424 -1.565 
52 146.287 -0.242 
52 145.796 -1.654 
52 145.033 -0.274 
52 146.068 0.689 

52 146.063 -1.069 

53 149.838 -1.681 
53 150.714 -2.566 
53 150.143 -3.980 
53 149.157 -4.233 



1.212 1.00 0.00 
2.078 1.00 0.00 
3.149 1.00 0.00 
0.966 1.00 0.00 
0.402 1.00 0.00 
1.810 1.00 0.00 
1.614 1.00 0.00 
2.354 1.00 0.00 
3.039 1.00 0.00 
2.523 1.00 0.00 

1.417 1.00 0.00 
0.839 1.00 0.00 
-0.434 1.00 0.00 

1.865 1.00 0.00 

0.753 1.00 0.00 

3.110 1.00 0.00 

0.597 1.00 0.00 

1.963 1.00 0.00 

0.589 1.00 0.00 
-0.872 1.00 0.00 
-1.134 1.00 0.00 
-0.199 1.00 0.00 

1.359 1.00 0.00 

2.413 1.00 0.00 

2.549 1.00 0.00 

4.206 1.00 0.00 

4.963 1.00 0.00 

5.022 1.00 0.00 

5.713 1.00 0.00 

ftiE# 2003-3083148 



mM. 2002-236129 



: 1011/ 



ATOM 738 


CB 


GLU A 


ATOM 739 


CG 


GLU A 


ATOM 740 


CD 


GLU A 


ATOM 741 


0E1 


GLU A 


ATOM 742 


0E2 


GLU A 


ATOM 743 


H 


GLU A 


ATOM 744 


HA 


GLU A 


ATOM 745 


1HB 


GLU A 


ATOM 746 


2HB 


GLU A 


ATOM 747 


1HG 


GLU A 


ATOM 748 


2HG 


GLU A 


ATOM 749 


N 


LEU A 


ATOM 750 


CA 


LEU A 


ATOM 751 


C 


LEU A 


ATOM 752 


0 


LEU A 


ATOM 753 


CB 


LEU A 


ATOM 754 


CG 


LEU A 


ATOM 755 


CD1 


LEU A 


ATOM 756 


CD2 


LEU A 


ATOM 757 


H 


LEU A 


ATOM 758 


HA 


LEU A 



ATOM 759 1HB LEU A 

ATOM 760 2HB LEU A 

ATOM 761 HG LEU A 

ATOM 762 1HD1 LEU A 

ATOM 763 2HD1 LEU A 

ATOM 764 3HD1 LEU A 

ATOM 765 1HD2 LEU A 

ATOM 766 2HD2 LEU A 



53 150.916 -2.028 
53 151.852 -2.875 
53 151.363 -3.037 
53 151.301 -2.022 
53 151.042 -4.179 
53 148.952 -1.463 
53 151.669 -2.597 
53 151.326 -1.030 
53 149.958 -1.984 
53 151.934 -3.854 

53 152.824 -2.406 

54 150.769 -4.896 
54 150.323 -6.284 
54 150.508 -6.947 
54 151.536 -6.770 
54 151.092 -7.064 
54 151.112 -6.416 
54 152.283 -6.938 
54 149.799 -6.672 
54 151.550 -4.633 
54 149.273 -6.289 
54 152.113 -7.182 
54 150.646 -8.043 
54 151.232 -5.348 
54 153.188 -6.878 
54 152.394 -6.342 
54 152.101 -7.967 
54 149.009 -6.810 
54 149.890 -7.559 



6.381 1.00 0.00 
7.226 1.00 0.00 
8.653 1.00 0.00 
9.377 1.00 0.00 
9.044 1.00 0.00 
4.565 1.00 0.00 
4.460 1.00 0.00 
6.319 1.00 0.00 
6.876 1.00 0.00 
6.777 1.00 0.00 

7.245 1.00 0.00 

4.290 1.00 0.00 

4.257 1.00 0.00 

5.619 1.00 0.00 

6.272 1.00 0.00 

3.189 1.00 0.00 

1.804 1.00 0.00 

0.987 1.00 0.00 

1.079 1.00 0.00 

3.759 1.00 0.00 

4.009 1.00 0.00 

3.524 1.00 0.00 

3.097 1.00 0.00 

1.914 1.00 0.00 

1.575 1.00 0.00 

0.094 1.00 0.00 

0.713 1.00 0.00 
1.802 1.00 0.00 
0.471 1.00 0.00 • 

tttfiE# 2003-3083148 



#® 2002-236129 



: 1012/ 



ATOM 767 
ATOM 768 
ATOM 769 
ATOM 770 
ATOM 771 
ATOM 772 
ATOM 773 
ATOM 774 
ATOM 775 
ATOM 776 
ATOM 777 
ATOM 778 
ATOM 779 
ATOM 780 
ATOM 781 
ATOM 782 
ATOM 783 
ATOM 784 
ATOM 785 
ATOM 786 
ATOM 787 
ATOM 788 
ATOM 789 
ATOM 790 
ATOM 791 
ATOM 792 
ATOM 793 
ATOM 794 
ATOM 795 



3HD2 LEU A 
N GLU A 
GLU A 
GLU A 



CA 
C 
0 
CB 
CG 
CD 



GLU A 
GLU A 
GLU A 
GLU A 
0E1 GLU A 
0E2 GLU A 
H GLU A 
HA GLU A 
1HB GLU A 
2HB GLU A 
1HG GLU A 
2HG GLU A 
N ASP A 
CA ASP A 
C ASP A 
ASP A 
ASP A 
ASP A 
0D1 ASP A 
0D2 ASP A 
H ASP A 
HA ASP A 
1HB ASP A 
2HB ASP A 
N GLU A 



0 

CB 

CG 



54 149.565 

55 149.506 
55 149.557 
55 150.544 
55 151.175 
55 148.167 
55 147.280 
55 147.327 
55 146.247 
55 148.442 
55 148.712 
55 149.888 
55 147.674 
55 148.277 
55 147.610 

55 146.261 

56 150.671 
56 151.582 
56 152.945 
56 153.040 
56 150.994 
56 151.316 
56 151.513 
56 151.373 
56 150.141 
56 151.705 
56 149.920 

56 151.394 

57 154.000 



-5.826 0.449 1.00 0.00 

-7.711 6.039 1.00 0.00 

-8.401 7.323 1.00 0.00 

-9.563 7.278 1.00 0.00 

-9.894 8.280 1.00 0.00 

-8.912 7.708 1.00 0.00 

-7.850 8.338 1.00 0.00 

-7.878 9.853 1.00 0.00 

-7.930 10.479 1.00 0.00 

-7.847 10.414 1.00 0.00 

-7.813 5.474 1.00 0.00 

-7.692 8.067 1.00 0.00 

-9.281 6.821 1.00 0.00 

-9.724 8.411 1.00 0.00 

-6.879 8.001 1.00 0.00 

-8.015 8.020 1.00 0.00 

-10.178 6.107 1.00 0.00 

-11.303 5.929 1.00 0.00 

-10.828 5.438 1.00 0.00 

-10.080 4.466 1.00 0.00 

-12.311 4.939 1.00 0.00 

-13.745 5.313 1.00 0.00 

-14.568 4.395 1.00 0.00 

-14.044 6.525 1.00 0.00 

-9.868 5.343 1.00 0.00 

-11.785 6.888 1.00 0.00 

-12.198 4.916 1.00 0.00 

-12.116 3.955 1.00 0.00 

-11.268 6.118 1.00 0.00 



tfiliE# 2003-3083148 



#® 2002-236129 



^-v : 1013/ 



ATOM 796 


CA 


GLU A 


ATOM 797 


C 


GLU A 


ATOM 798 


0 


GLU A 


ATOM 799 


CB 


GLU A 


ATOM 800 


CG 


GLU A 


ATOM 801 


CD 


GLU A 


ATOM 802 


0E1 


GLU A 


ATOM 803 


0E2 


GLU A 


ATOM 804 


H 


GLU A 


ATOM 805 


HA 


GLU A 


ATOM 806 


1HB 


GLU A 


ATOM 807 


2HB 


GLU A 


ATOM 808 


1HG 


GLU A 


ATOM 809 


2HG 


GLU A 


ATOM 810 


N 


CYS A 


ATOM 811 


CA 


CYS A 


ATOM 812 


C 


CYS A 


ATOM 813 


0 


CYS A 


ATOM 814 


CB 


CYS A 


ATOM 815 


SG 


CYS A 


ATOM 816 


H 


CYS A 


ATOM 817 


HA 


CYS A 


ATOM 818 


1HB 


CYS A 


ATOM 819 


2HB 


CYS A 


ATOM 820 


HG 


CYS A 


ATOM 821 


N 


ALA A 


ATOM 822 


CA 


ALA A 


ATOM 823 


C 


ALA A 


ATOM 824 


0 


ALA A 



57 155.359 -10.889 
57 155.757 -11.512 
57 156.062 -12.703 
57 156.343 -11.318 
57 156.235 -10.496 
57 156.350 -11.343 
57 157.448 -11.381 
57 155.340 -11.968 
57 153.860 -11.863 
57 155.388 -9.814 
57 156. 157 -12. 353 
57 157.349 -11.223 
57 157.027 -9.762 

57 155.281 -9.991 

58 155.754 -10.699 
58 156.115 -11.172 
58 157.485 -10.640 
58 157.775 -9.454 
58 155.060 -10.741 
58 153.723 -11.936 
58 155.501 -9.760 
58 156.155 -12.250 
58 154.616 -9.811 
58 155.537 -10.592 

58 152.891 -11.484 

59 158.322 -11.525 
59 159.660 -11.145 
59 159.602 -10.239 
59 158.858 -10.503 



5.751 1.00 0.00 
4.417 1.00 0.00 
4.343 1.00 0.00 
6. 842 1. 00 0. 00 
8.115 1.00 0.00 
9.367 1.00 0.00 
9.961 1.00 0.00 
9.755 1.00 0.00 
6.884 1.00 0.00 
5.656 1.00 0.00 
7.091 1.00 0.00 
6.460 1.00 0.00 

8.123 1.00 0.00 

8.124 1.00 0.00 
3.366 1.00 0.00 
2.034 1.00 0.00 
1.622 1.00 0.00 
1.782 1.00 0.00 
1.013 1.00 0.00 
0.785 1.00 0.00 
3.488 1.00 0.00 
2.065 1.00 0.00 
1.335 1.00 0.00 
0.055 1.00 0.00 
0.940 1.00 0.00 
1.092 1.00 0.00 
0.658 1.00 0.00 

-0.568 1.00 0.00 
-1.512 1.00 0.00 

. ajfiE# 2003-3083148 



#M 2002-236129 



^-v : 1014/ 



ATOM 825 
ATOM 826 
ATOM 827 
ATOM 828 
ATOM 829 
ATOM 830 
ATOM 831 
ATOM 832 
ATOM 833 
ATOM 834 
ATOM 835 
ATOM 836 
ATOM 837 
ATOM 838 
ATOM 839 
ATOM 840 
ATOM 841 
ATOM 842 
ATOM 843 
ATOM 844 
ATOM 845 
ATOM 846 
ATOM 847 
ATOM 848 
ATOM 849 
ATOM 850 
ATOM 851 
ATOM 852 
ATOM 853 



CB 


ALA A 


59 


H 


ALA A 


59 


HA 


ALA A 


59 


1HB 


ALA A 


59 


2HB 


ALA A 


59 


3HB 


ALA A 


59 


N 


GLY A 


60 


CA 


GLY A 


60 


C 


GLY A 


60 


0 


GLY A 


60 


H 


GLY A 


60 


1HA 


GLY A 


60 


2HA 


GLY A 


60 


N 


CYS A 


61 


CA 


CYS A 


61 


C 


CYS A 


61 


0 


CYS A 


61 


CB 


CYS A 


61 


SG 


CYS A 


61 


H 


CYS A 


61 


HA 


CYS A 


61 


1HB 


CYS A 


61 


2HB 


CYS A 


61 


HG 


CYS A 


61 


N 


THR A 


62 


CA 


THR A 


62 


C 


THR A 


62 


0 


THR A 


62 


CB 


THR A 


62 



160.490 -12.385 
158.033 -12.456 
160. 134 -10. 608 
160.078 -13.229 
161.509 -12.221 
160.473 -12.585 
160.393 -9.171 
160. 417 -8. 243 
159.619 -6.984 
159. 093 -6. 359 
160.966 -9.012 
161.441 -7.970 
160.005 -8.733 
159.528 -6.611 
158.788 -5.417 
159. 610 -4. 561 
160.560 -5.040 
157.462 -5.808 
156.438 -6.906 
159.969 -7.150 
158.584 -4.843 
157.665 -6.311 
156.890 -4.912 
156.146 -7.632 
159. 235 -3. 291 
159.937 -2.367 
159.224 -2.251 
158.216 -2.917 
160.047 -0.989 



0.361 1.00 0.00 
0.991 1.00 0.00 
1.468 1.00 0.00 
0.894 1.00 0.00 
0.679 1.00 0.00 
-0.700 1.00 0.00 
-0.546 1.00 0.00 
-1.660 1.00 0.00 
-1.385 1.00 0.00 
-2.306 1.00 0.00 
0.234 1.00 0.00 
-1.866 1.00 0.00 
-2.531 1.00 0.00 
-0.113 1.00 0.00 
0.283 1.00 0.00 
1.242 1.00 0.00 
1.859 1.00 0.00 
0.938 1.00 0.00 
-0.068 1.00 0.00 
0.577 1.00 0.00 
-0. 609 1. 00 0. 00 
1.871 1.00 0.00 
1.135 1.00 0.00 
0.488 1.00 0.00 
1.361 1.00 0.00 
2.245 1.00 0.00 
3.587 1.00 0.00 
3.826 1.00 0.00 
1.592 1.00 0.00 
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ATOM 854 


0G1 


THR A 


62 158.778 


-0.363 


ATOM 855 


CG2 


THR A 


62 160.612 


-1.034 


ATOM 856 


H 


THR A 


62 158.469 


-2. 968 


ATOM 857 


HA 


THR A 


62 160.930 


-2. 758 


ATOM 858 


HB 


THR A 


62 160.699 


-0.370 


ATOM 859 


HGl 


THR A 


62 158.171 


-0. 923 


ATOM 860 


1HG2 THR A 


62 159.845 


-1.363 


ATOM 861 


2HG2 THR A 


62 161.442 


-1.725 


ATOM 862 


3HG2 THR A 


62 160.951 


-0. 050 


ATOM 863 


N 


ASP A 


63 159.753 


-1.402 


ATOM 864 


CA 


ASP A 


63 159.167 


-1. 198 


ATOM 865 


C 


ASP A 


63 158.493. 


0.167 


ATOM 866 


0 


ASP A 


63 158.496 


0.803 


ATOM 867 


CB 


ASP A 


63 160.241 


-1.323 


ATOM 868 


CG 


ASP A 


63 161.339 


-0. 290 


ATOM 869 


0D1 


ASP A 


63 162.512 


-0. 688 


ATOM 870 


0D2 


ASP A 


63 161.027 


0.919 


ATOM 871 


H 


ASP A 


63 160.558 


-0.900 


ATOM 872 


HA 


ASP A 


63 158.423 


-1.965 


ATOM 873 


1HB 


ASP A 


63 159.783 


-1. 193 


ATOM 874 


2KB 


ASP A 


63 160.685 


-2.306 


ATOM 875 


N 


GLY A 


64 157.917 


0.612 


ATOM 876 


CA 


GLY A 


64 157.247 


1.899 


ATOM 877 


C 


GLY A 


64 158.022 


2.941 


ATOM 878 


0 


GLY A 


64 158.203 


4.066 


ATOM 879 


H 


GLY A 


64 157.947 


0.062 


ATOM 880 


1HA 


GLY A 


64 156.273 


1.777 


ATOM 881 


2HA 


GLY A 


64 157.121 


2.246 


ATOM 882 


N 


THR A 


65 158.480 


2.565 



1.524 1.00 0.00 
0.188 1.00 0.00 
0.842 1.00 0.00 
2.410 1.00 0.00 
2.190 1.00 0.00 
1.034 1.00 0.00 
-0.498 1.00 0.00 
0.157 1.00 0.00 
-0.096 1.00 0.00 
4.462 1.00 0.00 
5.781 1.00 0.00 
5.873 1.00 0.00 
6.927 1.00 0.00 
6.864 1.00 0.00 
6.711 1.00 0.00 
6.554 1.00 0.00 
6.749 1.00 0.00 
4.213 1.00 0.00 
5.936 1.00 0.00 
7.834 1.00 0.00 
6.809 1.00 0.00 
4.760 1.00 0.00 
4.736 1.00 0.00 
3.954 1.00 0.00 
4.417 1.00 0.00 
3.950 1.00 0.00 
4.285 1.00 0.00 
5.751 1.00 0.00 
2.764 1.00 0.00 
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ATOM 883 CA THR A 65 159.241 3.474 1.916 1.00 0.00 

ATOM 884 C THR A 65 158.867 3.291 0.448 1.00 0.00 

ATOM 885 0 THR A 65 158.792 2.167 -0.048 1.00 0.00 

ATOM 886 CB THR A 65 160.741 3.246 2.104 1.00 0.00 

ATOM 887 0G1 THR A 65 161.030 1.862 2.200 1.00 0.00 

ATOM 888 CG2 THR A 65 161.299 3.918 3.340 1.00 0.00 

ATOM 889 H THR A 65 158.303 1.654 2.450 1.00 0.00 

ATOM 890 HA THR A 65 159.000 4.484 2.213 1.00 0.00 

ATOM 891 HB THR A 65 161.266 3.643 1.247 1.00 0.00 

ATOM 892 HG1 THR A 65 160.966 1.461 1.330 1.00 0.00 

ATOM 893 1HG2THRA 65 161.938 3.227 3.868 1.00 0.00 

ATOM 894 2HG2THRA 65 160.486 4.219 3.984 1.00 0.00 

ATOM 895 3HG2THRA 65 161.870 4.787 3.050 1.00 0.00 

ATOM 896 N PHE A 66 158.633 4.403 -0.240 1.00 0.00 

ATOM 897 CA PHE A 66 158.267 4.366 -1.653 1.00 0.00 

ATOM 898 C PHE A 66 159.287 5.119 -2.500 1.00 0.00 

ATOM 899 0 PHE A 66 159.399 6.342 -2.414 1.00 0.00 

ATOM 900 CB PHE A 66 156.875 4.968 -1.856 1.00 0.00 

ATOM 901 CG PHE A 66 156.271 4.642 -3.1911.00 0.00 

ATOM 902 CD1 PHE A 66 155.997 3.330 -3.5411.00 0.00 

ATOM 903 CD2 PHE A 66 155.975 5.648 -4.097 1.00 0.00 

ATOM 904 CE1 PHE A 66 155.440 3.026 -4.769 1.00 0.00 

ATOM 905 CE2 PHE A 66 155.418 5.351 -5.327 1.00 0.00 

ATOM 906 CZ PHE A 66 155.151 4.039 -5.663 1.00 0.00 

ATOM 907 H PHE A 66 158.709 5.270 0.210 1.00 0.00 

ATOM 908 HA PHE A 66 158.251 3.332 -1.963 1.00 0.00 

ATOM 909 1HB PHE A 66 156.212 4.592 -1.0911.00 0.00 

ATOM 910 2HB PHE A 66 156.941 6.043 -1.772 1.00 0.00 

ATOM 911 HD1 PHE A 66 156.222 2.537 -2.842 1.00 0.00 
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#fl 2002-236129 
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a 



ATOM 912 


HD2 


PHE A 


66 156.184 


ATOM 913 


HE1 


PHE A 


66 155.233 


ATOM 914 


HE2 


PHE A 


66 155.193 


ATOM 915 


HZ 


PHE A 


66 154.716 


ATOM 916 


N 


ARG A 


67 160.032 


ATOM 917 


CA 


ARG A 


67 161.043 


ATOM 918 


C 


ARG A 


67 162.102 


ATOM 919 


0 


ARG A 


67 162.609 


ATOM 920 


CB 


ARG A 


67 160.393 


ATOM 921 


CG 


ARG A 


67 159.132 


ATOM 922 


CD 


ARG A 


67 158.486 


ATOM 923 


NE 


ARG A 


67 158.779 


ATOM 924 


CZ 


ARG A 


67 158.174 


ATOM 925 


NH1 


ARG A 


67 157.244 


ATOM 926 


NH2 


ARG A 


67 158.498 


ATOM 927 


H 


ARG A 


67 159.898 


ATOM 928 


HA 


ARG A 


67 161.519 


ATOM 929 


1HB 


ARG A 


67 160.137 


ATOM 930 


2HB 


ARG A 


67 161.103 


ATOM 931 


1HG 


ARG A 


67 159.388 


ATOM 932 


2HG 


ARG A 


67 158.429 


ATOM 933 


1HD 


ARG A 


67 157.417 


ATOM 934 


2HD 


ARG A 


67 158.858 


ATOM 935 


HE 


ARG A 


67 159.463 


ATOM 936 


1HH1 ARG A 


67 156.994 


ATOM 937 


2HH1 ARG A 


67 156.792 


ATOM 938 


1HH2 ARG A 


67 159.198 


ATOM 939 


2HH2 ARG A 


67 158.043 


ATOM 940 


N 


GLY A 


68 162.431 



6.675 -3.835 1.00 0.00 
1.999 -5.030 1.00 0.00 
6.145 -6.024 1.00 0.00 
3.805 -6.623 1.00 0.00 
4.379 -3.316 1.00 0.00 
4.978 -4.179 1.00 0. 00 
5.702 -3.354 1.00 0.00 
6.749 -3.756 1.00 0.00 
5.952 -5.163 1.00 0.00 

5.407 -5.815 1.00 0.00 
6.437 -6.728 1.00 0.00 
6.181 -8.135 1.00 0.00 
5.243 -8.860 1.00 0.00 
4.470 -8.314 1.00 0.00 
5.078 -10.136 1.00 0.00 
3.410 -3.339 1.00 0.00 
4.183 -4.733 1.00 0.00 
6.861 -4.637 1.00 0.00 
6.186 -5.943 1.00 0.00 
4.535 -6.398 1.00 0.00 
5.133 -5.042 1.00 0.00 

6.408 -6.581 1.00 0.00 
7.417 -6.464 1.00 0.00 
6.738 -8.565 1.00 0.00 
4.589 -7.353 1.00 0.00 
3.767 -8.863 1.00 0.00 
5.658 -10.552 1.00 0.00 
4.373 -10.680 1.00 0.00 
5.138 -2.196 1.00 O.'OO 
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#JH 2002-236129 
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ATOM 941 
ATOM 942 
ATOM 943 
ATOM 944 
ATOM 945 
ATOM 946 
ATOM 947 
ATOM 948 
ATOM 949 
ATOM 950 
ATOM 951 
ATOM 952 
ATOM 953 
ATOM 954 
ATOM 955 
ATOM 956 
ATOM 957 
ATOM 958 
ATOM 959 
ATOM 960 
ATOM 961 
ATOM 962 
ATOM 963 
ATOM 964 
ATOM 965 
ATOM 966 
ATOM 967 
ATOM 968 
ATOM 969 



CA GLY A 68 163.427 

C GLY A 68 162. 901 

0 GLY A 68 163. 664 

H GLY A 68 161.993 

1HA GLY A 68 163. 742 

2HA GLY A 68 164. 279 

N THR A 69 161.594 

CA THR A 69 160. 967 

C THR A 69 160. 042 

0 THR A 69 158. 874 

CB THR A 69 160. 181 

0G1 THR A 69 160. 884 

CG2 THR A 69 159. 900 

H THR A 69 161.038 

HA THR A 69 161.750 

HB THR A 69 159. 232 

HG1 THR A 69 160. 321 
1HG2 THR A 69 160. 475 
2HG2 THR A 69 160. 176 
3HG2 THR A 69 158.847 

N ARG A 70 160.572 

CA ARG A 70 159.794 

C ARG A 70 158.637 

0 ARG A 70 158.834 

CB ARG A 70 160. 687 

CG ARG A 70 160.042 

CD ARG A 70 160.682 

NE ARG A 70 162. Ill 

CZ ARG A 70 162.828 



5.744 -1.332 1.00 0.00 
6.969 -0.610 1.00 0.00 
7.874 -0.273 1.00 0.00 
4.304 -1.926 1.00 0.00 
5.015 -0.600 1.00 0.00 
6.031 -1.930 1.00 0.00 
6.997 -0.372 1.00 0.00 
8.120 0.314 1.00 0.00 
7.631 1.425 1.00 0.00 
7.326 1.184 1.00 0.00 
8.977 -0.679 1.00 0.00 
9.098 -1.903 1.00 0.00 
10.375 -0.172 1.00 0.00 
6.245 -0.665 1.00 0.00 
8.720 0.753 1.00 0.00 
8.501 -0.878 1.00 0.00 
9.520 -2.555 1.00 0.00 
11.088 -0.744 1.00 0.00 
10.443 0.870 1.00 0.00 
10.592 -0.280 1.00 0.00 
7.560 2.642 1.00 0.00 
7.109 3.789 1.00 0.00 
8.062 4.070 1.00 0.00 
9.269 4.210 1.00 0.00 
6.996 5.025 1.00 0.00 
6.239 6.174 1.00 0.00 
6.596 7.506 1.00 0.00 
6.294 7.526 1.00 0.00 
6.174 8.641 1.00 0.00 
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ATOM 970 NH1 ARG A 70 162.255 6.332 9.827 1.00 0.00 

ATOM 971 NH2 ARG A 70 164.123 5.897 8.569 1.00 0.00 

ATOM 972 H ARG A 70 161.509 7.818 2.7711.00 0.00 

ATOM 973 HA ARG A 70 159.392 6.135 3.555 1.00 0.00 

ATOM 974 IHB ARG A 70 161.598 6.484 4.7511.00 0.00 

ATOM 975 2HB ARG A 70 160.933 7.989 5.370 1.00 0.00 

ATOM 976 1HG ARG A 70 158.992 6.487 6.213 1.00 0.00 

ATOM 977 2HG ARG A 70 160.158 5.178 6.003 1.00 0.00 

ATOM 978 1HD ARG A 70 160.546 7.653 7.683 1.00 0.00 

ATOM 979 2HD ARG A 70 160.193 6.036 8.288 1.00 0.00 

ATOM 980 HE ARG A 70 162.560 6.173 6.664 1.00 0.00 

ATOM 981 1HH1 ARG A 70 161.278 6.542 9.889 1.00 0.00 

ATOM 982 2HH1 ARG A 70 162.798 6.241 10.661 1.00 0.00 

ATOM 983 1HH2 ARG A 70 164.560 5.778 7.678 1.00 0.00 

ATOM 984 2HH2 ARG A 70 164.662 5.808 9.407 1.00 0.00 

ATOM 985 N TYR A 71157.430 7.513 4.150 1.00 0.00 

ATOM 986 CA TYR A 71156.240 8.315 4.414 1.00 0.00 

ATOM 987 C TYR A 71155.660 7.993 5.787 1.00 0.00 

ATOM 988 0 TYR A 71155.224 8.886 6.513 1.00 0.00 

ATOM 989 CB TYR A 71155.186 8.072 3.332 1.00 0.00 

ATOM 990 CG TYR A 71155.555 8.651 1.985 1.00 0.00 

ATOM 991 CD1 TYR A 71156.007 9.960 1.8711.00 0.00 

ATOM 992 CD2 TYR A 71155.453 7.889 0.828 1.00 0.00 

ATOM 993 CE1 TYR A 71156.346 10.493 0.642 1.00 0.00 

ATOM 994 CE2 TYR A 71155.791 8.415 -0.405 1.00 0.00 

ATOM 995 CZ TYR A 71156.235 9.717 -0.493 1.00 0.00 

ATOM 996 OH TYR A 71156.572 10.245 -1.718 1.00 0.00 

ATOM 997 H TYR A 71157.335 6.544 4.029 1.00 0.00 

ATOM 998 HA TYR A 71156.530 9.355 4.394 1.00 0.00 
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ATOM 999 


1HB 


ATOM 1000 


2HB 


ATOM 1001 


HD1 


ATOM 1002 


HD2 


ATOM 1003 


HE1 


ATOM 1004 


HE2 


ATOM 1005 


HH 


ATOM 1006 


N 


ATOM 1007 


CA 


ATOM 1008 


C 


ATOM 1009 


0 


ATOM 1010 


CB 


ATOM 1011 


CG 


ATOM 1012 


CD1 


ATOM 1013 


CD2 


ATOM 1014 


CE1 


ATOM 1015 


CE2 


ATOM 1016 


CZ 


ATOM 1017 


H 


ATOM 1018 


HA 


ATOM 1019 


1HB 


ATOM 1020 


2HB 


ATOM 1021 


HD1 


ATOM 1022 


HD2 


ATOM 1023 


HE1 


ATOM 1024 


HE2 


ATOM 1025 


HZ 


ATOM 1026 


N 


ATOM 1027 


CA 



TYR A 71155.704 7.806 -1.293 1.00 0.00 

TYR A 71157.133 9.625 -2.190 1.00 0.00 

PHE A 72 155.657 6.711 6.136 1.00 0.00 

PHE A 72 155.130 6.271 7.423 1.00 0.00 

PHE A 72 156.016 5.188 8.030 1.00 0.00 

PHE A 72 156.906 4.655 7.369 1.00 0.00 

PHE A 72 153.703 5.747 7.2611.00 0.00 

PHE A 72 153.559 4.720 6.175 1.00 0.00 

PHE A 72 153.366 5.106 4.858 1.00 0.00 

PHE A 72 153.619 3.367 6.470 1.00 0.00 

PHE A 72 153.233 4.163 3.857 1.00 0.00 

PHE A 72 153.489 2.419 5.474 1.00 0.00 

PHE A 72 153.295 2.818 4.165 1.00 0.00 

PHE A 72 156.018 6.045 5.515 1.00 0.00 

PHE A 72 155.119 7.124 8.086 1.00 0.00 

PHE A 72 153.384 5.295 8.189 1.00 0.00 

PHE A 72 153.048 6.574 7.026 1.00 0.00 

PHE A 72 153.317 6.158 4.616 1.00 0.00 

PHE A 72 153.772 3.055 7.493 1.00 0.00 

PHE A 72 153.081 4.477 2.835 1.00 0.00 

PHE A 72 153.537 1.368 5.718 1.00 0.00 

PHE A 72 153.192 2.079 3.384 1.00 0.00 

THR A 73 155.765 4.867 9.297 1.00 0.00 

THR A 73 156.539 3.847 9.993 1.00 0.00 
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ATOM 1028 C THRA 73 155.724 2.569 10.166 1.00 0.00 

ATOM 1029 0 THRA 73 154.725 2.549 10.884 1.00 0.00 

ATOM 1030 CB THRA 73 156.992 4.366 11.359 1.00 0.00 

ATOM 1031 0G1 THR A 73 157.826 3.420 12.004 1.00 0.00 

ATOM 1032 CG2 THRA 73 155.842 4.675 12.294 1.00 0.00 

ATOM 1033 H THRA 73 155.041 5.326 9.772 1.00 0.00 

ATOM 1034 HA THRA 73 157.411 3.626 9.396 1.00 0.00 

ATOM 1035 HB THRA 73 157.557 5.276 11.217 1.00 0.00 

ATOM 1036 HG1 THRA 73 157.355 2.588 12.098 1.00 0.00 

ATOM 1037 1HG2 THR A 73 155.091 5.244 11.765 1.00 0.00 

ATOM 1038 2HG2 THR A 73 156.205 5.252 13.132 1.00 0.00 

ATOM 1039 3HG2 THR A 73 155.410 3.753 12.652 1.00 0.00 
ATOM 1040 N CYS A 74 156.160 1.502 9.503 1.00 0.00 
ATOM 1041 CA CYS A 74 155.471 0.220 9.582 1.00 0.00 

ATOM 1042 C CYS A 74 156.459 -0.914 9.839 1.00 0.00 

ATOM 1043 0 CYS A 74 157.656 -0.682 10.009 1.00 0.00 

ATOM 1044 CB CYS A 74 154.696 -0.048 8.291 1.00 0.00 
ATOM 1045 SG CYS A 74 153.000 0.580 8.306 1.00 0.00 
ATOM 1046 H CYS A 74 156.963 1.579 8.947 1.00 0.00 
ATOM 1047 HA CYS A 74 154.775 0.267 10.407 1.00 0.00 
ATOM 1048 1HB CYS A 74 155.211 0.421 7.467 1.00 0.00 

ATOM 1049 2HB CYS A 74 154.651 -1.114 8.1211.00 0.00 
ATOM 1050 HG CYS A 74 152.701 0.649 7.397 1.00 0.00 

ATOM 1051 N ALA A 75 155.949 -2.142 9.866 1.00 0.00 

ATOM 1052 CA ALA A 75 156.786 -3.312 10.102 1.00 0.00 

ATOM 1053 C ALA A 75 157.751 -3.540 8.943 1.00 0.00 

ATOM 1054 0 ALA A 75 157.777 -2.770 7.983 1.00 0.00 

ATOM 1055 CB ALA A 75 155.921 -4.543 10.320 1.00 0.00 

ATOM 1056 H ALA A 75 154.987 -2.262 9.724 1.00 0.00 
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ATOM 1057 


HA 


ALA A 


75 


157. 356 


ATOM 1058 


1HB 


ALA A 


75 


156. 535 


ATOM 1059 


2HB 


ALA A 


75 


155. 156 


ATOM 1060 


3HB 


ALA A 


75 


155.457 


ATOM 1061 


N 


LEU A 


76 


158. 542 


ATOM 1062 


CA 


LEU A 


76 


159. 509 


ATOM 1063 


C 


LEU A 


76 


158.917 


ATOM 1064 


0 


LEU A 


76 


158. 274 


ATOM 1065 


CB 


LEU A 


76 


160.779 


ATOM 1066 


CG 


LEU A 


76 


161.763 


ATOM 1067 


CD1 


LEU A 


76 


162.495 


ATOM 1068 


CD2 


LEU A 


76 


162. 752 


ATOM 1069 


H 


LEU A 


76 


158.474 


ATOM 1070 


HA 


LEU A 


76 


159.759 


ATOM 1071 


1HB 


LEU A 


76 


160.490 


ATOM 1072 


2HB 


LEU A 


76 


161.289 


ATOM 1073 


HG 


LEU A 


76 


161.215 


ATOM 1074 


1HD1 LEU A 


76 


161.972 


ATOM 1075 


2HD1 LEU A 


76 


163.500 


ATOM 1076 


3HD1 LEU A 


76 


162.533 


ATOM 1077 


1HD2 LEU A 


76 


163. 670 


ATOM 1078 


2HD2 LEU A 


76 


162.332 


ATOM 1079 


3HD2 LEU A 


76 


162.957 


ATOM 1080 


N 


LYS A 


77 


159. 139 


ATOM 1081 


CA 


LYS A 


77 


158. 628 


ATOM 1082 


C 


LYS A 


77 


157. 104 


ATOM 1083 


0 


LYS A 


77 


156. 509 


ATOM 1084 


CB 


LYS A 


77 


159.211 


ATOM 1085 


CG 


LYS A 


77 160.726 



-3.137 11.003 1.00 0.00 

-5.430 10.263 1.00 0.00 

-4.585 9.559 1.00 0.00 

-4.489 11.294 1.00 0.00 

-4.603 9.039 1.00 0.00 

-4.934 7.999 1.00 0.00 

-5.923 7.001 1.00 0.00 

-6.899 7.387 1.00 0.00 

-5.517 8.620 1.00 0.00 

-4.484 9.173 1.00 0.00 

-5.038 10.385 1.00 0.00 

-4.063 8.097 1.00 0.00 

-5.180 9.829 1.00 0.00 

-4.022 7.478 1.00 0.00 

-6.176 9.426 1.00 0.00 

-6.098 7.867 1.00 0.00 

-3.607 9.487 1.00 0.00 

-4.750 11.285 1.00 0.00 

-4.644 10.410 1.00 0.00 

-6.115 10.320 1.00 0.00 

-3.735 8.561 1.00 0.00 

-3.253 7.518 1.00 0.00 

-4.902 7.447 1.00 0.00 

-5.665 5.715 1.00 0.00 

-6.533 4.662 1.00 0.00 

-6.595 4.699 1.00 0.00 

-7.649 4.473 1.00 0.00 

-7.940 4.804 1.00 0.00 

-7.987 4.684 1.00 0.00 
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ATOM 1086 CD LYS A 77 161. 166 -8. 174 
ATOM 1087 CE LYS A 77 162.624 -7.792 
ATOM 1088 NZ LYS A 77 163. 308 -8. 683 
ATOM 1089 H LYS A 77 159. 659 -4. 871 
ATOM 1090 HA LYS A 77 158. 935 -6. 120 
ATOM 1091 1HB LYS A 77 158. 936 -8. 336 
ATOM 1092 2HB LYS A 77 158. 791 -8. 571 
ATOM 1093 1HG LYS A 77 161.135 -7.059 
ATOM 1094 2HG LYS A 77 161.099 -8.810 
ATOM 1095 1HD LYS A 77 161.037 -9.211 
ATOM 1096 2HD LYS A 77 160. 553 -7. 553 
ATOM 1097 1HE LYS A 77 162. 671 -6. 775 
ATOM 1098 2HE LYS A 77 163.129 -7.860 
ATOM 1099 1HZ LYS A 77 163.812 -9.443 
ATOM 1100 2HZ LYS A 77 163.994 -8.140 
ATOM 1101 3HZ LYS A 77 162. 612 -9. 110 
ATOM 1102 N LYS A 78 156.477 -5.460 
LYS A 78 155.023 -5.384 
LYS A 78 154. 526 -4. 015 
LYS A 78 153.613 -3.445 
LYS A 78 154.543 -5.667 
LYS A 78 154.990 -7.018 
LYS A 78 154.535 -7.227 
LYS A 78 153.296 -8.107 
LYS A 78 152. 334 -7. 632 
LYS A 78 157.006 -4.653 
LYS A 78 154. 621 -6. 137 
ATOM 1113 1HB LYS A 78 154.926 -4.899 
ATOM 1114 2HB LYS A 78 153.464 -5.636 



ATOM 1103 CA 

ATOM 1104 C 

ATOM 1105 0 

ATOM 1106 CB 

ATOM 1107 CG 

ATOM 1108 CD 

ATOM 1109 CE 

ATOM 1110 NZ 

ATOM 1111 H 

ATOM 1112 HA 



3.241 1.00 0.00 
3.048 1.00 0.00 
2.071 1.00 0.00 
5.470 1.00 0.00 
3.713 1.00 0.00 
5.770 1.00 0.00 
4.035 1.00 0.00 
5.056 1.00 0.00 
5.275 1.00 0.00 
2.968 1.00 0.00 
2.604 1.00 0.00 
2.689 1.00 0.00 
4.001 1.00 0.00 
2.572 1.00 0.00 
1.510 1.00 0.00 
1.427 1.00 0.00 
4.988 1.00 0.00 
5.056 1.00 0.00 
4.601 1.00 0.00 
5.197 1.00 0.00 
6.481 1.00 0.00 
7.016 1.00 0.00 
8.451 1.00 0.00 
8.521 1.00 0.00 
9.553 1.00 0.00 
5.159 1.00 0.00 
4.394 1.00 0.00 
7.137 1.00 0.00 
6.497 1.00 0.00 



2003-3083148 



2 0-02-236129 



: 1024/ 



ATOM 1115 
ATOM 1116 
ATOM 1117 
ATOM 1118 
ATOM 1119 
ATOM 1120 
ATOM 1121 
ATOM 1122 
ATOM 1123 
ATOM 1124 
ATOM 1125 
ATOM 1126 
ATOM 1127 
ATOM 1128 
ATOM 1129 
ATOM 1130 
ATOM 1131 
ATOM 1132 
ATOM 1133 
ATOM 1134 
ATOM 1135 
ATOM 1136 
ATOM 1137 
ATOM 1138 
ATOM 1139 
ATOM 1140 
ATOM 1141 
ATOM 1142 
ATOM 1143 



1HG LYS A 

2HG LYS A 

1HD LYS A 

2HD LYS A 

1HE LYS A 

2HE LYS A 

1HZ LYS A 

2HZ LYS A 

3HZ LYS A 
ALA A 



N 
CA 
C 
0 

CB 
H 
HA 



ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
1HB ALA A 
2HB ALA A 
3HB ALA A 
N LEU A 
CA LEU A 
LEU A 
LEU A 
LEU A 
LEU A 
CD1 LEU A 
CD2 LEU A 
H LEU A 
HA LEU A 



C 
0 
CB 
CG 



78 154.568 
78 156.067 
78 155.331 
78 154.307 
78 152.810 
78 153.601 
78 151.426 
78 152.170 

78 152.712 

79 155.135 
79 154.756 
79 154.589 
79 155.567 
79 155.789 
79 155.856 
79 153.812 
79 156.035 
79 155.387 

79 156.681 

80 153.346 
80 153.051 
80 152.282 
80 151.202 
80 152.245 
80 151.821 
80 153.012 
80 150.714 
80 152.609 
80 153.990 



-7.797 6.398 1.00 0.00 

-7.070 6.977 1.00 0.00 

-7.699 9.006 1.00 0.00 

-6.266 8.890 1.00 0.00 

-8.100 7.557 1.00 0.00 

-9.116 8.763 1.00 0.00 

-8.129 9.451 1.00 0.00 

-6.610 9.446 1.00 0.00 

-7.813 10.505 1.00 0.00 

-3.493 3.540 1.00 0.00 

-2.191 3.006 1.00 0.00 

-2.246 1.491 1.00 0.00 

-2.379 0.754 1.00 0.00 

-1.143 3.387 1.00 0.00 

-3.996 3.108 1.00 0.00 

-1.910 3.451 1.00 0.00 

-1.243 4.434 1.00 0.00 

-0.157 3.204 1.00 0.00 

-1.284 2.793 1.00 0.00 

-2.143 1.033 1.00 0.00 

-2.181 -0.394 1.00 0.00 

-0.935 -0.825 1.00 0.00 

-0.652 -0.307 1.00 0.00 

-3.435 -0.737 1.00 0.00 

-3.553 -2.202 1.00 0.00 

-3.915 -3.075 1.00 0.00 

-4.585 -2.354 1.00 0.00 

-2.038 1.670 1.00 0.00 

-2.211 -0.927 1.00 0.00 



ftfiE# 2003-3083148 
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ATOM 1144 


1HB 


LEU A 


80 


152. 842 


-4.301 


-0.485 1.00 0.00 


ATOM 1145 


2HB 


LEU A 


80 


151.355 


-3.444 


-0.127 1.00 0.00 


ATOM 1146 


HG 


LEU A 


80 


151.439 


-2. 599 


-2.536 1.00 0.00 


ATOM 1147 


1HD1 


LEU A 


80 


153. 565 


-3.020 


-3.319 1.00 0.00 


ATOM 1148 


2HD1 


LEU A 


80 


152. 664 


-4. 382 


-3.984 1.00 0.00 


ATOM 1149 


3HD1 


LEU A 


80 


153. 654 


-4.600 


-2.542 1.00 0.00 


ATOM 1150 


1HD2 


LEU A 


80 


149. 996 


-4.463 


-1.556 1.00 0.00 


ATOM 1151 


2HD2 


LEU A 


80 


151. 137 


-5. 578 


-2.307 1.00 0.00 


ATOM 1152 


3HD2 


LEU A 


80 


150. 221 


-4.447 


-3.305 1.00 0.00 


ATOM 1153 


N 


PHE A 


81 


152.846 


-0. 195 


-1.772 1.00 0.00 


ATOM 1154 


CA 


PHE A 


81 


152.214 


1.019 


-2.272 1.00 0.00 


ATOM 1155 


C 


PHE A 


81 


151.401 


0.732 


-3.530 1.00 0.00 


ATOM 1156 


0 


PHE A 


81 


151.843 


-0. 005 


-4.411 1.00 0.00 


ATOM 1157 


CB 


PHE A 


81 


153.272 


2.086 


-2.565 1.00 0.00 


ATOM 1158 


CG 


PHE A 


81 


153. 894 


2.672 


-1.330 1.00 0.00 


ATOM 1159 


CD1 


PHE A 


81 


154. 971 


2.051 


-0.719 1.00 0.00 


ATOM 1160 


CD2 


PHE A 


81 


153. 400 


3.844 


-0.780 1.00 0.00 


ATOM 1161 


CE1 


PHE A 


81 


155. 545 


2.588 


0.417 1.00 0.00 


ATOM 1162 


CE2 


PHE A 


81 


153.970 


4.386 


0.357 1.00 0.00 


ATOM 1163 


CZ 


PHE A 


81 


155.044 


3.756 


0.957 1.00 0.00 


ATOM 1164 


H 


PHE A 


81 


153.710 


-0.473 


-2.146 1.00 0.00 


ATOM 1165 


HA 


PHE A 


81 


151.550 


1.387 


-1.504 1.00 0.00 


ATOM 1166 


1HB 


PHE A 


81 


154.061 


1.647 


-3.157 1.00 0.00 


ATOM 1167 


2HB 


PHE A 


81 


152.815 


2.891 


-3.124 1.00 0.00 


ATOM 1168 


HD1 


PHE A 


81 


155.364 


1.137 


-1.140 1.00 0.00 


ATOM 1169 


HD2 


PHE A 


81 


152. 560 


4.337 


-1.247 1.00 0.00 


ATOM 1170 


HE1 


PHE A 


81 


156. 384 


2.094 


0.884 1.00 0.00 


ATOM 1171 


HE2 


PHE A 


81 


153. 576 


5.300 


0.776 1.00 0.00 


ATOM 1172 


HZ 


PHE A 


81 


155.490 


4.178 


1.845 1.00 0.00 



miiE# 2003-3083148 
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ATOM 1173 N VALA 82 150.212 1.320 -3.606 1.00 0.00 
ATOM 1174 CA VALA 82 149.338 1.127 -4.758 1.00 0.00 
ATOM 1175 C VALA 82 148.527 2.385 -5.048 1.00 0.00 
ATOM 1176 0 VALA 82 148.443 3.288 -4.216 1.00 0.00 
ATOM 1177 CB VALA 82 148.372 -0.053 -4.539 1.00 0.00 
ATOM 1178 CGI VALA 82 149.117 -1.376 -4.623 1.00 0.00 
ATOM 1179 CG2 VALA 82 147.657 0.082 -3.202 1.00 0.00 
ATOM 1180 H VALA 82 149.915 1.897 -2.873 1.00 0.00 
ATOM 1181 HA VALA 82 149.957 0.905 -5.613 1.00 0.00 
ATOM 1182 HB VAL A 82 147.629 -0.034 -5.323 1.00 0.00 
ATOM 1183 1HG1 VALA 82 149.441 -1.670 -3.635 1.00 0.00 
ATOM 1184 2HG1 VALA 82 149.978 -1.265 -5.266 1.00 0.00 
ATOM 1185 3HG1 VAL A 82 148.462 -2.133 -5.027 1.00 0.00 
ATOM 1186 1HG2 VALA 82 146.755 -0.511 -3.216 1.00 0.00 
ATOM 1187 2HG2 VAL A 82 147.405 1.118 -3.032 1.00 0.00 
ATOM 1188 3HG2 VAL A 82 148.306 -0.266 -2.412 1.00 0.00 
ATOM 1189 N LYS A 83 147.929 2.438 -6.234 1.00 0.00 
ATOM 1190 CA LYS A 83 147.125 3.585 -6.636 1.00 0.00 
ATOM 1191 C LYS A 83 145.818 3.634 -5.853 1.00 0.00 
ATOM 1192 0 LYS A 83 145.041 2.678 -5.859 1.00 0.00 
ATOM 1193 CB LYS A 83 146.833 3.530 -8.136 1.00 0.00 
ATOM 1194 CG LYS A 83 148.083 3.515 -8.999 1.00 0.00 
ATOM 1195 CD LYS A 83 147.742 3.365 -10.472 1.00 0.00 
ATOM 1196 CE LYS A 83 148.891 3.816 -11.360 1.00 0.00 
ATOM 1197 NZ LYS A 83 149.817 2.695-11.683 1.00 0.00 
ATOM 1198 H LYS A 83 148.033 1.685 -6.855 1.00 0.00 
ATOM 1199 HA LYS A 83 147.690 4.479 -6.420 1.00 0.00 
ATOM 1200 1HB LYS A 83 146.265 2.635 -8.347 1.00 0.00 
ATOM 1201 2HB LYS A 83 146.243 4.391 -8.408 1.00 0.00 



ffi!E# 2003-3083148 
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ATOM 1202 1HG LYS A 83 148.618 4.443 -8.858 1.00 0.00 

ATOM 1203 2HG LYS A 83 148.709 2.688 -8.697 1.00 0.00 

ATOM 1204 1HD LYS A 83 147.527 2.327 -10.679 1.00 0.00 

ATOM 1205 2HD LYS A 83 146.871 3.965 -10.694 1.00 0.00 

ATOM 1206 1HE LYS A 83 148.485 4.212 -12.279 1.00 0.00 

ATOM 1207 2HE LYS A 83 149.442 4.590 -10.847 1.00 0.00 

ATOM 1208 1HZ LYS A 83 150.305 2.375 -10.823 1.00 0.00 

ATOM 1209 2HZ LYS A 83 150.527 3.006 -12.376 1.00 0.00 

ATOM 1210 3HZ LYS A 83 149.284 1.897 -12.084 1.00 0.00 

ATOM 1211 N LEU A 84 145.581 4.755 -5.1811.00 0.00 

ATOM 1212 CA LEU A 84 144.368 4.936 -4.393 1.00 0.00 

ATOM 1213 C LEU A 84 143.126 4.784 -5.264 1.00 0.00 

ATOM 1214 0 LEU A 84 142.118 4.224 -4.833 1.00 0.00 

ATOM 1215 CB LEU A 84 144.376 6.313 -3.725 1.00 0.00 

ATOM 1216 CG LEU A 84 143.102 6.670 -2.958 1.00 0.00 

ATOM 1217 CD1 LEU A 84 143.017 5.873 -1.666 1.00 0.00 

ATOM 1218 CD2 LEU A 84 143.056 8.163 -2.669 1.00 0.00 

ATOM 1219 H LEU A 84 146.239 5.480 -5.218 1.00 0.00 

ATOM 1220 HA LEU A 84 144.353 4.174 -3.629 1.00 0.00 

ATOM 1221 1HB LEU A 84 145.209 6.351 -3.039 1.00 0.00 

ATOM 1222 2HB LEU A 84 144.530 7.059 -4.4911.00 0.00 

ATOM 1223 HG LEU A 84 142.243 6.419 -3.562 1.00 0.00 

ATOM 1224 1HD1 LEU A 84 142.508 6.458 -0.914 1.00 0.00 

ATOM 1225 2HD1 LEU A 84 144.013 5.635 -1.323 1.00 0.00 

ATOM 1226 3HD1 LEU A 84 142.469 4.959 -1.843 1.00 0.00 

ATOM 1227 1HD2 LEU A 84 143.998 8.476 -2.244 1.00 0.00 

ATOM 1228 2HD2 LEU A 84 142.259 8.370 -1.970 1.00 0.00 

ATOM 1229 3HD2 LEU A 84 142.879 8.703 -3.588 1.00 0.00 

ATOM 1230 N LYS A 85 143.207 5.285 -6.492 1.00 0.00 



ffifiE# 2003-3083148 



mm 2002 



ATOM 1231 


CA 


LYS A 


85 142.089 


ATOM 1232 


C 


LYS A 


85 141.772 


ATOM 1233 


0 


LYS A 


85 140.646 


ATOM 1234 


CB 


LYS A 


85 142.404 


ATOM 1235 


CG 


LYS A 


85 143.788 


ATOM 1236 


CD 


LYS A 


85 144.711 


ATOM 1237 


CE 


LYS A 


85 145.607 


ATOM 1238 


NZ 


LYS A 


85 144.828 


ATOM 1239 


H 


LYS A 


85 144.037 


ATOM 1240 


HA 


LYS A 


85 141.226 


ATOM 1241 


1HB 


LYS A 


85 141.674 


ATOM 1242 


2HB 


LYS A 


85 142.337 


ATOM 1243 


1HG 


LYS A 


85 144.217 


ATOM 1244 


2HG 


LYS A 


85 143.694 


ATOM 1245 


1HD 


LYS A 


85 144.111 


ATOM 1246 


2HD 


LYS A 


85 145.328 


ATOM 1247 


1HE 


LYS A 


85 146.132 


ATOM 1248 


2HE 


LYS A 


85 146.320 


ATOM 1249 


1HZ 


LYS A 


85 144.768 


ATOM 1250 


2HZ 


LYS A 


85 145.288 


ATOM 1251 


3HZ 


LYS A 


85 143.865 


ATOM 1252 


N 


SER A 


86 142.772 


ATOM 1253 


CA 


SER A 


86 142.596 


ATOM 1254 


C 


SER A 


86 142.484 


ATOM 1255 


0 


SER A 


86 142.895 


ATOM 1256 


CB 


SER A 


86 143.763 


ATOM 1257 


OG 


SER A 


86 144.179 


ATOM 1258 


H 


SER A 


86 143.648 


ATOM 1259 


HA 


SER A 


86 141.681 



2 3 6 1 2 9 ^-v : 1028/ 

5.204 -7.426 1.00 0.00 
3.752 -7.773 1.00 0.00 
3.427 -8.146 1.00 0.00 
5.988 -8.701 1.00 0.00 
5.703 -9.264 1.00 0.00 
6.903 -9.121 1.00 0.00 
7.066 -10.338 1.00 0.00 
7.053 -11.607 1.00 0.00 
5.719 -6.778 1.00 0.00 
5.644 -6.948 1.00 0.00 

5.736 -9.454 1.00 0.00 

7.044 -8.486 1.00 0.00 

4.867 -8.732 1.00 0.00 

5.455 -10.312 1.00 0.00 

7.794 -9.006 1.00 0.00 

6.767 -8.245 1.00 0.00 

8.006 -10.259 1.00 0.00 

6.255 -10.355 1.00 0.00 

6.084 -11.980 1.00 0.00 

7.658 -12.316 1.00 0.00 

7.408 -11.439 1.00 0.00 

2.885 -7.647 1.00 0.00 

1.468 -7.949 1.00 0.00 

0.649 -6.668 1.00 0.00 
-0.511 -6.624 1.00 0.00 

0.957 -8.795 1.00 0.00 

1.934 -9.734 1.00 0.00 

3.203 -7.345 1.00 0.00 

1.362 -8.512 1.00 0.00 



tBgE# 2003-3083148 



#H 2 0 0 2 



- 2 3 6 1 2 9 
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ATOM 1260 


1HB 


ATOM 1261 


2HB 


ATOM 1262 


HG 


ATOM 1263 


N 


ATOM 1264 


CA 


ATOM 1265 


C 


ATOM 1266 


0 


ATOM 1267 


CB 


ATOM 1268 


SG 


ATOM 1269 


H 


ATOM 1270 


HA 


ATOM 1271 


1HB 


ATOM 1272 


2HB 


ATOM 1273 


HG 


ATOM 1274 


N 


ATOM 1275 


CA 


ATOM 1276 


C 


ATOM 1277 


0 


ATOM 1278 


CB 


ATOM 1279 


CG 


ATOM 1280 


CD 


ATOM 1281 


NE 


ATOM 1282 


CZ 


ATOM 1283 


NH1 


ATOM 1284 


NH2 


ATOM 1285 


H 


ATOM 1286 


HA 


ATOM 1287 


1HB 


ATOM 1288 


2HB 



SER A 86 144. 595 
SER A 86 143.456 
SER A 86 144.469 
CYS A 87 141.926 
CYS A 87 141.760 
CYS A 87 140.295 
CYS A 87 139. 395 
CYS A 87 142. 277 
CYS A 87 144. 080 
CYS A 87 141.619 
CYS A 87 142. 338 
CYS A 87 141.911 
CYS A 87 141.909 
CYS A 87 144.430 
ARG A 88 140.066 
ARG A 88 138. 710 
ARG A 88 138.470 
ARG A 88 139.274 
ARG A 88 138.463 
ARG A 88 137. 305 
ARG A 88 136. 151 
ARG A 88 135. 512 
ARG A 88 134.347 
ARG A 88 133.690 
ARG A 88 133.837 
ARG A 88 140.824 
ARG A 88 138.025 
ARG A 88 139.357 
ARG A 88 138. 253 



0.719 -8.151 1.00 0.00 
0.069 -9.329 1.00 0.00 
2.723 -9.270 1.00 0.00 
1.258 -5.627 1.00 0.00 
0.585 -4.346 1.00 0.00 
0.232 -4.103 1.00 0.00 
0.870 -4.648 1.00 0.00 
1.469 -3.209 1.00 0.00 
1.553 -3.104 1.00 0.00 
2.184 -5.725 1.00 0.00 
-0.327 -4.372 1.00 0.00 
2.474 -3.350 1.00 0.00 
1.085 -2.269 1.00 0.00 
0.680 -3.295 1.00 0.00 
-0.789 -3.284 1.00 0.00 
-1.227 -2.971 1.00 0.00 
-1.220 -1.460 1.00 0.00 
-1.758 -0.698 1.00 0.00 
-2.628 -3.535 1.00 0.00 
-2.694 -4.518 1.00 0.00 
-3.520 -3.972 1.00 0.00 
-4.323 -5.012 1.00 0.00 
-4.946 -4.855 1.00 0.00 
-4.862 -3.705 1.00 0.00 
-5.656 -5.852 1.00 0.00 
-1.258 -2.880 1.00 0.00 
-0.536 -3.438 1.00 0.00 
-2.960 -4.043 1.00 0.00 
-3.304 -2.718 1.00 0.00 



ttliiE# 2003-3083148 
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-236129 
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ATOM 1289 
ATOM 1290 
ATOM 1291 
ATOM 1292 
ATOM 1293 
ATOM 1294 
ATOM 1295 
ATOM 1296 
ATOM 1297 
ATOM 1298 
ATOM 1299 
ATOM 1300 
ATOM 1301 
ATOM 1302 
ATOM 1303 
ATOM 1304 
ATOM 1305 
ATOM 1306 
ATOM 1307 
ATOM 1308 
ATOM 1309 
ATOM 1310 
ATOM 1311 
ATOM 1312 
ATOM 1313 
ATOM 1314 
ATOM 1315 
ATOM 1316 
ATOM 1317 



1HG 


ARG A 


88 


2HG 


ARG A 


88 


1HD 


ARG A 


88 


2HD 


ARG A 


88 


HE 


ARG A 


88 


1HH1 


ARG A 


88 


2HH1 ARG A 


88 


1HH2 ARG A 


88 


2HH2 ARG A 


88 


N 


PRO A 


89 


CA 


PRO A 


89 


C 


PRO A 


89 


0 


PRO A 


89 


CB 


PRO A 


89 


CG 


PRO A 


89 


CD 


PRO A 


89 


HA 


PRO A 


89 


1HB 


PRO A 


89 


2HB 


PRO A 


89 


1HG 


PRO A 


89 


2HG 


PRO A 


89 


1HD 


PRO A 


89 


2HD 


PRO A 


89 


N 


ASP A 


90 


CA 


ASP A 


90 


C 


ASP A 


90 


0 


ASP A 


90 


CB 


ASP A 


90 


CG 


ASP A 


90 



136.955 -1.690 

137.652 -3.140 

136.529 -4.178 

135.418 -2.852 

135.977 -4.402 

134.068 -4.327 

132. 814 -5. 332 

134.327 -5.723 

132. 961 -6. 125 

137.360 -0.611 

137.030 -0.544 

137.016 -1.921 

136.454 -2.872 

135.626 0.067 

135.525 0.825 
136.343 0.058 
137.713 0.100 
134.888 -0.720 

135.526 0.721 
134.494 0.874 
135.926 1.819 
135.729 -0.666 
136.806 0.733 
137.639 -2.020 
137.699 -3.282 
136.690 -3.296 
136.787 -2.501 
139.109 -3.515 
139.388 -4.979 



-4.713 1.00 0.00 
-5.439 1.00 0.00 
-3.203 1.00 0.00 
-3.544 1.00 0.00 
-5.871 1.00 0.00 
-2.949 1.00 0.00 
-3.594 1.00 0.00 
-6.721 1.00 0.00 
-5.735 1.00 0.00 
-1.004 1.00 0.00 
0.424 1.00 0.00 
1.079 1.00 0.00 
0.536 1.00 0.00 
0.440 1.00 0.00 
-0.837 1.00 0.00 
-1.837 1.00 0.00 
0.957 1.00 0.00 
0.493 1.00 0.00 
1.294 1.00 0.00 
-1.154 1.00 0.00 
-0.708 1.00 0.00 
-2.353 1.00 0.00 
-2.543 1.00 0.00 
2.248 1.00 0.00 
2.978 1.00 0.00 
4.122 1.00 0.00 
5.058 1.00 0.00 
3.522 1.00 0.00 
3.796 1.00 0.00 



tBSE# 2003-3083148 



2002-236129 V 1031/ 



ATOM 1318 0D1 ASP A 90 140.186 -5.270 4.7111.00 0.00 

ATOM 1319 0D2 ASP A 90 138.808 -5.835 3.095 1.00 0.00 

ATOM 1320 H ASP A 90 138.068 -1.226 2.630 1.00 0.00 

ATOM 1321 HA ASP A 90 137.453 -4.075 2.288 1.00 0.00 

ATOM 1322 1HB ASP A 90 139.829 -3.158 2.802 1.00 0.00 

ATOM 1323 2HB ASP A 90 139.227 -2.965 4.444 1.00 0.00 

ATOM 1324 N SERA 91 135.722 -4.204 4.040 1.00 0.00 

ATOM 1325 CA SERA 91 134.695 -4.321 5.069 1.00 0.00 

ATOM 1326 C SERA 91 134.986 -5.499 5.995 1.00 0.00 

ATOM 1327 0 SERA 91 134.070 -6.102 6.555 1.00 0.00 

ATOM 1328 CB SERA 91 133.319 -4.494 4.424 1.00 0.00 

ATOM 1329 OG SERA 91 132.300 -3.944 5.240 1.00 0.00 

ATOM 1330 H SERA 91 135.699 -4.809 3.270 1.00 0.00 

ATOM 1331 HA SERA 91 134.701 -3.410 5.650 1.00 0.00 

ATOM 1332 1HB SERA 91 133.306 -3.996 3.467 1.00 0.00 

ATOM 1333 2HB SERA 91 133.122 -5.547 4.284 1.00 0.00 

ATOM 1334 HG SERA 91 131.591 -4.584 5.341 1.00 0.00 

ATOM 1335 N ARG A 92 136.266 -5.822 6.150 1.00 0.00 

ATOM 1336 CA ARG A 92 136.676 -6.929 7.006 1.00 0.00 

ATOM 1337 C ARG A 92 136.335 -6.649 8.466 1.00 0.00 

ATOM 1338 0 ARG A 92 136.092 -7.572 9.243 1.00 0.00 

ATOM 1339 CB ARG A 92 138.178 -7.181 6.862 1.00 0.00 

ATOM 1340 CG ARG A 92 138.528 -8.159 5.7511.00 0.00 

ATOM 1341 CD ARG A 92 138.929 -9.516 6.308 1.00 0.00 

ATOM 1342 NE ARG A 92 137.861 -10.122 7.098 1.00 0.00 

ATOM 1343 CZ ARG A 92 138.051 -11.115 7.965 1.00 0.00 

ATOM 1344 NH1 ARG A 92 139.265 -11.616 8.155 1.00 0.00 

ATOM 1345 NH2 ARG A 92 137.024 -11.608 8.643 1.00 0.00 

ATOM 1346 H ARG A 92 136.950 -5.306 5.676 1.00 0.00 



ffitiE# 2003-3083148 



mm 2002-236129 



I 1032/ 



ATOM 1347 


HA 


ARG A 


ATOM 1348 


1HB 


ARG A 


ATOM 1349 


2HB 


ARG A 


ATOM 1350 


IHG 


ARG A 


ATOM 1351 


2HG 


ARG A 


ATOM 1352 


1HD 


ARG A 


ATOM 1353 


2HD 


ARG A 


ATOM 1354 


HE 


ARG A 


ATOM 1355 


1HH1 


ARG A 


ATOM 1356 


2HH1 ARG A 


ATOM 1357 


1HH2 ARG A 


ATOM 1358 


2HH2 ARG A 


ATOM 1359 


N 


PHE A 


ATOM 1360 


CA 


PHE A 


ATOM 1361 


C 


PHE A 


ATOM 1362 


0 


PHE A 


ATOM 1363 


CB 


PHE A 


ATOM 1364 


CG 


PHE A 


ATOM 1365 


CD1 


PHE A 


ATOM 1366 


CD2 


PHE A 


ATOM 1367 


CE1 


PHE A 


ATOM 1368 


CE2 


PHE A 


ATOM 1369 


CZ 


PHE A 


ATOM 1370 


H 


PHE A 


ATOM 1371 


HA 


PHE A 


ATOM 1372 


1HB 


PHE A 


ATOM 1373 


2HB 


PHE A 


ATOM 1374 


HD1 


PHE A 


ATOM 1375 


HD2 


PHE A 



92 136.141 
92 138.670 
92 138.556 
92 137.667 
92 139.350 
92 139. 170 
92 139.801 
92 136.953 
92 140.044 
92 139.401 
92 136.107 

92 137.166 

93 136.321 
93 136.011 
93 134.637 
93 134.390 
93 137.080 
93 138.416 
93 139.106 
93 138.982 
93 140.335 
93 140.211 
93 140.888 
93 136.524 
93 136.009 
93 137.215 
93 136.751 
93 138.673 
93 138.453 



-7.811 6.686 1.00 0.00 

-6.242 6.653 1.00 0.00 

-7.576 7.793 1.00 0.00 

-8.285 5.111 1.00 0.00 

-7.758 5.177 1.00 0.00 

-10.172 5.484 1.00 0.00 

-9.391 6.933 1.00 0.00 

-9.771 6.978 1.00 0.00 

-11.248 7.647 1.00 0.00 

-12.361 8.807 1.00 0.00 

-11.235 8.503 1.00 0.00 

-12.354 9.293 1.00 0.00 

-5.372 8.834 1.00 0.00 

-4.976 10.204 1.00 0.00 

-4.319 10.290 1.00 0.00 

-3.488 11.164 1.00 0.00 

-4.018 10.732 1.00 0.00 

-4.670 10.948 1.00 0.00 

-5.235 9.888 1.00 0.00 

-4.718 12.213 1.00 0.00 

-5.836 10.084 1.00 0.00 

-5.316 12.415 1.00 0.00 

-5.877 11.348 1.00 0.00 

-4.680 8.171 1.00 0.00 

-5.868 10.812 1.00 0.00 

-3.214 10.025 1.00 0.00 

-3.609 11.677 1.00 0.00 

-5.203 8.898 1.00 0.00 

-4.280 13.047 1.00 0.00 



tBSE# 2003-3083148 



#gg 2002-236129 



-^-v : 1033/ 



ATOM 1376 HE1 

ATOM 1377 HE2 

ATOM 1378 HZ 

ATOM 1379 N 

ATOM 1380 CA 

ATOM 1381 C 

ATOM 1382 0 

ATOM 1383 CB 

ATOM 1384 H 

ATOM 1385 HA 

ATOM 1386 1HB 

ATOM 1387 2HB 

ATOM 1388 3HB 

ATOM 1389 N 

ATOM 1390 CA 

ATOM 1391 C 

ATOM 1392 0 

ATOM 1393 CB 

ATOM 1394 OG 

ATOM 1395 H 

ATOM 1396 HA 

ATOM 1397 1HB 

ATOM 1398 2HB 

ATOM 1399 HG 

ATOM 1400 N 
ATOM 1401 CA 
ATOM 1402 C 
ATOM 1403 0 
ATOM 1404 CB 



PHE A 93 140. 861 -6. 273 
PHE A 93 140.641 -5.348 
PHE A 93 141.848 -6.345 
ALA A 94 133.742 -4.697 
ALA A 94 132.395 -4.141 
ALA A 94 131.409 -5.069 
ALA A 94 131.306 -6.249 
ALA A 94 131.951 -3.881 
ALA A 94 133. 994 -5. 364 
ALA A 94 132.417 -3.196 
ALA A 94 131.106 -3.209 
ALA A 94 131.667 -4.815 
ALA A 94 132.764 -3.437 
SER A 95 130. 685 -4. 528 
SER A 95 129.707 -5.307 
SER A 95 128.398 -5.422 
SER A 95 127.808 -4.417 
SER A 95 129.451 -4.667 
SER A 95 130. 650 -4. 575 
SER A 95 130.813 -3.581 
SER A 95 130.113 -6.296 
SER A 95 129.052 -3.674 
SER A 95 128. 741 -5. 267 
SER A 95 131.282 -4.029 
LEU A 96 127.948 -6.655 
LEU A 96 126.707 -6.902 
LEU A 96 126.785 -6.339 
LEU A 96 126.357 -5.214 
LEU A 96 125. 525 -6. 280 



9.248 1.00 0.00 
13.405 1.00 0.00 
11.504 1.00 0.00 

9.381 1.00 0.00 

9.363 1.00 0.00 
10.064 1.00 0.00 

9.730 1.00 0.00 

7.933 1.00 0.00 
8.708 1.00 0.00 
9.885 1.00 0.00 

7.934 1.00 0.00 
7.469 1.00 0.00 
7.379 1.00 0.00 

11.039 1.00 0.00 
11.788 1.00 0.00 

11.015 1.00 0.00 
10.619 1.00 0.00 
13.154 1.00 0.00 
13.907 1.00 0.00 
11.260 1.00 0.00 
11.934 1.00 0.00 

13.016 1.00 0.00 
13.702 1.00 0.00 
13.435 1.00 0.00 
10.802 1.00 0.00 
10.076 1.00 0.00 

8.660 1.00 0.00 
8.405 1.00 0.00 
10.820 1.00 0.00 



miE# 2 0 0 3 



-3083148 



mm2 002 



-236129 



^-v : 1034/ 



ATOM 1405 CG LEU A 96 124.921 -7.153 11.923 1.00 0.00 

ATOM 1406 CD1 LEU A 96 125.619 -6.895 13.249 1.00 0.00 

ATOM 1407 CD2 LEU A 96 123.427 -6.897 12.046 1.00 0.00 

ATOM 1408 H LEU A 96 128.463 -7.417 11.142 1.00 0.00 * 

ATOM 1409 HA LEU A 96 126.565 -7.971 10.020 1.00 0.00 

ATOM 1410 1HB LEU A 96 125.854 -5.352 11.264 1.00 0.00 

ATOM 1411 2HB LEU A 96 124.750 -6.062 10.1011.00 0.00 

ATOM 1412 HG LEU A 96 125.064 -8.194 11.668 1.00 0.00 

ATOM 1413 1HD1 LEU A 96 125.088 -6.127 13.791 1.00 0.00 

ATOM 1414 2HD1 LEU A 96 126.633 -6.572 13.066 1.00 0.00 

ATOM 1415 3HD1 LEU A 96 125.631 -7.805 13.832 1.00 0.00 

ATOM 1416 1HD2 LEU A 96 123.258 -6.072 12.722 1.00 0.00 

ATOM 1417 2HD2 LEU A 96 122.940 -7.783 12.429 1.00 0.00 

ATOM 1418 3HD2 LEU A 96 123.021 -6.656 11.075 1.00 0.00 



ATOM 1419 


N 


GLN A 


97 127.334 


-7. 130 


7.744 1.00 0.00 


ATOM 1420 


CA 


GLN A 


97 127.467 


-6.710 


6.354 1.00 0.00 


ATOM 1421 


C 


GLN A 


97 126.124 


-6.784 


5.630 1.00 0.00 


ATOM 1422 


0 


GLN A 


97 125.307 


-7. 660 


5.911 1.00 0.00 


ATOM 1423 


CB 


GLN A 


97 128.497 


-7. 581 


5.631 1.00 0.00 


ATOM 1424 


CG 


GLN A 


97 129.932 


-7. 129 


5.841 1.00 0.00 


ATOM 1425 


CD 


GLN A 


97 130.938 


-8.074 


5.214 1.00 0.00 


ATOM 1426 


0E1 


GLN A 


97 131.184 


-8.028 


4.009 1.00 0.00 


ATOM 1427 


NE2 


GLN A 


97 131.527 


-8.939 


6.032 1.00 0.00 


ATOM 1428 


H 


GLN A 


97 127.658 


-8.016 


8.008 1.00 0.00 


ATOM 1429 


HA 


GLN A 


97 127.810 


-5. 686 


6.350 1.00 0.00 


ATOM 1430 


1HB 


GLN A 


97 128.405 


-8. 597 


5.989 1.00 0.00 


ATOM 1431 


2HB 


GLN A 


97 128.287 


-7.563 


4.572 1.00 0.00 


ATOM 1432 


1HG 


GLN A 


97 130.057 


-6. 152 


5.400 1.00 0.00 


ATOM 1433 


2HG 


GLN A 


97 130.126 


-7.072 


6.902 1.00 0.00 



ffilE# 2003-3083148 



2002-236129 ^-v : 1035/ 



ATOM 1434 1HE2 GLN A 97 131.282 -8.919 6.981 1.00 0.00 

ATOM 1435 2HE2 GLN A 97 132.182 -9.563 5.653 1.00 0.00 

ATOM 1436 N PRO A 98 125.878 -5.862 4.683 1.00 0.00 

ATOM 1437 CA PROA 98 124.626 -5.830 3.918 1.00 0.00 

ATOM 1438 C PROA 98 124.313 -7.172 3.265 1.00 0.00 

ATOM 1439 0 PROA 98 125.174 -7.777 2.626 1.00 0.00 

ATOM 1440 CB PROA 98 124.884 -4.764 2.851 1.00 0.00 

ATOM 1441 CG PROA 98 125.933 -3.885 3.438 1.00 0.00 

ATOM 1442 CD PROA 98 126.798 -4.781 4.282 1.00 0.00 

ATOM 1443 HA PROA 98 123.793 -5.531 4.537 1.00 0.00 

ATOM 1444 IHB PROA 98 125.226 -5.237 1.941 1.00 0.00 

ATOM 1445 2HB PRO A 98 123.974 -4.216 2.659 1.00 0.00 

ATOM 1446 1HG PROA 98 126.518 -3.435 2.649 1.00 0.00 

ATOM 1447 2HG PRO A 98 125.475 -3.122 4.049 1.00 0.00 

ATOM 1448 1HD PROA 98 127.620 -5.169 3.699 1.00 0.00 

ATOM 1449 2HD PROA 98 127.163 -4.246 5.145 1.00 0.00 

ATOM 1450 N SERA 99 123.077 -7.631 3.429 1.00 0.00 

ATOM 1451 CA SERA 99 122.651 -8.902 2.855 1.00 0.00 

ATOM 1452 C SERA 99 121.170 -9.152 3.124 1.00 0.00 

ATOM 1453 0 SERA 99 120.759 -10.283 3.388 1.00 0.00 

ATOM 1454 CB SERA 99 123.487 -10.049 3.424 1.00 0.00 

ATOM 1455 OG SER A 99 123.019 -10.437 4.705 1.00 0.00 

ATOM 1456 H SERA 99 122.436 -7.103 3.950 1.00 0.00 

ATOM 1457 HA SERA 99 122.806 -8.851 1.787 1.00 0.00 

ATOM 1458 IHB SERA 99 123.427 -10.900 2.761 1.00 0.00 

ATOM 1459 2HB SERA 99 124.517 -9.733 3.511 1.00 0.00 

ATOM 1460 HG SERA 99 123.492 -11.220 4.995 1.00 0.00 

ATOM 1461 N GLY A 100 120.374 -8.090 3.056 1.00 0.00 

ATOM 1462 CA GLY A 100 118.949 -8.215 3.296 1.00 0.00 



ffilE# 2003-3083148 



3&m 2002-236129 



^-v I 1036/ 



ATOM 1463 
ATOM 1464 
ATOM 1465 
ATOM 1466 
ATOM 1467 
ATOM 1468 
ATOM 1469 
ATOM 1470 
ATOM 1471 
ATOM 1472 
ATOM 1473 
ATOM 1474 
ATOM 1475 
ATOM 1476 
ATOM 1477 
ATOM 1478 
ATOM 1479 
ATOM 1480 
ATOM 1481 
ATOM 1482 
ATOM 1483 
ATOM 1484 
ATOM 1485 
ATOM 1486 
ATOM 1487 
ATOM 1488 
ATOM 1489 
ATOM 1490 
ATOM 1491 



C GLY A 100 118.516 -7.547 
0 GLY A 100 119. 120 -6. 561 
H GLY A 100 120.758 -7.215 
1HA GLY A 100 118.416 -7.763 
2HA GLY A 100 118.693 -9.264 
N PRO A 101 117.463 -8.065 
CA PRO A 101 116.960 -7.501 
C PRO A 101 117.930 -7.710 
0 PRO A 101 117.857 -8.711 
CB PRO A 101 115.661 -8.273 
CG PRO A 101 115.843 -9.561 
CD PRO A 101 116.682 -9.241 
HA PRO A 101 116.743 -6.447 
1HB PRO A 101 115.528 -8.432 
2HB PRO A 101 114.826 -7.713 
1HG PRO A 101 116.352 -10.271 
2HG PRO A 101 114. 882 -9. 949 
1HD PRO A 101 117.333 -10.069 
2HD PRO A 101 116.054 -8.997 
N SER A 102 118. 838 -6. 757 
CA SER A 102 119.823 -6.835 
C SER A 102 119. 217 -6. 399 
0 SER A 102 119. 222 -7. 153 
CB SER A 102 121.038 -5.967 
OG SER A 102 122. 023 -6.710 
H SER A 102 118.846 -5.982 
HA SER A 102 120. 141 -7. 864 
1HB SER A 102 120. 728 -5. 138 
2HB SER A 102 121.469 -5.591 



4.588 1.00 0.00 
5.011 1.00 0.00 
2.842 1.00 0.00 
2.474 1.00 0.00 
3.343 1.00 0.00 
5.244 1.00 0.00 
6.501 1.00 0.00 
7.658 1.00 0.00 
8.369 1.00 0.00 
6.745 1.00 0.00 
6.019 1.00 0.00 
4.813 1.00 0.00 
6.400 1.00 0.00 
7.806 1.00 0.00 
6.352 1.00 0.00 
6.653 1.00 0.00 
5.714 1.00 0.00 
4.576 1.00 0.00 
3.970 1.00 0.00 
7.841 1.00 0.00 
8.913 1.00 0.00 
10.243 1.00 0.00 
11.215 1.00 0.00 
8.582 1.00 0.00 
7.886 1.00 0.00 
7.241 1.00 0.00 
8.996 1.00 0.00 
7.964 1.00 0.00 
9.499 1.00 0.00 



mmw 2003 



-3083148 



2002-236129 ^-v* '. 1037/ 



ATOM 1492 HG SER A 102 122.747 -6.129 7.638 1.00 0.00 

ATOM 1493 N SER A 103 118. 697 -5.177 10.278 1.00 0.00 

ATOM 1494 CA SER A 103 118.087 -4.640 11.488 1.00 0.00 

ATOM 1495 C SER A 103 116.565 -4.718 11.411 1.00 0.00 

ATOM 1496 0 SER A 103 116.003 -5.040 10.365 1.00 0.00 

ATOM 1497 CB SER A 103 118. 524 -3.190 11.705 1.00 0.00 

ATOM 1498 OG SER A 103 118.738 -2.530 10.469 1.00 0.00 

ATOM 1499 H SER A 103 118.724 -4.622 9.469 1.00 0.00 

ATOM 1500 HA SER A 103 118.424 -5.237 12.322 1.00 0.00 

ATOM 1501 1HB SER A 103 117.756 -2.662 12.251 1.00 0.00 

ATOM 1502 2HB SERA 103 119.444 -3.175 12.271 1.00 0.00 

ATOM 1503 HG SER A 103 117.894 -2.380 10.037 1.00 0.00 

ATOM 1504 N GLY A 104 115.906 -4.421 12.526 1.00 0.00 

ATOM 1505 CA GLY A 104 114.456 -4.464 12.563 1.00 0.00 

ATOM 1506 C GLY A 104 113.868 -3.401 13.471 1.00 0.00 

ATOM 1507 0 GLY A 104 112.673 -3.076 13.307 1.00 0.00 

ATOM 1508 OXT GLY A 104 114.602 -2.895 14.345 1.00 0.00 

ATOM 1509 H GLY A 104 116.408 -4.171 13.329 1.00 0.00 

ATOM 1510 IHA GLY A 104 114.077 -4.317 11.563 1.00 0.00 

ATOM 1511 2HA GLY A 104 114.144 -5.435 12.916 1.00 0.00 

TER 1512 GLY A 104 
ENDMDL 



[0 117] 



ATOM 1 


N 


GLY A 


1 


128. 


ATOM 2 


CA 


GLY A 


1 


128. 


ATOM 3 


C 


GLY A 


1 


128. 


ATOM 4 


0 


GLY A 


1 


129. 



661 32.040 -7.283 1.00 0.00 

278 31.541 -8.634 1.00 0.00 

677 30.095 -8.853 1.00 0.00 

352 29.771 -9.830 1.00 0.00 



ffifiE# 2003-3083148 



#M 2002-236129 ^- v : 1038/ 



ATOM 5 


1H 


GLY A 


1 128.790 


31.240 


-6.631 1.00 0.00 


ATOM 6 


2H 


GLY A 


1 127.917 


32.661 


-6.908 1.00 0.00 


ATOM 7 


3H 


GLY A 


1 129.550 


32. 576 


-7.339 1.00 0.00 


ATOM 8 


1HA 


GLY A 


1 127.208 


31.628 


-8.748 1.00 0.00 


ATOM 9 


2HA 


GLY A 


1 128.760 


32. 153 


-9.381 1.00 0.00 


ATOM 10 


N 


SER A 


2 128.260 


29.223 


-7.941 1.00 0.00 


ATOM 11 


CA 


SER A 


2 128.578 


27.804 


-8.038 1.00 0.00 


ATOM 12 


C 


SER A 


2 127.444 


27.036 


-8.709 1.00 0.00 


ATOM 13 


0 


SER A 


2 126.367 


26.872 


-8.134 1.00 0.00 


ATOM 14 


CB 


SER A 


2 128.851 


27.223 


-6.648 1.00 0.00 


ATOM 15 


OG 


SER A 


2 129.404 


25.922 


-6.738 1.00 0.00 


ATOM 16 


H 


SER A 


2 127.726 


29.543 


-7.184 1.00 0.00 


ATOM 17 


HA 


SER A 


2 129.469 


27.704 


-8.640 1.00 0.00 


ATOM 18 


1HB 


SER A 


2 129.546 


27.862 


-6.125 1.00 0.00 


ATOM 19 


2HB 


SER A 


2 127.925 


27. 171 


-6.096 1.00 0.00 


ATOM 20 


HG 


SER A 


2 128.747 


25.319 


-7.092 1.00 0.00 


ATOM 21 


N 


SER A 


3 127.692 


26. 569 


-9.927 1.00 0.00 


ATOM 22 


CA 


SER A 


3 126.691 


25.818 


-10.677 1.00 0.00 


ATOM 23 


C 


SER A 


3 127.354 


24. 865 


-11.666 1.00 0.00 


ATOM 24 


0 


SER A 


3 128.088 


25. 290 


-12.557 1.00 0.00 


ATOM 25 


CB 


SER A 


3 125.757 


26.775 


-11.421 1.00 0.00 


ATOM 26 


OG 


SER A 


3 124.425 


26.291 


-11.422 1.00 0.00 


ATOM 27 


H 


SER A 


3 128.569 


26.732 


-10.333 1.00 0.00 


ATOM 28 


HA 


SER A 


3 126.112 


25.241 


-9.972 1.00 0.00 


ATOM 29 


1HB 


SER A 


3 125.775 


27.741 


-10.938 1.00 0.00 


ATOM 30 


2HB 


SER A 


3 126.092 


26.879 


-12.443 1.00 0.00 


ATOM 31 


HG 


SER A 


3 124.425 


25. 355 


-11.635 1.00 0.00 


ATOM 32 


N 


GLY A 


4 127.089 


23.572 


-11.501 1.00 0.00 


ATOM 33 


CA 


GLY A 


4 127.667 


22.578 


-12.387 1.00 0.00 



ffifE# 2 003-3083148 



mm 2002 



ATOM 34 


C 


GLY A 


4 128.856 


ATOM 35 


0 


GLY A 


4 129.986 


ATOM 36 


H 


GLY A 


4 126.496 


ATOM 37 


1HA 


GLY A 


4 


126.912 


ATOM 38 


2HA 


GLY A 


4 


127. 987 


ATOM 39 


N 


SER A 


5 


128. 601 


ATOM 40 


CA 


SER A 


5 


129.658 


ATOM 41 


C 


SER A 


5 


129.088 


ATOM 42 


0 


SER A 


5 128.573 


ATOM 43 


CB 


SER A 


5 130.405 


ATOM 44 


OG 


SER A 


5 


131.790 


ATOM 45 


H 


SER A 


5 


127- 679 


ATOM 46 


HA 


SER A 


5 


130. 349 


ATOM 47 


1HB 


SER A 


5 


130. 277 


ATOM 48 


2HB 


SER A 


5 


130. 007 


ATOM 49 


HG 


SER A 


5 


132. 155 


ATOM 50 


N 


SER A 


6 


129. 183 


ATOM 51 


CA 


SER A 


6 


128. 676 


ATOM 52 


C 


SER A 


6 


129. 453 


ATOM 53 


0 


SER A 


6 


130. 044 


ATOM 54 


CB 


SER A 


6 


127. 188 


ATOM 55 


OG 


SER A 


6 


126.446 


ATOM 56 


H 


SER A 


6 


129. 605 


ATOM 57 


HA 


SER A 


6 


128. 803 


ATOM 58 


1HB 


SER A 


6 


127. 058 


ATOM 59 


2HB 


SER A 


6 


126. 812 


ATOM 60 


HG 


SER A 


6 


126.383 


ATOM 61 


N 


GLY A 


7 


129.449 


ATOM 62 


CA 


GLY A 


7 


130. 157 



- 2 3 6 1 2 9 ^-v : 1039/ 

21.870 -11.767 1.00 0.00 
22.018 -12.232 1.00 0.00 
23.292 -10.773 1.00 0.00 
21.846 -12.629 1.00 0.00 
23.065 -13.296 1.00 0.00 
21.102 -10.713 1.00 0.00 
20.368 -10.028 1.00 0.00 
19.175 -9.268 1.00 0.00 
19.321 -8.159 1.00 0.00 
21.292 -9.064 1.00 0.00 
20.992 -9.042 1.00 0.00 
21.025 -10.389 1.00 0.00 
20.006 -10.775 1.00 0.00 
22.316 -9.379 1.00 0.00 
21.167 -8.068 1.00 0.00 
21.097 -9.923 1.00 0.00 
17.994 -9.872 1.00 0.00 
16.776 -9.250 1.00 0.00 
15.555 -9.733 1.00 0.00 
15.570 -10.812 1.00 0.00 
16.602 -9.560 1.00 0.00 
17.739 -9.155 1.00 0.00 
17.942 -10.754 1.00 0.00 
16.870 -8.183 1.00 0.00 
16.465 -10.624 1.00 0.00 
15.736 -9.037 1.00 0.00 
18.358 -9.886 1.00 0.00 
14.499 -8.923 1.00 0.00 
13.284 -9.285 1.00 0.00 

ffi!E# 2003-3083148 
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ATOM 63 


C 


GLY A 


7 129.219 


12.168 


-9.702 1.00 0.00 


ATOM 64 


0 


GLY A 


7 128.072 


12.417 - 


-10.073 1.00 0.00 


ATOM 65 


H 


GLY A 


7 128.959 


14. 546 


-8.076 1.00 0.00 


ATOM 66 


1HA 


GLY A 


7 130.827 


13.502 - 


-10.102 1.00 0.00 


ATOM 67 


2HA 


GLY A 


7 130.737 


12. 954 


-8.436 1.00 0.00 


ATOM 68 


N 


LEU A 


8 129.709 


10.933 


-9.643 1.00 0.00 


ATOM 69 


CA 


LEU A 


8 128.907 


9.775 • 


-10.020 1.00 0.00 


ATOM 70 


C 


LEU A 


8 128.373 


9.055 


-8.786 1.00 0.00 


ATOM 71 


0 


LEU A 


8 127.214 


9.226 


-8.408 1.00 0.00 


ATOM 72 


CB 


LEU A 


8 129.733 


8.811 


-10.875 1.00 0.00 


ATOM 73 


CG 


LEU A 


8 130.035 


9.300 


-12.295 1.00 0.00 


ATOM 74 


CDl 


LEU A 


8 131.479 


9.764 


-12.405 1.00 0.00 


ATOM 75 


CD2 


LEU A 


8 129.747 


8.203 


-13.310 1.00 0.00 


ATOM 76 


H 


LEU A 


8 130.632 


10. 798 


-9.340 1.00 0.00 


ATOM 77 


HA 


LEU A 


8 128.071 


10. 128 


-10.601 1.00 0.00 


ATOM 78 


1HB 


LEU A 


8 130.672 


8.631 


-10.370 1.00 0.00 


ATOM 79 


2HB 


LEU A 


8 129.197 


7.877 


-10.946 1.00 0.00 


ATOM 80 


HG 


LEU A 


8 129.396 


10. 142 


-12.520 1.00 0.00 


ATOM 81 


1HD1 LEU A 


8 132.084 


8.967 


-12.811 1.00 0.00 


ATOM 82 


2HD1 LEU A 


8 131.847 


10. 033 


-11.426 1.00 0.00 


ATOM 83 


3HD1 LEU A 


8 131.532 


10. 623 


-13.057 1.00 0.00 


ATOM 84 


1HD2 LEU A 


8 128.770 


7.784 


-13.120 1.00 0.00 


ATOM 85 


2HD2 LEU A 


8 130.494 


7.428 


-13.224 1.00 0.00 


ATOM 86 


3HD2 LEU A 


8 129.773 


8.619 


-14.307 1.00 0.00 


ATOM 87 


N 


ALA A 


9 129.225 


8.249 


-8.164 1.00 0.00 


ATOM 88 


CA 


ALA A 


9 128.841 


7.501 


-6.974 1.00 0.00 


ATOM 89 


C 


ALA A 


9 129.972 


7.479 


-5.949 1.00 0.00 


ATOM 90 


0 


ALA A 


9 130.411 


6.414 


-5.515 1.00 0.00 


ATOM 91 


CB 


ALA A 


9 128.437 


6.083 


-7.351 1.00 0.00 
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ATOM 92 


H 


ATOM 93 


HA 


ATOM 94 


1HB 


ATOM 95 


2HB 


ATOM 96 


3HB 


ATOM 97 


N 


ATOM 98 


CA 


ATOM 99 


C 


ATOM 100 


0 


ATOM 101 


CB 


ATOM 102 


CG 


ATOM 103 


SD 


ATOM 104 


CE 


ATOM 105 


H 


ATOM 106 


HA 


ATOM 107 


1HB 


ATOM 108 


2HB 


ATOM 109 


1HG 


ATOM 110 


2HG 


ATOM 111 


1HE 


ATOM 112 


2HE 


ATOM 113 


3HE 


ATOM 114 


N 


ATOM 115 


CA 


ATOM 116 


C 


ATOM 117 


0 


ATOM 118 


CB 


ATOM 119 


CG 


ATOM 120 


CD 



ALA A 9 130. 134 

ALA A 9 127. 982 

ALA A 9 127. 590 

ALA A 9 129. 265 

ALA A 9 128. 169 

MET A 10 130.436 

MET A 10 131.515 

MET A 10 131.300 

MET A 10 131.896 

MET A 10 132.865 

MET A 10 133. 150 

MET A 10 132. 756 

MET A 10 132. 516 

MET A 10 130. 045 

MET A 10 131.511 

MET A 10 132.884 

MET A 10 133.647 

MET A 10 134. 199 

MET A 10 132. 561 

MET A 10 132. 646 

MET A 10 133. 238 

MET A 10 131.518 

PRO A 11 130.443 

PRO A 11 130. 153 
PRO A 11 131.417 
PRO A 11 131.571 
PRO A 11 129.275 
PRO A 11 128.670 
PRO A 11 129.690 



8.155 -8.515 1.00 0.00 
7.990 -6.536 1.00 0.00 

5.779 -6.753 1.00 0.00 
5.413 -7.170 1.00 0.00 
6.050 -8.397 1.00 0.00 
8.662 -5.564 1.00 0.00 

8.780 -4.589 1.00 0.00 
9.989 -3.682 1.00 0.00 

11.046 -3.891 1.00 0.00 
8.894 -5.300 1.00 0.00 
7.745 -6.251 1.00 0.00 
8.146 -7.965 1.00 0.00 
6.510 -8.649 1.00 0.00 
9.477 -5.944 1.00 0.00 
7.885 -3.984 1.00 0.00 
9.814 -5.863 1.00 0.00 
8.922 -4.556 1.00 0.00 
7.495 -6.189 1.00 0.00 
6.891 -5.952 1.00 0.00 
5.771 -7.871 1.00 0.00 
6.337 -9.434 1.00 0.00 
6.432 -9.055 1.00 0.00 
9.848 -2.657 1.00 0.00 
10.934 -1.716 1.00 0.00 
11.515 -1.082 1.00 0.00 
12.734 -1.000 1.00 0.00 
10.269 -0.652 1.00 0.00 
9.092 -1.338 1.00 0.00 
8.622 -2.334 1.00 0.00 
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ATOM 121 


HA 


PRO A 


11 129.600 


ATOM 122 


1HB 


PRO A 


11 129.885 


ATOM 123 


2HB 


PRO A 


11 128.517 


ATOM 124 


1HG 


PRO A 


11 128.463 


ATOM 125 


2HG 


PRO A 


11 127.762 


ATOM 126 


1HD 


PRO A 


11 130.338 


ATOM 127 


2HD 


PRO A 


11 129.205 


ATOM 128 


N 


PRO A 


12 132.345 


ATOM 129 


CA 


PRO A 


12 133.588 


ATOM 130 


C 


PRO A 


12 134.652 


ATOM 131 


0 


PRO A 


12 135.521 


ATOM 132 


CB 


PRO A 


12 134.024 


ATOM 133 


CG 


PRO A 


12 133.519 


ATOM 134 


CD 


PRO A 


12 132.259 


ATOM 135 


HA 


PRO A 


12 133.420 


ATOM 136 


1HB 


PRO A 


12 135.102 


ATOM 137 


2HB 


PRO A 


12 133.582 


ATOM 138 


1HG 


PRO A 


12 134.257 


ATOM 139 


2HG 


PRO A 


12 133.300 


ATOM 140 


1HD 


PRO A 


12 132.244 


ATOM 141 


2HD 


PRO A 


12 131.389 


ATOM 142 


N 


GLY A 


13 134.578 


ATOM 143 


CA 


GLY A 


13 135.540 


ATOM 144 


C 


GLY A 


13 136.372 


ATOM 145 


0 


GLY A 


13 136.823 


ATOM 146 


H 


GLY A 


13 133.864 


ATOM 147 


1HA 


GLY A 


13 135.011 


ATOM 148 


2HA 


GLY A 


13 136.201 


ATOM 149 


N 


ASN A 


14 136.576 



11.730 -2.194 1.00 0.00 
9.969 0.187 1.00 0.00 
10.964 -0.322 1.00 0.00 
8.314 -0.617 1.00 0.00 
9.388 -1.842 1.00 0.00 
7.879 -1.891 1.00 0.00 
8.225 -3.214 1.00 0.00 
10.653 -0.619 1.00 0.00 
11.103 0.006 1.00 0.00 
11.478 -1.020 1.00 0.00 
12.308 -0.753 1.00 0.00 
9.881 0.809 1.00 0.00 
8.717 0.026 1.00 0.00 
9.179 -0.666 1.00 0.00 
11.935 0.673 1.00 0.00 
9.866 0.892 1.00 0.00 
9.915 1.793 1.00 0.00 
8.421 -0.704 1.00 0.00 
7.896 0.692 1.00 0.00 
8.827 -1.687 1.00 0.00 
8.826 -0.133 1.00 0.00 
10.860 -2.194 1.00 0.00 
11.141 -3.243 1.00 0.00 
9.926 -3.606 1.00 0.00 
9.792 -4.744 1.00 0.00 
10.207 -2.350 1.00 0.00 
11.477 -4.122 1.00 0.00 
11.929 -2.911 1.00 0.00 
9.041 -2.637 1.00 0.00 
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ATOM 150 


CA 


ASN A 


14 137.359 


7.831 


ATOM 151 


C 


ASN A 


14 136.448 


6.622 


ATOM 152 


0 


ASN A 


14 136.504 


5.949 


ATOM 153 


CB 


ASN A 


14 138.306 


7. 588 


ATOM 154 


CG 


ASN A 


14 139.254 


8.748 


ATOM 155 


0D1 


ASN A 


14 139.787 


9.325 


ATOM 156 


ND2 


ASN A 


14 139.469 


9.095 


ATOM 157 


H 


ASN A 


14 136.190 


9.205 


ATOM 158 


HA 


ASN A 


14 137.943 


7.973 


ATOM 159 


1HB 


ASN A 


14 137.724 


7.440 


ATOM 160 


2HB 


ASN A 


14 138.890 


6.700 


ATOM 161 


1HD2 ASN A 


14 139.010 


8.591 


ATOM 162 


2HD2 


ASN A 


14 140.078 


9.844 


ATOM 163 


N 


SER A 


15 135.610 


6.354 


ATOM 164 


CA 


SER A 


15 134.688 


5.227 


ATOM 165 


C 


SER A 


15 133.686 


5.283 


ATOM 166 


0 


SER A 


15 132.477 


5.196 


ATOM 167 


CB 


SER A 


15 135.459 


3.906 


ATOM 168 


OG 


SER A 


15 136.078 


3.719 


ATOM 169 


H 


SER A 


15 135.614 


6.927 


ATOM 170 


HA 


SER A 


15 134.149 


5.288 


ATOM 171 


1HB 


SER A 


15 134.777 


3.087 


ATOM 172 


2HB 


SER A 


15 136.221 


3.911 


ATOM 173 


HG 


SER A 


15 136.885 


4.237 


ATOM 174 


N 


HIS A 


16 134.199 


5.429 


ATOM 175 


CA 


HIS A 


16 133.350 


5.499 


ATOM 176 


C 


HIS A 


16 134.106 


6. 106 


ATOM 177 


0 


HIS A 


16 133.587 


6.974 


ATOM 178 


CB 


HIS A 


16 132.842 


4. 104 



-2.859 1.00 0.00 
-3.052 1.00 0.00 
-4.081 1.00 0.00 
-1.683 1.00 0.00 
-1.453 1.00 0.00 
-2.401 1.00 0.00 
-0.190 1.00 0.00 
-1.751 1.00 0.00 
-3.756 1.00 0.00 
-0.785 1.00 0.00 
-1.878 1.00 0.00 
0.514 1.00 0.00 
-0.013 1.00 0.00 
-2.056 1.00 0.00 
-2.115 1.00 0.00 
-0.966 1.00 0.00 
-1.179 1.00 0.00 
-2.071 1.00 0.00 
-0.811 1.00 0.00 
-1.261 1.00 0.00 
-3.050 1.00 0.00 
-2.248 1.00 0.00 
-2.837 1.00 0.00 
-0.771 1.00 0.00 
0.251 1.00 0.00 
1.435 1.00 0.00 
2.612 1.00 0.00 
3.314 1.00 0.00 
1.805 1.00 0.00 
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ATOM 179 CG HIS A 16 131.526 3.761 1.180 1.00 0.00 

ATOM 180 NDl HIS A 16 130.458 4.633 1.148 1.00 0.00 

ATOM 181 CD2 HIS A 16 131.106 2.634 0.558 1.00 0.00 

ATOM 182 CE1 HIS A 16 129.439 4.057 0.535 1.00 0.00 

ATOM 183 NE2 HIS A 16 129.807 2.844 0.167 1.00 0.00 

ATOM 184 H HIS A 16 135.171 5.494 0.356 1.00 0.00 

ATOM 185 HA HIS A 16 132.506 6.129 1.200 1.00 0.00 

ATOM 186 1HB HIS A 16 133.563 3.368 1.482 1.00 0.00 

ATOM 187 2HB HIS A 16 132.728 4.043 2.878 1.00 0.00 

ATOM 188 HD1 HIS A 16 130.447 5.540 1.520 1.00 0.00 

ATOM 189 HD2 HIS A 16 131.686 1.736 0.400 1.00 0.00 

ATOM 190 HE1 HIS A 16 128.470 4.503 0.363 1.00 0.00 

ATOM 191 HE2 HIS A 16 129.216 2.171 -0.230 1.00 0.00 

ATOM 192 N GLY A 17 135.334 5.644 2.8211.00 0.00 

ATOM 193 CA GLY A 17 136.141 6.153 3.915 1.00 0.00 

ATOM 194 C GLY A 17 137.524 5.533 3.954 1.00 0.00 

ATOM 195 0 GLY A 17 138.061 5.264 5.029 1.00 0.00 

ATOM 196 H GLY A 17 135.695 4.952 2.230 1.00 0.00 

ATOM 197 1HA GLY A 17 136.242 7.223 3.806 1.00 0.00 

ATOM 198 2HA GLY A 17 135.638 5.944 4.847 1.00 0.00 

ATOM 199 N LEU A 18 138.101 5.304 2.779 1.00 0.00 

ATOM 200 CA LEU A 18 139.430 4.711 2.683 1.00 0.00 

ATOM 201 C LEU A 18 140.509 5.741 3.000 1.00 0.00 

ATOM 202 0 LEU A 18 140.848 6.578 2.164 1.00 0.00 

ATOM 203 CB LEU A 18 139.654 4.136 1.283 1.00 0.00 

ATOM 204 CG LEU A 18 138.875 2.856 0.976 1.00 0.00 

ATOM 205 CD1 LEU A 18 139.211 2.347 -0.417 1.00 0.00 

ATOM 206 CD2 LEU A 18 139.171 1.789 2.022 1.00 0.00 

ATOM 207 H LEU A 18 137.622 5.539 1.957 1.00 0.00 
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ATOM 208 HA LEU A 18 139.488 3.910 3.404 1.00 0.00 

ATOM 209 1HB LEU A 18 139.372 4.887 0.559 1.00 0.00 

ATOM 210 2HB LEU A 18 140.707 3.926 1.167 1.00 0.00 

ATOM 211 HG LEU A 18 137.817 3.070 1.007 1.00 0.00 

ATOM 212 1HD1 LEU A 18 138.646 1.449 -0.619 1.00 0.00 

ATOM 213 2HD1 LEU A 18 140.267 2.128 -0.475 1.00 0.00 

ATOM 214 3HD1 LEU A 18 138.960 3.103 -1.147 1.00 0.00 

ATOM 215 1HD2 LEU A 18 138.386 1.786 2.764 1.00 0.00 

ATOM 216 2HD2 LEU A 18 140.116 2.005 2.498 1.00 0.00 

ATOM 217 3HD2 LEU A 18 139.220 0.822 1.546 1.00 0.00 

ATOM 218 N GLU A 19 141.047 5.671 4.214 1.00 0.00 

ATOM 219 CA GLU A 19 142.088 6.596 4.642 1.00 0.00 

ATOM 220 C GLU A 19 143.094 5.900 5.555 1.00 0.00 

ATOM 221 0 GLU A 19 142.957 4.714 5.854 1.00 0.00 

ATOM 222 CB GLU A 19 141.470 7.794 5.366 1.00 0.00 

ATOM 223 CG GLU A 19 140.642 7.409 6.580 1.00 0.00 

ATOM 224 CD GLU A 19 140.833 8.365 7.743 1.00 0.00 

ATOM 225 OEl GLU A 19 141.267 7.909 8.8211.00 0.00 

ATOM 226 0E2 GLU A 19 140.549 9.569 7.573 1.00 0.00 

ATOM 227 H GLU A 19 140.736 4.981 4.836 1.00 0.00 

ATOM 228 HA GLU A 19 142.604 6.947 3.760 1.00 0.00 

ATOM 229 1HB GLU A 19 142.262 8.453 5.690 1.00 0.00 

ATOM 230 2HB GLU A 19 140.831 8.327 4.676 1.00 0.00 

ATOM 231 1HG GLU A 19 139.599 7.408 6.304 1.00 0.00 

ATOM 232 2HG GLU A 19 140.931 6.418 6.898 1.00 0.00 

ATOM 233 N VAL A 20 144.102 6.646 5.995 1.00 0.00 

ATOM 234 CA VAL A 20 145.129 6.100 6.874 1.00 0.00 

ATOM 235 C VAL A 20 144.519 5.574 8.170 1.00 0.00 

ATOM 236 0 VAL A 20 143.713 6.251 8.807 1.00 0.00 
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ATOM 237 
ATOM 238 
ATOM 239 
ATOM 240 
ATOM 241 
ATOM 242 
ATOM 243 
ATOM 244 
ATOM 245 
ATOM 246 
ATOM 247 
ATOM 248 
ATOM 249 
ATOM 250 
ATOM 251 
ATOM 252 
ATOM 253 
ATOM 254 
ATOM 255 
ATOM 256 
ATOM 257 
ATOM 258 
ATOM 259 
ATOM 260 
ATOM 261 
ATOM 262 
ATOM 263 
ATOM 264 
ATOM 265 



CB 


VAL A 


20 


CGI 


VAL A 


20 


CG2 


VAL A 


20 


H 


VAL A 


20 


HA 


VAL A 


20 


HB 


VAL A 


20 


1HG1 


VAL A 


20 


2HG1 VAL A 


20 


3HG1 VAL A 


20 


1HG2 VAL A 


20 


2HG2 VAL A 


20 


3HG2 VAL A 


20 


N 


GLY A 


21 


CA 


GLY A 


21 


C 


GLY A 


21 


0 


GLY A 


21 


H 


GLY A 


21 


1HA 


GLY A 


21 


2HA 


GLY A 


21 


N 


SER A 


22 


CA 


SER A 


22 


C 


SER A 


22 


0 


SER A 


22 


CB 


SER A 


22 


OG 


SER A 


22 


H 


SER A 


22 


HA 


SER A 


22 


1HB 


SER A 


22 


2HB 


SER A 


22 



146. 198 7. 156 

147.345 6.528 

146.707 7.827 

144. 157 7. 586 

145.611 5.283 

145.743 7.912 

148. 196 7. 193 

147. 616 5. 587 

147.037 6.357 

146.826 7.086 

147. 658 8. 296 

145.997 8.574 

144.909 4.361 

144.389 3.766 

143. 355 2. 692 

143.267 1.704 

145. 553 3. 868 

145.209 3.327 

143. 937 4. 539 

142. 573 2. 885 

141.539 1.927 

142.075 0.916 

142.823 1.271 

140. 325 2. 654 

139.898 3.701 

142. 693 3. 692 

141.238 1.401 

140. 587 3. 073 

139.513 1.952 



7.214 1.00 0.00 
7.991 ,1.00 0.00 
5.947 1.00 0.00 
5.722 1.00 0.00 
6.356 1.00 0.00 
7.837 1.00 0.00 
7.978 1.00 0.00 
7.534 1.00 0.00 
9.012 1.00 0.00 
5.170 1.00 0.00 
6.146 1.00 0.00 
5.625 1.00 0.00 
8.551 1.00 0.00 
9.768 1.00 0.00 
9.492 1.00 0.00 
10.221 1.00 0.00 
8.002 1.00 0.00 
10.319 1.00 0.00 
10.371 1.00 0.00 
8.436 1.00 0.00 
8.063 1.00 0.00 
7.054 1.00 0.00 
6.144 1.00 0.00 
7.480 1.00 0.00 
8.333 1.00 0.00 
7.893 1.00 0.00 
8.956 1.00 0.00 
6.520 1.00 0.00 
7.357 1.00 0.00 
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ATOM 266 


HG 


SER A 


22 


139. 126 


4.127 


7.955 1.00 0.00 


ATOM 267 


N 


LEU A 


23 


141.687 


-0.344 


7.223 1.00 0.00 


ATOM 268 


CA 


LEU A 


23 


142. 130 


-1.405 


6.328 1.00 0.00 


ATOM 269 


C 


LEU A 


23 


141.531 


-1.230 


4.935 1.00 0.00 


ATOM 270 


0 


LEU A 


23 


140. 386 


-0. 801 


4.790 1.00 0.00 


ATOM 271 


CB 


LEU A 


23 


141.744 


-2. 772 


6.895 1.00 0.00 


ATOM 272 


CG 


LEU A 


23 


142.431 


-3. 144 


8.208 1.00 0.00 


ATOM 273 


CD1 


LEU A 


23 


141. 538 


-4. 048 


9.042 1.00 0.00 


ATOM 274 


CD2 


LEU A 


23 


143.770 


-3. 816 


7.937 1.00 0.00 


ATOM 275 


H 


LEU A 


23 


141.090 


-0. 565 


7.970 1.00 0.00 


ATOM 276 


HA 


LEU A 


23 


143. 205 


-1.347 


6.253 1.00 0.00 


ATOM 277 


1HB 


LEU A 


23 


140. 676 


-2. 783 


7.054 1.00 0.00 


ATOM 278 


2KB 


LEU A 


23 


141. 989 


-3. 525 


6.161 1.00 0.00 


ATOM 279 


HG 


LEU A 


23 


142. 617 


-2. 244 


8.774 1.00 0.00 


ATOM 280 


1HD1 


LEU A 


23 


142.041 


-4. 300 


9.963 1.00 0.00 


ATOM 281 


2HD1 LEU A 


23 


141.325 


-4.952 


8.489 1.00 0.00 


ATOM 282 


3HD1 LEU A 


23 


140. 614 


-3. 536 


9.264 1.00 0.00 


ATOM 283 


1HD2 LEU A 


23 


144. 461 


-3. 574 


8.731 1.00 0.00 


ATOM 284 


2HD2 LEU A 


23 


144. 165 


-3.463 


6.996 1.00 0.00 


ATOM 285 


3HD2 LEU A 


23 


143. 633 


-4.886 


7.891 1.00 0.00 


ATOM 286 


N 


ALA A 


24 


142.313 


-1.568 


3.915 1.00 0.00 


ATOM 287 


CA 


ALA A 


24 


141.861 


-1.450 


2.534 1.00 0.00 


ATOM 288 


C 


ALA A 


24 


142.403 


-2.592 


1.681 1.00 0.00 


ATOM 289 


0 


ALA A 


24 


143. 501 


-3.093 


1.922 1.00 0.00 


ATOM 290 


CB 


ALA A 


24 


142. 284 


-0. 109 


1.953 1.00 0.00 


ATOM 291 


H 


ALA A 


24 


143. 215 


-1.905 


4.095 1.00 0.00 


ATOM 292 


HA 


ALA A 


24 


140. 782 


-1.492 


2.531 1.00 0.00 


ATOM 293 


1KB 


ALA A 


24 


142.454 


-0.213 


0.892 1.00 0.00 


ATOM 294 


2KB 


ALA A 


24 


143. 195 


0.220 


2.433 1.00 0.00 
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ATOM 295 


3HB 


ALA A 


24 141.506 


0.620 


ATOM 296 


N 


GLU A 


25 141.625 


-3.000 


ATOM 297 


CA 


GLU A 


25 142.027 


-4. 085 


ATOM 298 


C 


GLU A 


25 142.292 


-3. 564 


ATOM 299 


0 


GLU A 


25 141.654 


-2.613 


ATOM 300 


CB 


GLU A 


25 140.948 


-5. 169 


ATOM 301 


CG 


GLU A 


25 141.402 


-6.455 


ATOM 302 


CD 


GLU A 


25 140.293 


-7. 124 


ATOM 303 


0E1 


GLU A 


25 140.310 


-8. 368 


ATOM 304 


0E2 


GLU A 


25 139.406 


-6.404 


ATOM 305 


H 


GLU A 


25 140.760 


-2. 562 


ATOM 306 


HA 


GLU A 


25 142.939 


-4.511 


ATOM 307 


1HB 


GLU A 


25 140.651 


-5.400 


ATOM 308 


2HB 


GLU A 


25 140.093 


-4. 789 


ATOM 309 


1HG 


GLU A 


25 142.214 


-6.228 


ATOM 310 


2HG 


GLU A 


25 141.747 


-7. 140 


ATOM 311 


N 


VAL A 


26 143.237 


-4. 195 


ATOM 312 


CA 


VAL A 


26 143.585 


-3.794 


ATOM 313 


C 


VAL A 


26 143.070 


-4.804 


ATOM 314 


0 


VAL A 


26 142.814 


-5.962 


ATOM 315 


CB 


VAL A 


26 145.109 


-3. 645 


ATOM 316 


CGI 


VAL A 


26 145.442 


-3.046 


ATOM 317 


CG2 


VAL A 


26 145.689 


-2.798 


ATOM 318 


H 


VAL A 


26 143.710 


-4.945 


ATOM 319 


HA 


VAL A 


26 143.128 


-2.835 


ATOM 320 


HB 


VAL A 


26 145.555 


-4.628 


ATOM 321 


1HG1 VAL A 


26 145.206 


-3.759 


ATOM 322 


2HG1 VAL A 


26 146.495 


-2. 806 


ATOM 323 


3HG1 VAL A 


26 144.862 


-2. 146 



2.123 1.00 0.00 
0.683 1.00 0.00 
-0.206 1.00 0.00 
-1.615 1.00 0.00 
-2.065 1.00 0.00 
-0.244 1.00 0.00 
-0.914 1.00 0.00 
-1.702 1.00 0.00 
-1.813 1.00 0.00 
-2.207 1.00 0.00 
0.541 1.00 0.00 
0.184 1.00 0.00 
0.768 1.00 0.00 
-0.783 1.00 0.00 
-1.587 1.00 0.00 
-0.153 1.00 0.00 
-2.305 1.00 0.00 
-3.663 1.00 0.00 
-4.682 1.00 0.00 
-4.350 1.00 0.00 
-3.830 1.00 0.00 
-5.188 1.00 0.00 
-2.708 1.00 0.00 
-1.892 1.00 0.00 
-3.857 1.00 0.00 
-3.777 1.00 0.00 
-5.964 1.00 0.00 
-5.227 1.00 0.00 
-5.337 1.00 0.00 
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ATOM 324 1HG2 VAL A 26 146. 698 

ATOM 325 2HG2 VAL A 26 145. 699 

ATOM 326 3HG2 VAL A 26 145. 082 

ATOM 327 N LYS A 27 142. 921 

ATOM 328 CA LYS A 27 142.436 

ATOM 329 C LYS A 27 143. 592 

ATOM 330 0 LYS A 27 143. 792 

ATOM 331 CB LYS A 27 141.416 

ATOM 332 CG LYS A 27 140. 325 

ATOM 333 CD LYS A 27 139. 217 

ATOM 334 CE LYS A 27 138.418 

ATOM 335 NZ LYS A 27 137. 175 

ATOM 336 H LYS A 27 143. 141 

ATOM 337 HA LYS A 27 141.954 

ATOM 338 1HB LYS A 27 140.949 

ATOM 339 2HB LYS A 27 141.933 

ATOM 340 1HG LYS A 27 140.757 

ATOM 341 2HG LYS A 27 139.904 

ATOM 342 1HD LYS A 27 138. 552 

ATOM 343 2HD LYS A 27 139. 658 

ATOM 344 1HE LYS A 27 138. 150 

ATOM 345 2HE LYS A 27 139.033 

ATOM 346 1HZ LYS A 27 136.546 

ATOM 347 2HZ LYS A 27 137.409 

ATOM 348 3HZ LYS A 27 136.675 

ATOM 349 N GLU A 28 144.348 

ATOM 350 CA GLU A 28 145.485 

ATOM 351 C GLU A 28 145.308 

ATOM 352 0 GLU A 28 144.236 



-2.506 -2.962 1.00 0.00 
-3.371 -1.793 1.00 0.00 
-1.915 -2.574 1.00 0.00 
-4.358 -5.925 1.00 0.00 
-5.222 -6.995 1.00 0.00 
-5.717 -7.860 1.00 0.00 
-5.240 -8.978 1.00 0.00 
-4.478 -7.859 1.00 0.00 
-5.376 -8.419 1.00 0.00 
-4.565 -9.072 1.00 0.00 
-5.404 -10.055 1.00 0.00 
-5.947 -9.440 1.00 0.00 
-3.425 -6.128 1.00 0.00 
-6.075 -6.539 1.00 0.00 
-3.709 -7.262 1.00 0.00 
-4.016 -8.687 1.00 0.00 
-6.035 -9.158 1.00 0.00 
-5.960 -7.615 1.00 0.00 
-4.197 -8.304 1.00 0.00 
-3.730 -9.599 1.00 0.00 
-4.788 -10.901 1.00 0.00 
-6.226 -10.391 1.00 0.00 
-5.168 -9.158 1.00 0.00 
-6.510 -8.598 1.00 0.00 
-6.553 -10.121 1.00 0.00 
-6.675 -7.336 1.00 0.00 
-7.234 -8.060 1.00 0.00 
-8.734 -8.273 1.00 0.00 
-9.284 -8.024 1.00 0.00 
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ATOM 353 


CB 


GLU A 


ATOM 354 


CG 


GLU A 


ATOM 355 


CD 


GLU A 


ATOM 356 


0E1 


GLU A 


ATOM 357 


0E2 


GLU A 


ATOM 358 


H 


GLU A 


ATOM 359 


HA 


GLU A 


ATOM 360 


1HB 


GLU A 


ATOM 361 


2HB 


GLU A 


ATOM 362 


1HG 


GLU A 


ATOM 363 


2HG 


GLU A 


ATOM 364 


N 


ASN A 


ATOM 365 


CA 


ASN A 


ATOM 366 


C 


ASN A 


ATOM 367 


0 


ASN A 


ATOM 368 


CB 


ASN A 


ATOM 369 


CG 


ASN A 


ATOM 370 


0D1 


ASN A 


ATOM 371 


ND2 


ASN A 


ATOM 372 


H 


ASN A 


ATOM 373 


HA 


ASN A 


ATOM 374 


1HB 


ASN A 


ATOM 375 


2HB 


ASN A 


ATOM 376 


1HD2 ASN A 


ATOM 377 


2HD2 ASN A 


ATOM 378 


N 


PRO A 


ATOM 379 


CA 


PRO A 


ATOM 380 


C 


PRO A 


ATOM 381 


0 


PRO A 



28 146.784 -6.962 
28 147.894 -6.398 
28 149.273 -6.814 
28 149.701 -7.939 
28 149.927 -6.017 
28 144.139 -7.014 
28 145.535 -6.750 
28 146.583 -6.256 
28 147.134 -7.887 
28 147.754 -6.750 

28 147.834 -5.320 

29 146.368 -9.390 
29 146.330 -10.827 
29 146.383 -11.602 
29 145.481 -12.382 
29 147.492 -11.244 
29 147.075 -11.385 
29 147.152 -12.470 
29 146.632 -10.286 
29 147.195 -8.896 
29 145.399 -11.052 
29 148.272 -10.498 
29 147.882 -12.193 
29 146.599 -9.457 

29 146.356 -10.349 

30 147.447 -11.398 
30 147.615 -12.080 
30 146.774 -11.446 
30 147.040 -10.320 



7.298 1.00 0.00 
■8.170 1.00 0.00 
-7.700 1.00 0.00 
-8.037 1.00 0.00 
-6.996 1.00 0.00 
-6.441 1.00 0.00 
-9.023 1.00 0.00 
-6.507 1.00 0.00 
-6.862 1.00 0.00 
-9.181 1.00 0.00 
-8.153 1.00 0.00 
-8.733 1.00 0.00 
-8.978 1.00 0.00 
-7.664 1.00 0.00 
-7.356 1.00 0.00 
-9.881 1.00 0.00 
11.332 1.00 0.00 
11.908 1.00 0.00 
■11.930 1.00 0.00 
-8.912 1.00 0.00 
-9.477 1.00 0.00 
-9.822 1.00 0.00 
-9.542 1.00 0.00 
-11.409 1.00 0.00 
-12.868 1.00 0.00 
-6.867 1.00 0.00 
-5.582 1.00 0.00 
-4.474 1.00 0.00 
-4.053 1.00 0.00 
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ATOM 382 


CB 


PRO A 


ATOM 383 


CG 


PRO A 


ATOM 384 


CD 


PRO A 


ATOM 385 


HA 


PRO A 


ATOM 386 


1HB 


PRO A 


ATOM 387 


2HB 


PRO A 


ATOM 388 


1HG 


PRO A 


ATOM 389 


2HG 


PRO A 


ATOM 390 


1HD 


PRO A 


ATOM 391 


2HD 


PRO A 


ATOM 392 


N 


PRO A 


ATOM 393 


CA 


PRO A 


ATOM 394 


C 


PRO A 


ATOM 395 


0 


PRO A 


ATOM 396 


CB 


PRO A 


ATOM 397 


CG 


PRO A 


ATOM 398 


CD 


PRO A 


ATOM 399 


HA 


PRO A 


ATOM 400 


1HB 


PRO A 


ATOM 401 


2HB 


PRO A 


ATOM 402 


1HG 


PRO A 


ATOM 403 


2HG 


PRO A 


ATOM 404 


1HD 


PRO A 


ATOM 405 


2HD 


PRO A 


ATOM 406 


N 


PHE A 


ATOM 407 


CA 


PHE A 


ATOM 408 


C 


PHE A 


ATOM 409 


0 


PHE A 


ATOM" 410 


CB 


PHE A 



30 149.102 -11.897 -5.291 1.00 0.00 

30 149.451 -10.601 -5.938 1.00 0.00 

30 148.571 -10.485 -7.157 1.00 0.00 

30 147.386 -13.132 -5.657 1.00 0.00 

30 149.263 -11.865 -4.223 1.00 0.00 

30 149.660 -12.715 -5.722 1.00 0.00 

30 149.254 -9.787 -5.256 1.00 0.00 

30 150.491 -10.604 -6.227 1.00 0.00 

30 148.221 -9.470 -7.272 1.00 0.00 

30 149.106 -10.802 -8.038 1.00 0.00 

31 145. 743 -12. 160 -3. 985 1. 00 0. 00 
31 144.867 -11.651 -2.922 1.00 0.00 
31 145.631 -11.361 -1.634 1.00 0.00 
31 145.878 -12.261 -0.831 1.00 0.00 
31 143.861 -12.788 -2.699 1.00 0.00 
31 143.932 -13.617 -3.935 1.00 0.00 
31 145.346 -13.508 -4.423 1.00 0.00 
31 144.345 -10.759 -3.236 1.00 0.00 
31 144.145 -13.356 -1.825 1.00 0.00 
31 142.874 -12.374 -2.559 1.00 0.00 
31 143.693 -14.645 -3.702 1.00 0.00 
31 143.248 -13.232 -4.677 1.00 0.00 
31 145.965 -14.263 -3.962 1.00 0.00 

31 145.383 -13.591 -5.499 1.00 0.00 

32 146.003 -10.099 -1.443 1.00 0.00 
32 146.739 -9.692 -0.251 1.00 0.00 
32 145.957 -8.649 0.541 1.00 0.00 
32 145.177 -7.882 -0.023 1.00 0.00 
32 148.111 -9.133 -0.638 1.00 0.00 
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ATOM 411 


CG 


PHE A 


ATOM 412 


CD1 


PHE A 


ATOM 413 


CD2 


PHE A 


ATOM 414 


CE1 


PHE A 


ATOM 415 


CE2 


PHE A 


ATOM 416 


CZ 


PHE A 


ATOM 417 


H 


PHE A 


ATOM 418 


HA 


PHE A 


ATOM 419 


1HB 


PHE A 


ATOM 420 


2HB 


PHE A 


ATOM 421 


HD1 


PHE A 


ATOM 422 


HD2 


PHE A 


ATOM 423 


HE1 


PHE A 


ATOM 424 


HE2 


PHE A 


ATOM 425 


HZ 


PHE A 


ATOM 426 


N 


TYR A 


ATOM 427 


CA 


TYR A 


ATOM 428 


C 


TYR A 


ATOM 429 


0 


TYR A 


ATOM 430 


CB 


TYR A 


ATOM 431 


CG 


TYR A 


ATOM 432 


CD1 


TYR A 


ATOM 433 


CD2 


TYR A 


ATOM 434 


CE1 


TYR A 


ATOM 435 


CE2 


TYR A 


ATOM 436 


CZ 


TYR A 


ATOM 437 


OH 


TYR A 


ATOM 438 


H 


TYR A 


ATOM 439 


HA 


TYR A 



32 148.053 -8.094 
32 148.601 -8.346 
32 147.452 -6.868 
32 148.550 -7.391 
32 147.398 -5.910 
32 147.948 -6.173 
32 145.778 -9.427 
32 146.878 -10.566 
32 148.565 -8.682 
32 148.735 -9.944 
32 149.071 -9.298 
32 147.022 -6.661 
32 148.981 -7.600 
32 146.927 -4.957 

32 147.907 -5.425 

33 146.172 -8.627 
33 145.487 -7.678 
33 146.483 -6.735 
33 147.663 -7.058 
33 144.680 -8.423 
33 143.321 -8.881 
33 142.445 -7.995 
33 142.916 -10.200 
33 141.203 -8.410 
33 141.675 -10.623 
33 140.822 -9.724 
33 139.587 -10.141 
33 146.805 -9.264 
33 144.813 -7.096 



-1.721 1.00 0.00 
-2.969 1.00 0.00 
-1.492 1.00 0.00 
-3.967 1.00 0.00 
-2.486 1.00 0.00 
-3.726 1.00 0.00 
-2.119 1.00 0.00 
0.367 1.00 0.00 
0.231 1.00 0.00 
-0.985 1.00 0.00 
-3.159 1.00 0.00 
-0.523 1.00 0.00 
-4.936 1.00 0.00 
-2.295 1.00 0.00 
-4.505 1.00 0.00 

1.852 1.00 0.00 

2.724 1.00 0.00 

3.392 1.00 0.00 

3.527 1.00 0.00 

3.788 1.00 0.00 

3.308 1.00 0.00 

2.695 1.00 0.00 

3.468 1.00 0.00 

2.254 1.00 0.00 

3.030 1.00 0.00 

2.425 1.00 0.00 

1.987 1.00 0.00 

2.244 1.00 0.00 

2.115 1.00 0.00 
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ATOM 440 
ATOM 441 
ATOM 442 
ATOM 443 
ATOM 444 
ATOM 445 
ATOM 446 
ATOM 447 
ATOM 448 
ATOM 449 
ATOM 450 
ATOM 451 
ATOM 452 
ATOM 453 
ATOM 454 
ATOM 455 
ATOM 456 
ATOM 457 
ATOM 458 
ATOM 459 
ATOM 460 
ATOM 461 
ATOM 462 
ATOM 463 
ATOM 464 
ATOM 465 
ATOM 466 
ATOM 467 
ATOM 468 



1HB TYR A 

2HB TYR A 

HD1 TYR A 

HD2 TYR A 

HE1 TYR A 

HE2 TYR A 



HH 

N 



0 
H 



TYR A 
GLY A 
CA GLY A 
C GLY A 
GLY A 
GLY A 
1HA GLY A 
2HA GLY A 
N VAL A 
CA VAL A 
C VAL A 
VAL A 
VAL A 
CGI VAL A 
CG2 VAL A 
H VAL A 
HA VAL A 
HB VAL A 
1HG1 VAL A 
2HG1 VAL A 
3HG1 VAL A 
1HG2 VAL A 
2HG2 VAL A 



0 
CB 



33 145.231 
33 144.530 
33 142.745 
33 143.585 - 
33 140.535 
33 141.378 - 

33 138.915 

34 146.000 
34 146.860 
34 146.089 
34 144.865 
34 145.050 
34 147.369 

34 147.594 

35 146.806 
35 146.181 
35 146.793 
35 147.996 
35 146.314 
35 147.778 
35 145.577 
35 147.779 
35 145.131 
35 145.860 
35 148.066 
35 147.920 
35 148.389 
35 145.215 
35 144.744 



-9.295 4.104 1.00 0.00 

-7.771 4.638 1.00 0.00 

-6.966 2.563 1.00 0.00 

•10.901 3.944 1.00 0.00 

-7.706 1.780 1.00 0.00 

-11.653 3.163 1.00 0.00 

-9.527 2.291 1.00 0.00 

-5.569 3.806 1.00 0.00 

-4.597 4.454 1.00 0.00 

-3.403 4.982 1.00 0.00 

-3.346 4.867 1.00 0.00 

-5.367 3.670 1.00 0.00 

-5.075 5.278 1.00 0.00 

-4.251 3.743 1.00 0.00 

-2.446 5.563 1.00 0.00 

-1.248 6.109 1.00 0.00 

0.013 5.508 1.00 0.00 

0.070 5.250 1.00 0.00 

-1.196 7.645 1.00 0.00 

-1.180 8.059 1.00 0.00 

0.012 8.206 1.00 0.00 

-2.549 5.624 1.00 0.00 

-1.278 5.861 1.00 0.00 

-2.086 8.054 1.00 0.00 

-2.162 8.404 1.00 0.00 

-0.463 8.855 1.00 0.00 

-0.902 7.213 1.00 0.00 

-0.216 9.197 1.00 0.00 

0.256 7.564 1.00 0.00 
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ATOM 469 
ATOM 470 
ATOM 471 
ATOM 472 
ATOM 473 
ATOM 474 
ATOM 475 
ATOM 476 
ATOM 477 
ATOM 478 
ATOM 479 
ATOM 480 
ATOM 481 
ATOM 482 
ATOM 483 
ATOM 484 
ATOM 485 
ATOM 486 
ATOM 487 
ATOM 488 
ATOM 489 
ATOM 490 
ATOM 491 
ATOM 492 
ATOM 493 
ATOM 494 
ATOM 495 
ATOM 496 
ATOM 497 



3HG2 VAL A 
N ILE A 



CA 

C 

0 

CB 



ILE A 
ILE A 
ILE A 
ILE A 
CGI ILE A 
CG2 ILE A 
CD1 ILE A 
H ILE A 
HA ILE A 
HB ILE A 
1HG1 ILE A 
2HG1 ILE A 
1HG2 ILE A 
2HG2 ILE A 
3HG2 ILE A 
1HD1 ILE A 
2HD1 ILE A 
3HD1 ILE A 
N ARG A 
CA ARG A 
C ARG A 
0 ARG A 
CB ARG A 
CG ARG A 
CD ARG A 
NE ARG A 
CZ ARG A 



35 146.252 

36 145.957 
36 146.417 
36 147.383 
36 147.192 
36 145.237 
36 144.177 
36 145.730 
36 142.978 
36 145.010 
36 146.929 
36 144.800 
36 144.619 
36 143.826 
36 145.006 
36 146.675 
36 145.859 
36 142.825 
36 143.151 

36 142.100 

37 148.422 
37 149.419 
37 149.600 
37 149.315 
37 150.757 
37 150.628 
37 150.143 
37 150.984 
37 150.601 



0.854 8.255 1.00 0.00 

1.023 5.287 LOO 0.00 

2.284 4.717 1.00 0.00 

2.991 5.660 1.00 0.00 

2.989 6.877 1.00 0.00 

3.227 4.404 1.00 0.00 

2.498 3.576 1.00 0.00 

4.467 3.673 1.00 0.00 

3.357 3.239 1.00 0.00 

0.918 5.514 1.00 0.00 

2.063 3.791 1.00 0.00 

3.541 5.340 1.00 0.00 

2.169 2.647 1.00 0.00 

1.638 4.126 1.00 0.00 

4.756 2.925 1.00 0.00 

4.252 3.195 1.00 0.00 

5.274 4.379 1.00 0.00 

3.361 2.170 1.00 0.00 

4.367 3.582 1.00 0.00 

2.957 3.726 1.00 0.00 

3.594 5.092 1.00 0.00 

4.306 5.884 1.00 0.00 
5.734 5.378 1.00 0.00 
6.696 6.093 1.00 0.00 
3.565 5.841 1.00 0.00 
2.064 6.040 1.00 0.00 
1.726 7.441 1.00 0.00 
2.329 8.471 1.00 0.00 
2.499 9.735 1.00 0.00 
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ATOM 498 


NH1 


ATOM 499 


NH2 


ATOM 500 


H 


ATOM 501 


HA 


ATOM 502 


1HB 


ATOM 503 


2HB 


ATOM 504 


1HG 


ATOM 505 


2HG 


ATOM 506 


1HD 


ATOM 507 


2HD 


ATOM 508 


HE 


ATOM 509 


1HH1 


ATOM 510 


2HH1 


ATOM 511 


1HH2 


ATOM 512 


2HH2 


ATOM 513 


N 


ATOM 514 


CA 


ATOM 515 


C 


ATOM 516 


0 


ATOM 517 


CB 


ATOM 518 


CG 


ATOM 519 


CD1 


ATOM 520 


CD2 


ATOM 521 


NE1 


ATOM 522 


CE2 


ATOM 523 


CE3 


ATOM 524 


CZ2 


ATOM 525 


CZ3 


ATOM 526 


CH2 



ARG A 37 149.394 

ARG A 37 151.427 

ARG A 37 148. 520 

ARG A 37 149.069 

ARG A 37 151.224 

ARG A 37 151.396 

ARG A 37 149.922 

ARG A 37 151.594 

ARG A 37 149. 133 

ARG A 37 150. 153 

ARG A 37 151.881 

ARG A 37 148.767 

ARG A 37 149. 113 

ARG A 37 152. 338 

ARG A 37 151. 140 

TRP A 38 150. 072 

TRP A 38 150.288 

TRP A 38 149.492 

TRP A 38 149. 509 

TRP A 38 151.780 

TRP A 38 152.063 

TRP A 38 152.324 

TRP A 38 152. 107 

TRP A 38 152.526 

TRP A 38 152.399 

TRP A 38 151.928 

TRP A 38 152.516 

TRP A 38 152.045 

TRP A 38 152.336 



2.110 10.129 1.00 0.00 

3.058 10.608 1.00 0.00 

3.561 4.118 1.00 0.00 

4.340 6.905 1.00 0.00 

3.742 4.884 1.00 0.00 

3.955 6.620 1.00 0.00 

1.675 5.323 1.00 0.00 

1.605 5.883 1.00 0.00 

2.090 7.555 1.00 0.00 

0.653 7.563 1.00 0.00 

2.624 8.209 1.00 0.00 

1.687 9.476 1.00 0.00 

2.240 11.079 1.00 0.00 

3.353 10.317 1.00 0.00 

3.187 11.558 1.00 0.00 

5.866 4.142 1.00 0.00 

7.178 3.544 1.00 0.00 

7.328 2.251 1.00 0.00 

6.447 1.392 1.00 0.00 

7.399 3.270 1.00 0.00 

8.608 2.427 1.00 0.00 

9.874 2.866 1.00 0.00 

8.664 0.996 1.00 0.00 

10.713 1.797 1.00 0.00 

9.993 0.638 1.00 0.00 

7.718 -0.018 1.00 0.00 

10.399 -0.691 1.00 0.00 

8.121 -1.335 1.00 0.00 

9.450 -1.661 1.00 0.00 
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ATOM 527 
ATOM 528 
ATOM 529 
ATOM 530 
ATOM 531 
ATOM 532 
ATOM 533 
ATOM 534 
ATOM 535 
ATOM 536 
ATOM 537 
ATOM 538 
ATOM 539 
ATOM 540 
ATOM 541 
ATOM 542 
ATOM 543 
ATOM 544 
ATOM 545 
ATOM 546 
ATOM 547 
ATOM 548 
ATOM 549 
ATOM 550 
ATOM 551 
ATOM 552 
ATOM 553 
ATOM 554 
ATOM 555 



H 
HA 



TRP A 
TRP A 
1HB TRP A 
2HB TRP A 
HD1 TRP A 
HE1 TRP A 
HE3 TRP A 
HZ2 TRP A 
HZ3 TRP A 
HH2 TRP A 
ILE A 



N 
CA 
C 
0 
CB 



ILE A 
ILE A 
ILE A 
ILE A 
CGI ILE A 
CG2 ILE A 
CD1 ILE A 
ILE A 
ILE A 
ILE A 
1HG1 ILE A 
2HG1 ILE A 
1HG2 ILE A 
2HG2 ILE A 
3HG2 ILE A 
1HD1 ILE A 
2HD1 ILE A 
3HD1 ILE A 



H 

HA 

HB 



38 150.280 
38 149.949 
38 152.298 
38 152.176 
38 152.360 
38 152.730 
38 151.702 
38 152.738 
38 151.910 

38 152.419 

39 148.803 
39 148.008 
39 148.425 
39 148.116 
39 146.503 
39 146.092 
39 145.687 
39 144.786 
39 148.836 
39 148.179 
39 146.313 
39 145.982 
39 146.861 
39 146.116 
39 145.698 
39 144.670 
39 144.681 
39 143.964 
39 144.781 



5.062 3.622 1.00 0.00 

7.922 4.248 1.00 0.00 

7.522 4.209 1.00 0.00 

6.534 2.757 1.00 0.00 

10.161 3.907 1.00 0.00 

11.670 1.855 1.00 0.00 

6.688 0.214 1.00 0.00 

11.420 -0.959 1.00 0.00 

7.403 -2.131 1.00 0.00 

9.721 -2.704 1.00 0.00 
8.456 2.118 1.00 0.00 
8.733 0.928 1.00 0.00 

10.058 0.302 1.00 0.00 

11.128 0.827 1.00 0.00 

8.781 1.255 1.00 0.00 

7.549 2.061 1.00 0.00 

8.879 -0.026 1.00 0.00 

7.722 2.806 1.00 0.00 
9.121 2.836 1.00 0.00 
7.937 0.218 1.00 0.00 
9.668 1.841 1.00 0.00 
6.708 1.392 1.00 0.00 
7.328 2.786 1.00 0.00 
8.231 -0.776 1.00 0.00 
9.899 -0.383 1.00 0.00 
8.577 0.171 1.00 0.00 
6.934 3.538 1.00 0.00 
7.676 2.107 1.00 0.00 
8.680 3.306 1.00 0.00 
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ATOM 556 
ATOM 557 
ATOM 558 
ATOM 559 
ATOM 560 
ATOM 561 
ATOM 562 
ATOM 563 
ATOM 564 
ATOM 565 
ATOM 566 
ATOM 567 
ATOM 568 
ATOM 569 
ATOM 570 
ATOM 571 
ATOM 572 
ATOM 573 
ATOM 574 
ATOM 575 
ATOM 576 
ATOM 577 
ATOM 578 
ATOM 579 
ATOM 580 
ATOM 581 
ATOM 582 
ATOM 583 
ATOM 584 



N GLY A 

CA GLY A 

C GLY A 

0 GLY A 

H GLY A 

1HA GLY A 

2HA GLY A 

N GLN A 



CA 
C 
0 

CB 
CG 



GLN A 
GLN A 
GLN A 
GLN A 
GLN A 
CD GLN A 
0E1 GLN A 
NE2 GLN A 
H GLN A 
HA GLN A 
1HB GLN A 
2HB GLN A 
1HG GLN A 
2HG GLN A 
1HE2 GLN A 
2HE2 GLN A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 



40 149.136 
40 149.587 
40 150.050 
40 149.843 
40 149.357 
40 148.778 

40 150.407 

41 150.676 
41 151.171 
41. 152. 650 
41 153.014 
41 150.356 
41 148.852 
41 148.121 
41 148.156 
41 147.452 
41 150.807 
41 151.053 
41 150.615 
41 150.606 
41 148.476 
41 148.657 
41 147.467 

41 146.970 

42 153.526 
42 154.970 
42 155.300 
42 154.494 
42 155.535 



9.983 -0.819 1.00 0.00 
11.188 -1.488 1.00 0.00 
10.933 -2.908 1.00 0.00 
9.848 -3.453 1.00 0.00 
9.104 -1.191 1.00 0.00 
11.900 -1.508 1.00 0.00 
11.610 -0.926 1.00 0.00 
11.938 -3.509 1.00 0.00 
11.830 -4.875 1.00 0.00 
12.210 -4.947 1.00 0.00 
13.357 -4.695 1.00 0.00 
12.735 -5.799 1.00 0.00 
12.582 -5.627 1.00 0.00 
13.907 -5.696 1.00 0.00 
14.700 -4.755 1.00 0.00 
14.154 -6.815 1.00 0.00 
12.778 -3.022 1.00 0.00 
10.806 -5.193 1.00 0.00 
13.762 -5.596 1.00 0.00 
12.504 -6.822 1.00 0.00 
11.940 -6.410 1.00 0.00 
12.129 -4.666 1.00 0.00 
13.476 -7.523 1.00 0.00 
15.005 -6.889 1.00 0.00 
11.248 -5.290 1.00 0.00 
11.495 -5.387 1.00 0.00 
12.609 -6.376 1.00 0.00 
12.938 -7.247 1.00 0.00 
10.160 -5.880 1.00 0.00 



ffifE# 2003-3083148 
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ATOM 585 
ATOM 586 
ATOM 587 
ATOM 588 
ATOM 589 
ATOM 590 
ATOM 591 
ATOM 592 
ATOM 593 
ATOM 594 
ATOM 595 
ATOM 596 
ATOM 597 
ATOM 598 
ATOM 599 
ATOM 600 
ATOM 601 
ATOM 602 
ATOM 603 
ATOM 604 
ATOM 605 
ATOM 606 
ATOM 607 
ATOM 608 
ATOM 609 
ATOM 610 
ATOM 611 
ATOM 612 
ATOM 613 



CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PRO A 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N PRO A 
CA PRO A 
C PRO A 
0 PRO A 
CB PRO A 
CG PRO A 
CD PRO A 
HA PRO A 
1HB PRO A 
2HB PRO A 
1HG PROA 
2HG PRO A 
1HD PRO A 
2HD PRO A 
N GLY A 
CA GLY A 
C GLY A 
0 GLY A 
H GLY A 



1HA GLY A 



42 154.511 
42 153.188 
42 155.394 
42 155.673 
42 156.481 
42 154.549 
42 154.678 
42 152.797 

42 152.486 

43 156.498 
43 156.932 
43 157.257 
43 158.402 
43 158.194 
43 158.722 
43 157.519 
43 156.194 
43 158.899 
43 157.940 
43 159.356 
43 159.273 
43 157.738 

43 157.204 

44 156.242 
44 156.443 
44 155.166 
44 154.808 
44 155.350 
44 156.824 



9.149 -5.496 1.00 0.00 
9.849 -5.607 1.00 0.00 
11.735 -4.424 1.00 0.00 
10.197 -6.951 1.00 0.00 
9.965 -5.397 1.00 0.00 
8.309 -6.174 1.00 0.00 
8.821 -4.481 1.00 0.00 
9.763 -6.610 1.00 0.00 
9.450 -4.889 1.00 0.00 
13.206 -6.255 1.00 0.00 
14.287 -7.143 1.00 0.00 
13.788 -8.547 1.00 0.00 
13.454 -8.848 1.00 0.00 
14.817 -6.464 1.00 0.00 
13.662 -5.688 1.00 0.00 
12.874 -5.244 1.00 0.00 
15.072 -7.203 1.00 0.00 
15.144 -7.215 1.00 0.00 
15.644 -5.818 1.00 0.00 
13.055 -6.317 1.00 0.00 
14.017 -4.830 1.00 0.00 
11.816 -5.252 1.00 0.00 
13.188 -4.261 1.00 0.00 
13.740 -9.402 1.00 0.00 
13.281 -10.762 1.00 0.00 
12.772 -11.398 1.00 0.00 
13.184 -12.502 1.00 0.00 
14.021 -9.106 1.00 0.00 
14.099 -11.354 1.00 0.00 
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ATOM 614 


2HA 


ATOM 615 


N 


ATOM 616 


CA 


ATOM 617 


C 


ATOM 618 


0 


ATOM 619 


CB 


ATOM 620 


CG 


ATOM 621 


CD1 


ATOM 622 


CD2 


ATOM 623 


H 


ATOM 624 


HA 


ATOM 625 


1HB 


ATOM 626 


2HB 


ATOM 627 


HG 


ATOM 628 


1HD1 


ATOM 629 


2HD1 


ATOM 630 


3HD1 


ATOM 631 


1HD2 


ATOM 632 


2HD2 


ATOM 633 


3HD2 


ATOM 634 


N 


ATOM 635 


CA 


ATOM 636 


C 


ATOM 637 


0 


ATOM 638 


CB 


ATOM 639 


CG 


ATOM 640 


0D1 


ATOM 641 


ND2 


ATOM 642 


H 



GLY A 44 157. 171 
LEU A 45 154.477 
LEU A 45 153. 232 
LEU A 45 152. 080 
LEU A 45 152. 048 
LEU A 45 153. 383 
LEU A 45 153.993 
LEU A 45 153. 616 
LEU A 45 155. 507 
LEU A 45 154.812 
LEU A 45 153.016 
LEU A 45 152.405 
LEU A 45 154. 010 
LEU A 45 153. 600 
LEU A 45 154. 508 
LEU A 45 152.962 
LEU A 45 153. 108 
LEU A 45 155.978 
LEU A 45 155.821 
LEU A 45 155.797 
ASN A 46 151. 134 
ASN A 46 149.985 
ASN A 46 149.025 
ASN A 46 148. 334 
ASN A 46 149. 263 
ASN A 46 148.587 
ASN A 46 147. 364 
ASN A 46 149.382 
ASN A 46 151.209 



12.484 -10.757 1.00 0.00 
11.874 -10.703 1.00 0.00 
11.309 -11.212 1.00 0.00 

11.584 -10.252 1.00 0.00 
11.056 -9.141 1.00 0.00 

9.802 -11.426 1.00 0.00 
9.040 -10.248 1.00 0.00 
7.566 -10.311 1.00 0.00 
9.208 -10.230 1.00 0.00 

11.585 -9.827 1.00 0.00 
11.779 -12.159 1.00 0.00 

9.390 -11.629 1.00 0.00 
9.644 -12.292 1.00 0.00 
9.444 -9.326 1.00 0.00 
6.968 -10.422 1.00 0.00 
7.395 -11.153 1.00 0.00 
7.286 -9.399 1.00 0.00 
8.267 -10.475 1.00 0.00 
9.522 -9.245 1.00 0.00 
9.954 -10.954 1.00 0.00 
12.411 -10.685 1.00 0.00 
12.744 -9.853 1.00 0.00 
11.564 -9.775 1.00 0.00 
11.244 -10.743 1.00 0.00 
13.970 -10.414 1.00 0.00 
14.788 -9.332 1.00 0.00 
14.927 -9.315 1.00 0.00 
15.336 -8.419 1.00 0.00 
12.804 -11.580 1.00 0.00 
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ATOM 643 


HA 


ASN A 


ATOM 644 


1HB 


ASN A 


ATOM 645 


2HB 


ASN A 


ATOM 646 


1HD2 ASN A 


ATOM 647 


2HD2 ASN A 


ATOM 648 


N 


GLU A 


ATOM 649 


CA 


GLU A 


ATOM 650 


C 


GLU A 


ATOM 651 


0 


GLU A 


ATOM 652 


CB 


GLU A 


ATOM 653 


CG 


GLU A 


ATOM 654 


CD 


GLU A 


ATOM 655 


0E1 


GLU A 


ATOM 656 


0E2 


GLU A 


ATOM 657 


H 


GLU A 


ATOM 658 


HA 


GLU A 


ATOM 659 


1HB 


GLU A 


ATOM 660 


2HB 


GLU A 


ATOM 661 


1HG 


GLU A 


ATOM 662 


2HG 


GLU A 


ATOM 663 


N 


VAL A 


ATOM 664 


CA 


VAL A 


ATOM 665 


C 


VAL A 


ATOM 666 


0 


VAL A 


ATOM 667 


CB 


VAL A 


ATOM 668 


CGI 


VAL A 


ATOM 669 


CG2 


VAL A 


ATOM 670 


H 


VAL A 


ATOM 671 


HA 


VAL A 



46 150.346 12.969 

46 149.978 14.601 

46 148.511 13.647 

46 150.346 15.184 

46 148.971 15.871 

47 148.986 10.919 
47 148.111 9.773 
47 148.019 9.432 
47 149.028 9.143 
47 148.617 8.560 
47 150.131 8.423 
47 150.624 7.484 
47 150.969 6.329 
47 150.664 7.902 
47 149.561 11.222 
47 147.127 10.037 
47 148.200 7.665 
47 148.279 8.642 
47 150.567 9.396 

47 150.453 8.043 

48 146.806 9.458 
48 146.596 9.143 
48 146.991 7.702 
48 146.235 6.771 
48 145.128 9.358 
48 144.974 9.233 
48 144.629 10.711 
48 146.036 9.690 
48 147.217 9.805 



-8.860 1.00 0.00 
10.921 1.00 0.00 
11.118 1.00 0.00 
-8.495 1.00 0.00 
-7.709 1.00 0.00 
-8.614 1.00 0.00 
-8.401 1.00 0.00 
-6.918 1.00 0.00 
-6.276 1.00 0.00 
-9.186 1.00 0.00 
-9.196 1.00 0.00 
-10.279 1.00 0.00 

-9.952 1.00 0.00 
-11.456 1.00 0.00 

-7.882 1.00 0.00 

-8.759 1.00 0.00 

-8.750 1.00 0.00 
-10.209 1.00 0.00 

-9.359 1.00 0.00 

-8.237 1.00 0.00 

-6.380 1.00 0.00 

-4.973 1.00 0.00 

-4.680 1.00 0.00 

-4.959 1.00 0.00 

-4.559 1.00 0.00 

-3.051 1.00 0.00 

-5.044 1.00 0.00 

-6.940 1.00 0.00 

-4.386 1.00 0.00 

ffi!E# 2003-3083148 
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ATOM 672 


HB 


VAL A 


ATOM 673 


1HG1 VAL A 


ATOM 674 


2HG1 VAL A 


ATOM 675 


3HG1 VAL A 


ATOM 676 


1HG2 VAL A 


ATOM 677 


2HG2 VAL A 


ATOM 678 


3HG2 VAL A 


ATOM 679 


N 


LEU A 


ATOM 680 


CA 


LEU A 


ATOM 681 


C 


LEU A 


ATOM 682 


0 


LEU A 


ATOM 683 


CB 


LEU A 


ATOM 684 


CG 


LEU A 


ATOM 685 


CD1 


LEU A 


ATOM 686 


CD2 


LEU A 


ATOM 687 


H 


LEU A 


ATOM 688 


HA 


LEU A 


ATOM 689 


1HB 


LEU A 


ATOM 690 


2HB 


LEU A 


ATOM 691 


HG 


LEU A 


ATOM 692 


1HD1 LEU A 


ATOM 693 


2HD1 LEU A 


ATOM 694 


3HD1 LEU A 


ATOM 695 


1HD2 LEU A 


ATOM 696 


2HD2 LEU A 


ATOM 697 


3HD2 LEU A 


ATOM 698 


N 


ALA A 


ATOM 699 


CA 


ALA A 


ATOM 700 


C 


ALA A 



48 144.528 8.589 

48 144.001 9.600 

48 145.741 9.816 

48 145.071 8.197 

48 143.931 11.115 

48 144.136 10.592 

48 145.465 11.386 

49 148.181 7.521 
49 148.678 6.191 
49 148.629 5.954 
49 149.336 6.610 
49 150.110 6.016 
49 150.286 6.182 
49 151.730 6.526 
49 149.855 4.919 
49 148.740 8.302 
49 148.040 5.470 
49 150.737 6.742 
49 150.447 5.027 
49 149.662 6.996 
49 151.753 7.225 
49 152.259 5.626 
49 152.202 6.971 
49 150.382 4.846 
49 148.792 4.955 

49 150.085 4.056 

50 147.792 5.012 
50 147.655 4.694 
50 148.603 3.569 



-5.023 1.00 0.00 
-2.757 1.00 0.00 
-2.562 1.00 0.00 
-2.764 1.00 0.00 
-4.324 1.00 0.00 
-5.996 1.00 0.00 
-5.152 1.00 0.00 
-4.117 1.00 0.00 
-3.789 1.00 0.00 
-2.286 1.00 0.00 
-1.521 1.00 0.00 
-4.298 1.00 0.00 
-5.809 1.00 0.00 

-6.143 1.00 0.00 

-6.537 1.00 0.00 

-3.918 1.00 0.00 

-4.277 1.00 0.00 

-3.801 1.00 0.00 

-4.027 1.00 0.00 

-6.150 1.00 0.00 

-6.966 1.00 0.00 

-6.419 1.00 0.00 

-5.280 1.00 0.00 

-7.477 1.00 0.00 

-6.722 1.00 0.00 

-5.929 1.00 0.00 

-1.868 1.00 0.00 

-0.455 1.00 0.00 

-0. 052 1.00 0.00 

ffiiE#2 003-3083148 
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a 



ATOM 701 0 ALA A 50 148. 470 

ATOM 702 CB ALA A 50 146. 217 

ATOM 703 H ALA A 50 147. 254 

ATOM 704 HA ALA A 50 147.904 

ATOM 705 1HB ALA A 50 146. 127 

ATOM 706 2HB ALA A 50 145. 563 

ATOM 707 3HB ALA A 50 145. 936 

ATOM 708 N GLY A 51 149. 560 

ATOM 709 CA GLY A 51150.516 

ATOM 710 C GLY A 51149.875 

ATOM 711 0 GLY A 51 149.355 

ATOM 712 H GLY A 51 149.617 

ATOM 713 1HA GLY A 51 150.970 

ATOM 714 2HA GLY A 51151.285 

ATOM 715 N LEU A 52 149.911 

ATOM 716 CA LEU A 52 149.328 

ATOM 717 C LEU A 52 150.414 

ATOM 718 0 LEU A 52 151.413 

ATOM 719 CB LEU A 52 148.453 

ATOM 720 CG LEU A 52 147. 160 

ATOM 721 CD1 LEU A 52 146.473 

ATOM 722 CD2 LEU A 52 146. 229 

ATOM 723 H LEU A 52 150. 339 

ATOM 724 HA LEU A 52 148. 712 

ATOM 725 1HB LEU A 52 149. 035 

ATOM 726 2HB LEU A 52 148. 193 

ATOM 727 HG LEU A 52 147. 396 

ATOM 728 1HD1 LEU A 52 147.208 

ATOM 729 2HDT LEU A 52 145. 985 



2.437 -0.516 1.00 0.00 
4.316 -0.134 1.00 0.00 
4.523 -2.525 1.00 0.00 
5.581 0.109 1.00 0.00 
3.241 -0.091 1.00 0.00 
4.701 -0.904 1.00 0.00 
4.740 0.818 1.00 0.00 
3.889 0.812 1.00 0.00 
2.895 1.261 1.00 0.00 
1.819 2.115 1.00 0.00 
2.100 3.194 1.00 0.00 
4.807 1.148 1.00 0.00 
2.431 0.398 1.00 0.00 
3.386 1.839 1.00 0.00 
0.582 1.630 1.00 0.00 
-0.540 2.356 1.00 0.00 
-1.411 2.976 1.00 0.00 
-1.731 2.329 1.00 0.00 
-1.379 1.423 1.00 0.00 
-0.702 0.966 1.00 0.00 
-1.534 -0.106 1.00 0.00 
-0.481 2.150 1.00 0.00 

0.420 0.764 1.00 0.00 
-0.137 3.146 1.00 0.00 
-1.628 0.547 1.00 0.00 
-2.294 1.934 1.00 0.00 

0.262 0.541 1.00 0.00 
-2.133 -0.621 1.00 0.00 
-0.878 -0.812 1.00 0.00 
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ATOM 730 


3HD1 LEU A 


52 


145.739 


-2. 179 


0.353 1.00 0.00 


ATOM 731 


1HD2 LEU A 


52 


145. 303 


-0. 046 


1.804 1.00 0.00 


ATOM 732 


2HD2 LEU A 


52 


146.698 


0. 185 


2.857 1.00 0.00 


ATOM 733 


3HD2 LEU A 


52 


146.025 


-1.428 


2.628 1.00 0.00 


ATOM 734 


N 


GLU A 


53 


150.214 


-1.793 


4.232 1.00 0.00 


ATOM 735 


CA 


GLU A 


53 


151.177 


-2. 629 


4.941 1.00 0.00 


ATOM 736 


C 


GLU A 


53 


150. 694 


-4.075 


5.012 1.00 0.00 


ATOM 737 


0 


GLU A 


53 149.750 


-4. 389 


5.735 1.00 0.00 


ATOM 738 


CB 


GLU A 


53 151.412 


-2.087 


6.352 1.00 0.00 


ATOM 739 


CG 


GLU A 


53 


152.429 


-2. 889 


7.149 1.00 0.00 


ATOM 740 


CD 


GLU A 


53 


151.911 


-3. 295 


8.516 1.00 0.00 


ATOM 741 


0E1 


GLU A 


53 


152.344 


-4. 351 


9.024 1.00 0.00 


ATOM 742 


0E2 


GLU A 


53 


151.074 


-2. 557 


9.077 1.00 0.00 


ATOM 743 


H 


GLU A 


53 


149.400 


-1.507 


4.695 1.00 0.00 


ATOM 744 


HA 


GLU A 


53 


152. 107 


-2. 599 


4.393 1.00 0.00 


ATOM 745 


1HB 


GLU A 


53 


151.765 


-1. 069 


6.280 1.00 0.00 


ATOM 746 


2HB 


GLU A 


53 


150.475 


-2. 097 


6.889 1.00 0.00 


ATOM 747 


1HG 


GLU A 


53 


152. 678 


-3. 782 


6.597 1.00 0.00 


ATOM 748 


2HG 


GLU A 


53 


153.317 


-2. 289 


7.282 1.00 0.00 


ATOM 749 


N 


LEU A 


54 


151.348 


-4.948 


4.254 1.00 0.00 


ATOM 750 


CA 


LEU A 


54 


150. 986 


-6.361 


4.232 1.00 0.00 


ATOM 751 


C 


LEU A 


54 


151.279 


-7.020 


5.575 1.00 0.00 


ATOM 752 


0 


LEU A 


54 


152. 360 


-6. 849 


6.139 1.00 0.00 


ATOM 753 


CB 


LEU A 


54 


151.745 


-7.085 


3.118 1.00 0.00 


ATOM 754 


CG 


LEU A 


54 


151.619 


-6.449 


1.731 1.00 0.00 


ATOM 755 


CD1 


LEU A 


54 


152. 797 


-6.845 


0.855 1.00 0.00 


ATOM 756 


CD2 


LEU A 


54 


150. 307 


-6. 853 


1.077 1.00 0.00 


ATOM 757 


H 


LEU A 


54 


152. 093 


-4.637 


3.699 1.00 0.00 


ATOM 758 


HA 


LEU A 


54 


149. 926 


-6.427 


4. 034 1. 00 0. 00 
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ATOM 759 


1HB 


LEU A 


ATOM 760 


2HB 


LEU A 


ATOM 761 


HG 


LEU A 


ATOM 762 


1HD1 LEU A 


ATOM 763 


2HD1 LEU A 


ATOM 764 


3HD1 LEU A 


ATOM 765 


1HD2 LEU A 


ATOM 766 


2HD2 LEU A 


ATOM 767 


3HD2 LEU A 


ATOM 768 


N 


GLU A 


ATOM 769 


CA 


GLU A 


ATOM 770 


C 


GLU A 


ATOM 771 


0 


GLU A 


ATOM 772 


CB 


GLU A 


ATOM 773 


CG 


GLU A 


ATOM 774 


CD 


GLU A 


ATOM 775 


0E1 


GLU A 


ATOM 776 


0E2 


GLU A 


ATOM 777 


H 


GLU A 


ATOM 778 


HA 


GLU A 


ATOM 779 


1HB 


GLU A 


ATOM 780 


2HB 


GLU A 


ATOM 781 


1HG 


GLU A 


ATOM 782 


2HG 


GLU A 


ATOM 783 


N 


ASP A 


ATOM 784 


CA 


ASP A 


ATOM 785 


C 


ASP A 


ATOM 786 


0 


ASP A 


ATOM 787 


CB 


ASP A 



54 152.791 -7.115 
54 151.376 -8.098 
54 151.627 -5.374 
54 153.623 -6.171 
54 152.507 -6.790 
54 153.100 -7.855 
54 149.987 -7.807 
54 150.446 -6.933 

54 149.556 -6.106 

55 150.309 -7.774 
55 150.462 -8.459 
55 151.571 -9.504 
55 152.265 -9.755 
55 149.146 -9.124 
55 148.103 -8.144 
55 147.157 -8.774 
55 145.950 -8.455 
55 147.622 -9.586 
55 149.470 -7.872 
55 150.727 -7.721 
55 148.734 -9.637 
55 149.346 -9.845 
55 148.608 -7.317 

55 147.527 -7.780 

56 151.732 -10.111 
56 152.757 -11.128 
56 154.003 -10.528 
56 153.911 -9.733 
56 152.217 -12.262 



3.384 1.00 0.00 
3.058 1.00 0.00 
1.834 1.00 0.00 
1.034 1.00 0.00 
-0.184 1.00 0.00 
1.091 1.00 0.00 
1.472 1.00 0.00 
0.010 1.00 0.00 

1.288 1.00 0.00 
6.083 1.00 0.00 
7.360 1.00 0.00 

7.289 1.00 0.00 
8.274 1.00 0.00 
7.768 1.00 0.00 
8.281 1.00 0.00 
9.285 1.00 0.00 
9.243 1.00 0.00 

10.112 1.00 0.00 
5.586 1.00 0.00 
8.102 1.00 0.00 
6.911 1.00 0.00 
8.546 1.00 0.00 
8.757 1.00 0.00 
7.444 1.00 0.00 
6.118 1.00 0.00 
5.919 1.00 0.00 
5.278 1.00 0.00 
4.342 1.00 0.00 
5.046 1.00 0.00 
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ATOM 788 


CG 


ASP A 


ATOM 789 


0D1 


ASP A 


ATOM 790 


0D2 


ASP A 


ATOM 791 


H 


ASP A 


ATOM 792 


HA 


ASP A 


ATOM 793 


1HB 


ASP A 


ATOM 794 


2HB 


ASP A 


ATOM 795 


N 


GLU A 


ATOM 796 


. CA 


GLU A 


ATOM 797 


C 


GLU A 


ATOM 798 


0 


GLU A 


ATOM 799 


CB 


GLU A 


ATOM 800 


CG 


GLU A 


ATOM 801 


CD 


GLU A 


ATOM 802 


0E1 


GLU A 


ATOM 803 


0E2 


GLU A 


ATOM 804 


H 


GLU A 


ATOM 805 


HA 


GLU A 


ATOM 806 


1HB 


GLU A 


ATOM 807 


2HB 


GLU A 


ATOM 808 


1HG 


GLU A 


ATOM 809 


2HG 


GLU A 


ATOM 810 


N 


CYS A 


ATOM 811 


CA 


CYS A 


ATOM 812 


C 


CYS A 


ATOM 813 


0 


CYS A 


ATOM 814 


CB 


CYS A 


ATOM 815 


SG 


CYS A 


ATOM 816 


H 


CYS A 



56 151.588 -13.373 
56 151.467 -14.501 
56 151.216 -13.115 
56 151.148 -9.868 
56 153.021 -11.526 
56 151.468 -11.868 

56 153.028 -12.681 

57 155.169 -10.913 
57 156.435 -10.413 
57 156.757 -11.051 
57 157.071 -12.238 
57 157.567 -10.690 
57 157.459 -9.886 
57 158.779 -9.793 
57 159.329 -10.852 
57 159.263 -8.661 
57 155.178 -11.550 
57 156.340 -9.346 
57 157.556 -11.740 
57 158.509 -10.453 
57 157.129 -8.886 

57 156.733 -10.357 

58 156.675 -10.254 
58 156.958 -10.741 
58 158. 320 -10. 252 
58 158.642 -9.070 
58 155.867 -10.285 
58 154.348 -11.261 
58 156.419 -9.317 



5.864 1.00 0.00 
5.341 1.00 0.00 
7.028 1.00 0.00 
5.370 1.00 0.00 
6.887 1.00 0.00 
4.375 1.00 0.00 
4.467 1.00 0.00 
5.787 1.00 0.00 
5.264 1.00 0.00 
3.916 1.00 0.00 
3.840 1.00 0.00 
6.256 1.00 0.00 
7.541 1.00 0.00 
8.281 1.00 0.00 
8.651 1.00 0.00 
8.493 1.00 0.00 
6.532 1.00 0.00 
5.130 1.00 0.00 
6.512 1.00 0.00 
5.785 1.00 0.00 
7.299 1.00 0.00 
8.187 1.00 0.00 
2.856 1.00 0.00 
1.511 1.00 0.00 
1.030 1.00 0.00 
1.145 1.00 0.00 
0.541 1.00 0.00 
0.627 1.00 0.00 
2.981 1.00 0.00 
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ATOM 817 


HA 


ATOM 818 


1HB 


ATOM 819 


2HB 


ATOM 820 


HG 


ATOM 821 


N 


ATOM 822 


CA 


ATOM 823 


C 


ATOM 824 


0 


ATOM 825 


CB 


ATOM 826 


H 


ATOM 827 


HA 


ATOM 828 


1HB 


ATOM 829 


2HB 


ATOM 830 


3HB 


ATOM 831 


N 


ATOM 832 


CA 


ATOM 833 


C 


ATOM 834 


0 


ATOM 835 


H 


ATOM 836 


1HA 


ATOM 837 


2HA 


ATOM 838 


N 


ATOM 839 


CA 


ATOM 840 


C 


ATOM 841 


0 


ATOM 842 


CB 


ATOM 843 


SG 


ATOM 844 


H 


ATOM 845 


HA 



CYS A 



CYS A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 
ALA A 



GLY A 
GLY A 
GLY A 
GLY A 
GLY A 



CYS A 
CYS A 
CYS A 
CYS A 
CYS A 
CYS A 
CYS A 
CYS A 



58 156.968 
58 155.610 
58 156.245 

58 153.708 

59 159.116 
59 160.443 
59 160.355 
59 159.723 
59 161.238 
59 158.804 
59 160.959 
59 162.273 
59 161.165 

59 160.838 

60 160.991 
60 160.970 
60 160.116 
60 159.562 
60 161.478 
60 161.982 

60 160.581 

61 160.011 
61 159.219 
61 160.044 
61 161.192 
61 157.976 
61 156.886 
61 160.478 
61 158.910 



-11.820 
-9.259 
-10. 350 
-10.768 
-11.169 
-10. 831 
-9.963 
-10. 342 
-12.096 
-12.096 
-10.278 
-11.939 
-12. 335 
-12.912 
-8. 797 
-7. 894 
-6. 667 
-6.088 
-8. 549 
-7. 578 
-8.421 
-6. 269 
-5. 102 
-4. 127 
-4.408 
-5. 532 
-6. 654 
-6. 771 
-4.609 



1.545 1.00 0.00 
0.757 1.00 0.00 
-0.469 1.00 0.00 
1.144 1.00 0.00 
0.490 1.00 0.00 
-0.010 1.00 0.00 
-1.260 1.00 0.00 
-2.247 1.00 0.00 
-0.297 1.00 0.00 
0.426 1.00 0.00 
0.763 1.00 0.00 
-0.034 1.00 0.00 
-1.348 1.00 0.00 
0.286 1.00 0.00 
-1.212 1.00 0.00 
-2.347 1.00 0.00 
-2.097 1.00 0.00 
-3.032 1.00 0.00 
-0.399 1.00 0.00 
-2.559 1.00 0.00 
-3.206 1.00 0.00 
-0.834 1.00 0.00 
-0.463 1.00 0.00 
0.371 1.00 0.00 
0.718 1.00 0.00 
0.318 1.00 0.00 
-0.588 1.00 0.00 
-0.134 1.00 0.00 
-1.372 1.00 0.00 
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ATOM 846 


1HB 


CYS A 


ATOM 847 


2HB 


CYS A 


ATOM 848 


HG 


CYS A 


ATOM 849 


N 


THR A 


ATOM 850 


CA 


THR A 


ATOM 851 


C 


THR A 


ATOM 852 


0 


THR A 


ATOM 853 


CB 


THR A 


ATOM 854 


0G1 


THR A 


ATOM 855 


CG2 


THR A 


ATOM 856 


H 


THR A 


ATOM 857 


HA 


THR A 


ATOM 858 


HB 


THR A 


ATOM 859 


HG1 


THR A 


ATOM 860 


1HG2 THR A 


ATOM 861 


2HG2 THR A 


ATOM 862 


3HG2 THR A 


ATOM 863 


N 


ASP A 


ATOM 864 


CA 


ASP A 


ATOM 865 


C 


ASP A 


ATOM 866 


0 


ASP A 


ATOM 867 


CB 


ASP A 


ATOM 868 


CG 


ASP A 


ATOM 869 


0D1 


ASP A 


ATOM 870 


0D2 


ASP A 


ATOM 871 


H 


ASP A 


ATOM 872 


HA 


ASP A 


ATOM 873 


1HB 


ASP A 


ATOM 874 


2HB 


ASP A 



61 158.284 -6.034 
61 157.402 -4.654 

61 156.192 -6.941 

62 159.453 -2.980 
62 160.133 -1.963 
62 159.551 -1.891 
62 158.550 -2.540 
62 160.022 -0.597 
62 158.691 -0.355 
62 160.918 -0.457 
62 158.537 -2.814 
62 161.175 -2.237 
62 160.299 0.170 
62 158.468 -0.950 
62 161.948 -0.395 
62 160.655 0.440 

62 160.793 -1.315 

63 160.186 -1.098 
63 159.731 -0.942 
63 158.970 0.368 
63 158.997 0.975 
63 160.920 -0.987 
63 162.000 0.012 
63 161.659 1.181 
63 163.187 -0.376 
63 160.979 -0.607 
63 159.067 -1.762 
63 160.577 -0.765 
63 161.351 -1.977 



1.223 1.00 0.00 
0.578 1.00 0.00 
0.010 1.00 0.00 
0.688 1.00 0.00 
1.481 1.00 0.00 
2.889 1.00 0.00 
3.191 1.00 0.00 
0.802 1.00 0.00 
0.380 1.00 0.00 
-0.410 1.00 0.00 
0.383 1.00 0.00 

1.548 1.00 0.00 

1.509 1.00 0.00 
-0.338 1.00 0.00 
-0.089 1.00 0.00 
-0.951 1.00 0.00 
-1.052 1.00 0.00 

3.746 1.00 0.00 

5.124 1.00 0.00 

5.299 1.00 0.00 

6.370 1.00 0.00 

6.084 1.00 0.00 

5.714 1.00 0.00 

5.440 1.00 0.00 

5.700 1.00 0.00 

3.446 1.00 0.00 

5.348 1.00 0.00 

7.083 1.00 0.00 

6.068 1.00 0.00 
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ATOM 875 


N 


GLY A 


64 


158. 292 


0.798 


4.240 1.00 0.00 


ATOM 876 


CA 


GLY A 


64 


157. 532 


2.035 


4.298 1.00 0.00 


ATOM 877 


C 


GLY A 


64 


158. 158 


3.138 


3.469 1.00 0.00 


ATOM 878 


0 


GLY A 


64 


158. 231 


4.287 


3.907 1.00 0.00 


ATOM 879 


H 


GLY A 


64 158.307 


0.274 


3.413 1.00 0.00 


ATOM 880 


1HA 


GLY A 


64 


156. 533 


1.848 


3.933 1.00 0.00 


ATOM 881 


2HA 


GLY A 


64 157.473 


2.360 


5.326 1.00 0.00 


ATOM 882 


N 


THR A 


65 


158.611 


2.791 


2.269 1.00 0.00 


ATOM 883 


CA 


THR A 


65 


159. 233 


3.761 


1.376 1.00 0.00 


ATOM 884 


C 


THR A 


65 


158. 795 


3.533 


-0.066 1.00 0.00 


ATOM 885 


0 


THR A 


65 


158. 999 


2.456 


-0.625 1.00 0.00 


ATOM 886 


CB 


THR A 


65 


160. 758 


3. 673 


1.477 1.00 0.00 


ATOM 887 


0G1 


THR A 


65 


161. 181 


2.322 


1.501 1.00 0.00 


ATOM 888 


CG2 


THR A 


65 


161.315 


4.351 


2.709 1.00 0.00 


ATOM 889 


H 


THR A 


65 


158. 524 


1.860 


1.976 1.00 0.00 


ATOM 890 


HA 


THR A 


65 


158.918 


4.746 


1.685 1.00 0.00 


ATOM 891 


HB 


THR A 


65 


161. 193 


4.151 


0.611 1.00 0.00 


ATOM 892 


HG1 


THR A 


65 


160. 896 


1.911 


2.320 1.00 0.00 


ATOM 893 


1HG2 THR A 


65 


162.264 


3.904 


2.967 1.00 0.00 


ATOM 894 


2HG2 THR A 


65 


160. 625 


4.230 


3.531 1.00 0.00 


ATOM 895 


3HG2 THR A 


65 


161.457 


5.403 


2.509 1.00 0.00 


ATOM 896 


N 


PHE A 


66 


158. 192 


4.556 


-0.665 1.00 0.00 


ATOM 897 


CA 


PHE A 


66 


157. 725 


4.467' 


-2.044 1.00 0.00 


ATOM 898 


C 


PHE A 


66 


158. 660 


5.221 


-2. 983 1. 00 0. 00 


ATOM 899 


0 


PHE A 


66 


158. 855 


6.429 


-2.843 1.00 0.00 


ATOM 900 


CB 


PHE A 


66 


156. 306 


5.025 


-2.160 1.00 0.00 


ATOM 901 


CG 


PHE A 


66 


155. 651 


4.726 


-3.479 1.00 0.00 


ATOM 902 


CD1 


PHE A 


66 


155. 476 


3.417 


-3.900 1.00 0.00 


ATOM 903 


CD2 


PHE A 


66 


155.211 


5.754 


-4.297 1.00 0.00 
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ATOM 904 
ATOM 905 
ATOM 906 
ATOM 907 
ATOM 908 
ATOM 909 
ATOM 910 
ATOM 911 
ATOM 912 
ATOM 913 
ATOM 914 
ATOM 915 
ATOM 916 
ATOM 917 
ATOM 918 
ATOM 919 
ATOM 920 
ATOM 921 
ATOM 922 
ATOM 923 
ATOM 924 
ATOM 925 
ATOM 926 
ATOM 927 
ATOM 928 
ATOM 929 
ATOM 930 
ATOM 931 
ATOM 932 



CE1 


PHE A 


66 154.874 


3.138 


CE2 


PHE A 


66 154.608 


5.482 


CZ 


PHE A 


66 154.439 


4.173 


H 


PHE A 


66 158.059 


5.390 


HA 


PHE A 


66 157.717 


3.424 


1HB 


PHE A 


66 155.693 


4.596 


2HB 


PHE A 


66 156.337 


6.098 


HD1 


PHE A 


66 155.815 


2.609 


HD2 


PHE A 


66 155.342 


6.777 


HE1 


PHE A 


66 154.745 


2.115 


HE2 


PHE A 


66 154.269 


6.291 


HZ 


PHE A 


66 153.969 


3.957 


N 


ARG A 


67 159.236 


4.503 


CA 


ARG A 


67 160.150 


5.105 


C 


ARG A 


67 161.354 


5.721 


0 


ARG A 


67 161.911 


6.720 


CB 


ARG A 


67 159.427 


6.171 


CG 


ARG A 


67 158.093 


5.706 


CD 


ARG A 


67 158.260 


5.031 


NE 


ARG A 


67 158.418 


3.585 


CZ 


ARG A 


67 158.263 


2.732 


NH1 


ARG A 


67 157.948 


3.175 


NH2 


ARG A 


67 158.425 


1.431 


H 


ARG A 


67 159.042 


3.544 


HA 


ARG A 


67 160.497 


4.325 


1HB 


ARG A 


67 159.250 


7.034 


2HB 


ARG A 


67 160.059 


6.460 


1HG 


ARG A 


67 157.650 


5.003 


2HG 


ARG A 


67 157.443 


6.562 



-5.112 1.00 0.00 
-5.511 1.00 0.00 
-5.918 1.00 0.00 
-0.167 1.00 0.00 
-2.324 1.00 0.00 
-1.381 1.00 0.00 
-2.039 1.00 0.00 
-3.269 1.00 0.00 
-3.979 1.00 0.00 
-5.429 1.00 0.00 
-6.139 1.00 0.00 
-6.867 1.00 0.00 
-3.941 1.00 0.00 
-4.903 1.00 0.00 
-4.197 1.00 0.00 
-4.654 1.00 0.00 
-5.728 1.00 0.00 
-6.288 1.00 0.00 
-7.639 1.00 0.00 
-7.514 1.00 0.00 
-8.524 1.00 0.00 
-9.734 1.00 0.00 
-8.324 1.00 0.00 
-4.001 1.00 0.00 
-5.564 1.00 0.00 
-5.104 1.00 0.00 
-6.555 1.00 0.00 
-5.598 1.00 0.00 
-6.399 1.00 0,00 
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ATOM 933 


1HD 


ARG A 


ATOM 934 


2HD 


ARG A 


ATOM 935 


HE 


ARG A 


ATOM 936 


1HH1 ARG A 


ATOM 937 


2HH1 ARG A 


ATOM 938 


1HH2 ARG A 


ATOM 939 


2HH2 ARG A 


ATOM 940 


N 


GLY A 


ATOM 941 


CA 


GLY A 


ATOM 942 


C 


GLY A 


ATOM 943 


0 


GLY A 


ATOM 944 


H 


GLY A 


ATOM 945 


1HA 


GLY A 


ATOM 946 


2HA 


GLY A 


ATOM 947 


N 


THR A 


ATOM 948 


CA 


THR A 


ATOM 949 


C 


THR A 


ATOM 950 


0 


THR A 


ATOM 951 


CB 


THR A 


ATOM 952 


0G1 


THR A 


ATOM 953 


CG2 


THR A 


ATOM 954 


H 


THR A 


ATOM 955 


HA 


THR A 


ATOM 956 


HB 


THR A 


ATOM 957 


HG1 


THR A 


ATOM 958 


1HG2 THR A 


ATOM 959 


2HG2 THR A 


ATOM 960 


3HG2 THR A 


ATOM 961 


N 


ARG A 



67 157.388 5.238 

67 159.135 5.440 

67 158.653 3.231 

67 157.826 4.156 

67 157.834 2.530 ■ 

67 158.663 1.091 

67 158.308 0.789 

68 161.749 5.121 
68 162.884 5.624 
68 162.519 6.802 
68 163.364 7.644 
68 161.268 4.328 
68 163.271 4.829 

68 163.652 5.931 

69 161.257 6.861 
69 160.782 7.945 
69 159.945 7.403 
69 158.848 6.885 
69 159.959 8.941 
69 160.631 9.282 
69 159.663 10.226 
69 160.630 6.160 
69 161.646 8.451 
69 159.014 8.483 
69 160.053 9.815 
69 159.554 10.015 
69 158.749 10.658 

69 160.477 10.920 

70 160.472 7.526 



-8.241 1.00 0.00 
-8.125 1.00 0.00 
-6.631 1.00 0.00 
-9.892 1.00 0.00 
10.489 1.00 0.00 
-7.413 1.00 0.00 
-9.082 1.00 0.00 
-3.080 1.00 0.00 
-2.328 1.00 0.00 
-1.446 1.00 0.00 
-1.143 1.00 0.00 
-2.763 1.00 0.00 
-1.708 1.00 0.00 
-3.021 1.00 0.00 

-1.033 1.00 0.00 

-0.180 1.00 0.00 

0.975 1.00 0.00 
0.769 1.00 0.00 

-0.998 1.00 0.00 

-2.197 1.00 0.00 

-0.255 1.00 0.00 

-1.307 1.00 0.00 
0.223 1.00 0.00 

-1.257 1.00 0.00 

-2.748 1.00 0.00 
0.799 1.00 0.00 

-0.634 1.00 0.00 

-0.401 1.00 0.00 
2.189 1.00 0.00 

ffiiE# 2003-3083148 



#M 2002-236129 



^-v : 1071/ 



ATOM 962 


CA 


ARG A 


ATOM 963 


C 


ARG A 


ATOM 964 


0 


ARG A 


ATOM 965 


CB 


ARG A 


ATOM 966 


CG 


ARG A 


ATOM 967 


CD 


ARG A 


ATOM 968 


NE 


ARG A 


ATOM 969 


CZ 


ARG A 


ATOM 970 


mi 


ARG A 


ATOM 971 


NH2 


ARG A 


ATOM 972 


H 


ARG A 


ATOM 973 


HA 


ARG A 


ATOM 974 


1HB 


ARG A 


ATOM 975 


2HB 


ARG A 


ATOM 976 


1HG 


ARG A 


ATOM 977 


2HG 


ARG A 


ATOM 978 


1HD 


ARG A 


ATOM 979 


2HD 


ARG A 


ATOM 980 


HE 


ARG A 


ATOM 981 


1HH1 ARG A 


ATOM 982 


2HH1 ARG A 


ATOM 983 


1HH2 ARG A 


ATOM 984 


2HH2 ARG A 


ATOM 985 


N 


TYR A 


ATOM 986 


CA 


TYR A 


ATOM 987 


C 


TYR A 


ATOM 988 


0 


TYR A 


ATOM 989 


CB 


TYR A 


ATOM 990 


CG 


TYR A 



70 159.773 7.048 

70 158.628 7.985 

70 158.820 9.195 

70 160.745 6.923 

70 160.211 6.076 

70 160.766 6.535 

70 162.223 6.642 

70 162.971 6.784 

70 162.403 6.833 

70 164.289 6.874 

70 161.351 7.948 

70 159.366 6.074 

70 161.662 6.474 

70 160.961 7.909 

70 159.134 6.157 

70 160.493 5.047 

70 160.346 7.500 

70 160.478 5.820 

70 162.667 6.609 

70 161.410 6.764 

70 162.971 6.939 

70 164.722 6.837 

70 164.851 6.981 

71 157.438 7.420 
71 156.262 8.204 
71 155.798 7.879 
71 155.340 8.757 
71 155.128 7.942 
71 155.340 8.592 



3.376 1.00 0.00 
3.747 1.00 0.00 
3.876 1.00 0.00 
4.551 1.00 0.00 
5.694 1.00 0.00 
7.033 1.00 0.00 
7.014 1.00 0.00 
8.106 1.00 0.00 
9.305 1.00 0.00 
8.000 1.00 0.00 
2.289 1.00 0.00 
3.151 1.00 0.00 
4.198 1.00 0.00 
4.932 1.00 0.00 

5.717 1.00 0.00 

5.530 1.00 0.00 

7.271 1.00 0.00 

7.791 1.00 0.00 

6.141 1.00 0.00 

9.393 1.00 0.00 
10.122 1.00 0.00 

7.098 1.00 0.00 

8.820 1.00 0.00 

3.917 1.00 0.00 

4.273 1.00 0.00 

5.689 1.00 0.00 

6.421 1.00 0.00 

3.280 1.00 0.00 

1.932 1.00 0.00 

ffilE# 2003-3083148 



#M 2002-236129 



I 1072/ 



ATOM 991 


CD1 


TYR A 


71 155.142 


ATOM 992 


CD2 


TYR A 


71 155.738 


ATOM 993 


CE1 


TYR A 


71 155.336 


ATOM 994 


CE2 


TYR A 


71 155.933 


ATOM 995 


CZ 


TYR A 


71 155.731 


ATOM 996 


OH 


TYR A 


71 155.924 


ATOM 997 


H 


TYR A 


71 157.349 


ATOM 998 


HA 


TYR A 


71 156.534 


ATOM 999 


1HB 


TYR A 


71 155.035 


ATOM 1000 


2HB 


TYR A 


71 154.205 


ATOM 1001 


HD1 


TYR A 


71 154.832 


ATOM 1002 


HD2 


TYR A 


71 155.897 


ATOM 1003 


HE1 


TYR A 


71 155.177 


ATOM 1004 


HE2 


TYR A 


71 156.243 


ATOM 1005 


HH 


TYR A 


71 156.751 


ATOM 1006 


N 


PHE A 


72 155.919 


ATOM 1007 


CA 


PHE A 


72 155.513 


ATOM 1008 


C 


PHE A 


72 156.513 


ATOM 1009 


0 


PHE A 


72 157.471 


ATOM 1010 


CB 


PHE A 


72 154.119 


ATOM 1011 


CG 


PHE A 


72 154.009 


ATOM 1012 


CD1 


PHE A 


72 153.735 


ATOM 1013 


CD2 


PHE A 


72 154.181 


ATOM 1014 


CE1 


PHE A 


72 153.633 


ATOM 1015 


CE2 


PHE A 


72 154.081 


ATOM 1016 


CZ 


PHE A 


72 153.806 


ATOM 1017 


H 


PHE A 


72 156.291 


ATOM 1018 


HA 


PHE A 


72 155.483 


ATOM 1019 


1HB 


PHE A 


72 153.865 



7.880 
9.920 
8.471 
10.518 
9.790 
10. 382 
6.451 
9.249 
6.879 
8.323 
6.846 
10.489 
7.899 
11.552 
10.868 
6.611 
6.169 
5.169 
4.783 
5.541 
4.406 
4.650 
3.096 
3.608 
2.050 
2.306 
5.957 
7.036 
5.162 



0.756 1. 
1.834 1. 

-0.478 I. 
0.604 1. 

-0.549 1. 

-1.776 1. 
3.800 1. 
4.227 1. 
3.123 1. 
3.691 1. 
0.815 1. 
2.739 1. 

-1.380 1. 
0.549 1. 

-1.770 1. 
6.069 1. 
7.397 1. 
7.968 1. 
7.299 1. 
7.343 1. 
6.366 1 
5.030 1 
6.783 1 
4.128 1 
5.886 1 
4.557 1 
5.441 1 
8.040 1 
8.322 1 



00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 



ffi|iE# 2003-3083148 



#12 0 0 2-2 3 6 1 2 9 5> I 1073/ 

ATOM 1020 2HB PHE A 72 153.401 6.297 7.059 1.00 0.00 

ATOM 1021 HD1 PHE A 72 153.599 5.667 4.694 1.00 0.00 

ATOM 1022 HD2 PHE A 72 154.396 2.895 7.823 1.00 0.00 

ATOM 1023 HE1 PHE A 72 153.418 3.810 3.089 1.00 0.00 

ATOM 1024 HE2 PHE A 72 154.217 1.033 6.224 1.00 0.00 

ATOM 1025 HZ PHE A 72 153.728 1.490 3.854 1.00 0.00 

ATOM 1026 N THR A 73 156.282 4.752 9.209 1.00 0.00 

ATOM 1027 CA THR A 73 157.162 3.795 9.870 1.00 0.00 

ATOM 1028 C THR A 73 156.453 2.463 10.088 1.00 0.00 

ATOM 1029 0 THR A 73 155.491 2.378 10.8511.00 0.00 

ATOM 1030 CB THR A 73 157.643 4.355 11.210 1.00 0.00 

ATOM 1031 0G1 THR A 73 156.583 5.000 11.894 1.00 0 : 00 

ATOM 1032 CG2 THR A 73 158.773 5.352 11.0711.00 0.00 

ATOM 1033 H THR A 73 155.502 5.096 9.6911.00 0.00 

ATOM 1034 HA THR A 73 158.017 3.634 9.230 1.00 0.00 

ATOM 1035 HB THR A 73 157.996 3.538 11.823 1.00 0.00 

ATOM 1036 HG1 THR A 73 156.693 4.881 12.840 1.00 0.00 

ATOM 1037 1HG2 THR A 73 158.585 6.200 11.713 1.00 0.00 

ATOM 1038 2HG2 THR A 73 158.837 5.683 10.046 1.00 0.00 

ATOM 1039 3HG2 THR A 73 159.703 4.884 11.357 1.00 0.00 

ATOM 1040 N CYS A 74 156.934 1.425 9.4111.00 0.00 

ATOM 1041 CA CYS A 74 156.346 0.096 9.5311.00 0.00 

ATOM 1042 C CYS A 74 157.427 -0.980 9.525 1.00 0.00 

ATOM 1043 0 CYS A 74 158.610 -0.684 9.362 1.00 0.00 

ATOM 1044 CB CYS A 74 155.357 -0.152 8.390 1.00 0.00 

ATOM 1045 SG CYS A 74 153.661 0.351 8.762 1.00 0.00 

ATOM 1046 H CYS A 74 157.703 1.556 8.819 1.00 0.00 

ATOM 1047 HA CYS A 74 155.815 0.052 10.470 1.00 0.00 

ATOM 1048 1HB CYS A 74 155.679 0.399 7.519 1.00 0.00 



ttSSE# 2003-3083148 



mm 2 0 0 2 - 2 3 6 1 2 9 v : 1074/ 



ATOM 1049 


2HB 


CYS A 


74 155.344 


-1.206 


8.157 1.00 0.00 


ATOM 1050 


HG 


CYS A 


74 


153. 664 


1.294 


8.942 1.00 0.00 


ATOM 1051 


N 


ALA A 


75 


157.011 


-2.229 


9.704 1.00 0.00 


ATOM 1052 


CA 


ALA A 


75 


157.944 


-3. 350 


9.720 1.00 0.00 


ATOM 1053 


C 


ALA A 


75 


158.702 


-3.452 


8.401 1.00 0.00 


ATOM 1054 


0 


ALA A 


75 


158. 480 


-2.661 


7.484 1.00 0.00 


ATOM 1055 


CB 


ALA A 


75 


157.205 


-4.647 


10.008 1.00 0.00 


ATOM 1056 


H 


ALA A 


75 


156.055 


-2.403 


9.830 1.00 0.00 


ATOM 1057 


HA 


ALA A 


75 


158.654 


-3. 182 


10.518 1.00 0.00 


ATOM 1058 


1HB 


ALA A 


75 


157.023 


-5. 171 


9.081 1.00 0.00 


ATOM 1059 


2HB 


ALA A 


75 


156.262 


-4.426 


10.487 1.00 0.00 


ATOM 1060 


3HB 


ALA A 


75 


157.804 


-5. 266 


10.659 1.00 0.00 


ATOM 1061 


N 


LEU A 


76 


159.596 


-4.431 


8.312 1.00 0.00 


ATOM 1062 


CA 


LEU A 


76 


160.387 


-4. 637 


7.104 1.00 0.00 


ATOM 1063 


C 


LEU A 


76 


159.716 


-5. 649 


6.180 1.00 0.00 


ATOM 1064 


0 


LEU A 


76 


159. 147 


-6. 640 


6.638 1.00 0.00 


ATOM 1065 


CB 


LEU A 


76 


161.794 


-5. 115 


7.466 1.00 0.00 


ATOM 1066 


CG 


LEU A 


76 


162. 730 


-4. 029 


7.999 1.00 0.00 


ATOM 1067 


CD1 


LEU A 


76 163.737 


-4. 623 


8.971 1.00 0.00 



ATOM 1068 CD2 LEU A 76 163.442 -3.330 6.8511.00 0.00 

ATOM 1069 H LEU A 76 159.727 -5.029 9.076 1.00 0.00 

ATOM 1070 HA LEU A 76 160.459 -3.690 6.589 1.00 0.00 

ATOM 1071 1HB LEU A 76 161.707 -5.887 8.216 1.00 0.00 

ATOM 1072 2HB LEU A 76 162.244 -5.544 6.583 1.00 0.00 

ATOM 1073 HG LEU A 76 162.148 -3.291 8.533 1.00 0.00 

ATOM 1074 1HD1 LEU A 76 164.281 -5.419 8.485 1.00 0.00 

ATOM 1075 2HD1 LEU A 76 163.217 -5.016 9.833 1.00 0.00 

ATOM 1076 3HD1 LEU A 76 164.429 -3.856 9.287 1.00 0.00 

ATOM 1077 1HD2 LEU A 76 162.828 -3.375 5.965 1.00 0.00 



ttJIE# 2003-3083148 



&m 2 0 0 2 



ATOM 1078 


2HD2 


LEU A 


76 


164. 385 


ATOM 1079 


3HD2 


LEU A 


76 


163. 621 


ATOM 1080 


N 


LYS A 


77 


159. 786 


ATOM 1081 


CA 


LYS A 


77 


159. 185 


ATOM 1082 


C 


LYS A 


77 


157. 676 


ATOM 1083 


0 


LYS A 


77 


157. 083 


ATOM 1084 


CB 


LYS A 


77 


159. 812 


ATOM 1085 


CG 


LYS A 


77 


161.303 


ATOM 1086 


CD 


LYS A 


77 


161.578 


ATOM 1087 


CE 


LYS A 


77 


162. 960 


ATOM 1088 


NZ 


LYS A 


77 


163.955 


ATOM 1089 


H 


LYS A 


77 


160. 252 


ATOM 1090 


HA 


LYS A 


77 


159.380 


ATOM 1091 


1HB 


LYS A 


77 


159.663 


ATOM 1092 


2HB 


LYS A 


77 


159.318 


ATOM 1093 


1HG 


LYS A 


77 


161.786 


ATOM 1094 


2HG 


LYS A 


77 


161.701 


ATOM 1095 


1HD 


LYS A 


77 


161.514 


ATOM 1096 


2HD 


LYS A 


77 


160. 836 


ATOM 1097 


1HE 


LYS A 


77 


162.900 


ATOM 1098 


2HE 


LYS A 


77 


163.283 


ATOM 1099 


1HZ 


LYS A 


77 


164. 769 


ATOM 1100 


2HZ 


LYS A 


77 


163. 523 


ATOM 1101 


3HZ 


LYS A 


77 


164. 290 


ATOM 1102 


N 


LYS A 


78 


157. 060 


ATOM 1103 


CA 


LYS A 


78 


155.619 


ATOM 1104 


C 


LYS A 


78 


155. 047 


ATOM 1105 


0 


LYS A 


78 


154. 151 


ATOM 1106 


CB 


LYS A 


78 


155.301 



2 3 6 1 2 9 : 1075/ 

3.821 6.660 1.00 0.00 

•2.297 7.114 1.00 0.00 

■5.390 4.878 1.00 0.00 

-6.279 3.890 1.00 0.00 

-6.375 4.090 1.00 0.00 

-7.440 3.918 1.00 0.00 

-7.672 3.975 1.00 0.00 

-7.687 3.676 1.00 0.00 

-7.419 2.206 1.00 0.00 

-6.821 1.998 1.00 0.00 

-7.851 1.590 1.00 0.00 

-4.584 4.575 1.00 0.00 

-5.865 2.911 1.00 0.00 

-8.060 4.973 1.00 0.00 

-8.321 3.268 1.00 0.00 

-6.924 4.268 1.00 0.00 

-8.656 3.938 1.00 0.00 

-8.349 1.662 1.00 0.00 

-6.729 1.830 1.00 0.00 

-6.067 1.227 1.00 0.00 

-6.365 2.922 1.00 0.00 
-7.397 1.128 1.00 0.00 

-8.522 0.925 1.00 0.00 
-8.374 2.425 1.00 0.00 
-5.255 4.456 1.00 0.00 
-5.213 4.681 1.00 0.00 
-3.853 4.293 1.00 0.00 
-3.333 4.959 1.00 0.00 
-5.516 6.146 1.00 0.00 

ffiSE# 2003-3083148 



ATOM 1107 


CG 


LYS A 


ATOM 1108 


CD 


LYS A 


ATOM 1109 


CE 


LYS A 


ATOM 1110 


NZ 


LYS A 


ATOM 1111 


H 


LYS A 


ATOM 1112 


HA 


LYS A 


ATOM 1113 


1HB 


LYS A 


ATOM 1114 


2HB 


LYS A 


ATOM 1115 


1HG 


LYS A 


ATOM 1116 


2HG 


LYS A 


ATOM 1117 


1HD 


LYS A 


ATOM 1118 


2HD 


LYS A 


ATOM 1119 


1HE 


LYS A 


ATOM 1120 


2HE 


LYS A 


ATOM 1121 


1HZ 


LYS A 


ATOM 1122 


2HZ 


LYS A 


ATOM 1123 


3HZ 


LYS A 


ATOM 1124 


N 


ALA A 


ATOM 1125 


CA 


ALA A 


ATOM 1126 


C 


ALA A 


ATOM 1127 


0 


ALA A 


ATOM 1128 


CB 


ALA A 


ATOM 1129 


H 


ALA A 


ATOM 1130 


HA 


ALA A 


ATOM 1131 


1HB 


ALA A 


ATOM 1132 


2HB 


ALA A 


ATOM 1133 


3HB 


ALA A 


ATOM 1134 


N 


LEU A 


ATOM 1135 


CA 


LEU A 



^2002-236129 : 1076/ 

8 155.852 -6.848 6.626 1.00 0.00 

8 155.565 -7.071 8.102 1.00 0.00 

8 154.387 -8.009 8.306 1.00 0.00 

8 153.519 -7.573 9.435 1.00 0.00 

8 157.587 -4.437 4.578 1.00 0.00 

8 155.166 -5.971 4.059 1.00 0.00 

8 155.721 -4.734 6.762 1.00 0.00 

8 154.228 -5.526 6.275 1.00 0.00 

'8 155.393 -7.643 6.056 1.00 0.00 

'8 156.921 -6.862 6.469 1.00 0.00 

'8 156.439 -7.503 8.567 1.00 0.00 

'8 155.341 -6.121 8.562 1.00 0.00 

r S 153.799 -8.031 7.401 1.00 0.00 

78 154.763 -9.000 8.513 1.00 0.00 

78 154.104 -7.298 10.250 1.00 0.00 

78 152.889 -8.348 9.722 1.00 0.00 

78 152.940 -6.759 9.147 1.00 0.00 

79 155.570 -3.282 3.214 1.00 0.00 
79 155.112 -1.982 2.739 1.00 0.00 
79 154.892 -1.996 1.230 1.00 0.00 
79 155.848 -1.961 0.454 1.00 0.00 
79 156.109 -0.899 3.119 1.00 0.00 
79 156.281 -3.746 2.724 1.00 0.00 
79 154.173 -1.762 3.227 1.00 0.00 
79 155.578 0.005 3.377 1.00 0.00 
79 156.767 -0.706 2.285 1.00 0.00 

79 156.692 -1.229 3.967 1.00 0.00 

80 153.630 -2.047 0.820 1.00 0.00 



ttiiE# 2003-3083148 



#0 2002-236129 



^-v ! 1077/ 



ATOM 1136 


C 


LEU A 


ATOM 1137 


0 


LEU A 


ATOM 1138 


CB 


LEU A 


ATOM 1139 


CG 


LEU A 


ATOM 1140 


CD1 


LEU A 


ATOM 1141 


CD2 


LEU A 


ATOM 1142 


H 


LEU A 


ATOM 1143 


HA 


LEU A 


ATOM 1144 


1HB 


LEU A 


ATOM 1145 


2HB 


LEU A 


ATOM 1146 


HG 


LEU A 


ATOM 1147 


1HD1 LEU A 


ATOM 1148 


2HD1 LEU A 


ATOM 1149 


3HD1 LEU A 


ATOM 1150 


1HD2 LEU A 


ATOM 1151 


2HD2 LEU A 


ATOM 1152 


3HD2 LEU A 


ATOM 1153 


N 


PHE A 


ATOM 1154 


CA 


PHE A 


ATOM 1155 


C 


PHE A 


ATOM 1156 


0 


PHE A 


ATOM 1157 


CB 


PHE A 


ATOM 1158 


CG 


PHE A 


ATOM 1159 


CD1 


PHE A 


ATOM 1160 


CD2 


PHE A 


ATOM 1161 


CE1 


PHE A 


ATOM 1162 


CE2 


PHE A 


ATOM 1163 


CZ 


PHE A 


ATOM 1164 


H 


PHE A 



80 152.294 
80 151. 145 
80 152.694 
80 152.225 
80 153.416 
80 151.301 
80 152.912 
80 154.191 
80 153.444 
80 151.850 
80 151.673 
80 153. 124 
80 154.215 
80 153.757 
80 151.434 
80 150.276 

80 151.538 

81 152.748 
81 151.901 
81 151.048 
81 151.438 
81 152.759 
81 153.604 
81 154.786 
81 153.216 
81 155.566 
81 153.993 
81 155.169 
81 153.673 



-0.953 -0.929 1.00 0.00 
-0.979 -0.489 1.00 0.00 
-3.423 -0.982 1.00 0.00 
-3.537 -2.434 1.00 0.00 
-3.646 -3.372 1.00 0.00 
-4.734 -2.601 1.00 0.00 
-2.073 1.487 1.00 0.00 
-1.903 -1.160 1.00 0.00 
-4.180 -0.806 1.00 0.00 
-3.621 -0.338 1.00 0.00 
-2.647 -2.697 1.00 0.00 
-4.177 -4.265 1.00 0.00 
-4.182 -2.880 1.00 0.00 
-2.656 -3.637 1.00 0.00 
-5.156 -3.587 1.00 0.00 
-4.416 -2.480 1.00 0.00 
-5.478 -1.856 1.00 0.00 
0.022 -1.710 1.00 0.00 
1.143 -2.102 1.00 0.00 
0.782 -3.314 1.00 0.00 
-0.049 -4.134 1.00 0.00 
2.370 -2.415 1.00 0.00 
2.823 -1.259 1.00 0.00 
2.169 -0.951 1.00 0.00 
3.902 -0.480 1.00 0.00 
2.583 0.112 1.00 0.00 
4.320 0.584 1.00 0.00 
3.660 0.881 1.00 0.00 
-0.013 -2.030 1.00 0.00 



tf}|E# 2003-3083148 



mm 2002-236129 : 1078/ 

ATOM 1165 HA PHE A 81151.249 1.371 -1.273 1.00 0.00 

ATOM 1166 1HB PHE A 81153.418 2.141 -3.239 1.00 0.00 

ATOM 1167 2HB PHE A 81152.112 3.190 -2.696 1.00 0.00 

ATOM 1168 HD1 PHE A 81155.098 1.328 -1.552 1.00 0.00 

ATOM 1169 HD2 PHE A 81152.297 4.418 -0.7111.00 0.00 

ATOM 1170 HE1 PHE A 81156.485 2.064 0.342 1.00 0.00 

ATOM 1171 HE2 PHE A 81153.679 5.162 1.184 1.00 0.00 

ATOM 1172 HZ PHE A 81155.777 3.984 1.712 1.00 0.00 

ATOM 1173 N VALA 82 149.883 1.411 -3.419 1.00 0.00 

ATOM 1174 CA VALA 82 148.974 1.155 -4.530 1.00 0.00 

ATOM 1175 C VALA 82 148.048 2.342 -4.768 1.00 0.00 

ATOM 1176 0 VALA 82 147.948 3.242 -3.933 1.00 0.00 

ATOM 1177 CB VALA 82 148.123 -0.103 -4.283 1.00 0.00 

ATOM 1178 CGI VALA 82 148.984 -1.355 -4.359 1.00 0.00 

ATOM 1179 CG2 VALA 82 147.417 -0.014 -2.939 1.00 0.00 

ATOM 1180 H VALA 82 149.627 2.063 -2.734 1.00 0.00 

ATOM 1181 HA VALA 82 149.569 0.993 -5.418 1.00 0.00 

ATOM 1182 HB VALA 82 147.371 -0.164 -5.056 1.00 0.00 

ATOM 1183 1HG1 VAL A 82 148.356 -2.230 -4.279 1.00 0.00 

ATOM 1184 2HG1 VAL A 82 149.699 -1.350 -3.550 1.00 0.00 

ATOM 1185 3HG1 VAL A 82 149.507 -1.374 -5.303 1.00 0.00 

ATOM 1186 1HG2 VAL A 82 146.420 -0.420 -3.027 1.00 0.00 

ATOM 1187 2HG2 VALA 82 147.358 1.020 -2.631 1.00 0.00 

ATOM 1188 3HG2VALA 82 147.971 -0.577 -2.202 1.00 0.00 

ATOM 1189 N LYS A 83 147.371 2.339 -5.912 1.00 0.00 

ATOM 1190 CA LYS A 83 146.452 3.416 -6.259 1.00 0.00 

ATOM 1191 C LYS A 83 145.229 3.405 -5.347 1.00 0.00 

ATOM 1192 0 LYS A 83 144.472 2.436 -5.320 1.00 0.00 

ATOM 1193 CB LYS A 83 146.014 3.290 -7.719 1.00 0.00 



tfifiE# 2003-3083148 



2002-236129 : 1079/ 



ATOM 1194 CG LYS A 83 147.174 3.228 -8.700 1.00 0.00 

ATOM 1195 CD LYS A 83 146.698 2.909 -10.108 1.00 0.00 

ATOM 1196 CE LYS A 83 147.699 3.373 -11.153 1.00 0.00 

ATOM 1197 NZ LYS A 83 148.688 2.311 -11.484 1.00 0.00 

ATOM 1198 H LYS A 83 147.493 1.594 -6.537 1.00 0.00 

ATOM 1199 HA LYS A 83 146.973 4.352 -6.129 1.00 0.00 

ATOM 1200 1HB LYS A 83 145.428 2.389 -7.8311.00 0.00 

ATOM 1201 2HB LYS A 83 145.400 4.141 -7.974 1.00 0.00 

ATOM 1202 1HG LYS A 83 147.675 4.185 -8.709 1.00 0.00 

ATOM 1203 2HG LYS A 83 147.863 2.461 -8.379 1.00 0.00 

ATOM 1204 1HD LYS A 83 146.565 1.841 -10.198 1.00 0.00 

ATOM 1205 2HD LYS A 83 145.754 3.406 -10.279 1.00 0.00 

ATOM 1206 1HE LYS A 83 147.163 3.644 -12.051 1.00 0.00 

ATOM 1207 2HE LYS A 83 148.223 4.236 -10.772 1.00 0.00 
ATOM 1208 1HZ LYS A 83 149.555 2.443 -10.925 1.00 0.00 
ATOM 1209 2HZ LYS A 83 148.932 2.351 -12.494 1.00 0.00 
ATOM 1210 3HZ LYS A 83 148.291 1.373 -11.272 1.00 0.00 
ATOM 1211 N LEU A 84 145.046 4.491 -4.604 1.00 0.00 
ATOM 1212 CA LEU A 84 143.917 4.611 -3.690 1.00 0.00 
ATOM 1213 C LEU A 84 142.593 4.485 -4.439 1.00 0.00 
ATOM 1214 0 LEU A 84 141.616 3.960 -3.906 1.00 0.00 
ATOM 1215 CB LEU A 84 143.976 5.952 -2.954 1.00 0.00 
ATOM 1216 CG LEU A 84 142.795 6.237 -2.026 1.00 0.00 
ATOM 1217 CD1 LEU A 84 143.027 5.612 -0.659 1.00 0.00 
ATOM 1218 CD2 LEU A 84 142.568 7.736 -1.898 1.00 0.00 
ATOM 1219 H LEU A 84 145.685 5.230 -4.673 1.00 0.00 
ATOM 1220 HA LEU A 84 143.987 3.812 -2.969 1.00 0.00 
ATOM 1221 1HB LEU A 84 144.883 5.976 -2.368 1.00 0.00 
ATOM 1222 2HB LEU A 84 144.024 6.740 -3.6911.00 0.00 



ffiiE# 2003-3083148 



mm 2002-236129 



^-s? : 1080/ 



ATOM 1223 
ATOM 1224 
ATOM 1225 
ATOM 1226 
ATOM 1227 
ATOM 1228 
ATOM 1229 
ATOM 1230 
ATOM 1231 
ATOM 1232 
ATOM 1233 
ATOM 1234 
ATOM 1235 
ATOM 1236 
ATOM 1237 
ATOM 1238 
ATOM 1239 
ATOM 1240 
ATOM 1241 
ATOM 1242 
ATOM 1243 
ATOM 1244 
ATOM 1245 
ATOM 1246 
ATOM 1247 
ATOM 1248 
ATOM 1249 
ATOM 1250 
ATOM 1251 



HG LEU A 
1HD1 LEU A 
2HD1 LEU A 
3HD1 LEU A 
1HD2 LEU A 
2HD2 LEU A 
3HD2 LEU A 
N LYS A 
CA LYS A 
C LYS A 
0 LYS A 
CB LYS A 
CG LYS A 
CD LYS A 
CE LYS A 
NZ LYS A 
H LYS A 
HA LYS A 
1HB LYS A 
2HB LYS A 
1HG LYS A 
2HG LYS A 
1HD LYS A 
2HD LYS A 
1HE LYS A 
2HE LYS A 
1HZ LYS A 
2HZ LYS A 
3HZ LYS A 



84 141.900 
84 142.278 
84 144.009 
84 142.959 
84 142.571 
84 143.357 

84 141.616 

85 142.571 
85 141.367 
85 140.977 
85 139.805 
85 141.580 
85 142.757 
85 142.949 
85 144.423 
85 144.666 
85 143.382 
85 140.567 
85 140.688 
85 141.751 
85 143.654 
85 142.577 
85 142.470 
85 142.496 
85 144.761 
85 144.978 
85 145.502 
85 143.843 
85 144.828 



5.798 

5.971 

5.886 

4.538 

8. 185 

8. 169 

7.917 

4.970 

4.911 

3.466 

3.166 

5.672 

5.163 

5.979 

6. 163 

6.202 

5.377 

5.381 

5.586 

6.714 

5.230 

4.132 

5.466 

6.949 

7.090 

5.341 

6.784 

6.608 

5.240 



-2.445 1. 
0.033 1. 
-0.300 1. 
-0.737 1. 
-2.880 1. 
-1.301 1. 
-1.422 1. 
-5.676 1. 
-6.496 1. 
-6.792 1. 
-7.025 1. 
-7.806 1. 
-8.623 1. 
-9.891 1. 
-10.218 1. 
-11.685 1. 
-6.045 1, 
-5.944 1. 
-8.409 1. 
-7.580 1. 
-8.025 1 
-8.891 1 
-10.712 1 
-9.756 1 
-9.781 1 
-9.790 1 
-11.894 1 
-12.174 1 
-12.047 1 



00 0. 00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0. 00 
00 0.00 
00 0.00 
00 0.00 
,00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
.00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 
00 0.00 



ttiSE# 2 0 0 3 



-3083148 



&Jg 2002-236129 : 1081/ 



ATOM 1252 


N 


SER A 


86 


141.963 


2.574 


-6.781 1.00 0.00 


ATOM 1253 


CA 


SER A 


86 


141.717 


1.161 


-7.048 1.00 0.00 


ATOM 1254 


C 


SER A 


86 


141.727 


0.352 


-5.755 1.00 0.00 


ATOM 1255 


0 


SER A 


86 


142. 103 


-0.820 


-5.748 1.00 0.00 


ATOM 1256 


CB 


SER A 


86 


142.770 


0.614 


-8.013 1.00 0.00 


ATOM 1257 


OG 


SER A 


86 


142. 492 


1.004 


-9.347 1.00 0.00 


ATOM 1258 


H 


SER A 


86 


142. 876 


2.872 


-6.589 1.00 0.00 


ATOM 1259 


HA 


SER A 


86 


140. 744 


1.075 


-7.505 1.00 0.00 


ATOM 1260 


1HB 


SER A 


86 


143.742 


0.994 


-7.737 1.00 0.00 


ATOM 1261 


2HB 


SER A 


86 


142. 777 


-0.465 


-7.960 1.00 0.00 


ATOM 1262 


HG 


SER A 


86 


143. 160 


0.640 


-9.932 1.00 0.00 


ATOM 1263 


N 


CYS A 


87 


141.314 


0.986 


-4.662 1.00 0.00 


ATOM 1264 


CA 


CYS A 


87 


141.274 


0.323 


-3.363 1.00 0.00 


ATOM 1265 


C 


CYS A 


87 


139. 839 


0.184 


-2.866 1.00 0.00 


ATOM 1266 


0 


. CYS A 


87 


139.033 


1.103 


-3.005 1.00 0.00 


ATOM 1267 


CB 


CYS A 


87 


142. 106 


1.104 


-2.343 1.00 0.00 


ATOM 1268 


SG 


CYS A 


87 


143. 879 


0.758 


-2.417 1.00 0.00 


ATOM 1269 


H 


CYS A 


87 


141.026 


1.920 


-4.730 1.00 0.00 


ATOM 1270 


HA 


CYS A 


87 


141.699 


-0.663 


-3.480 1.00 0.00 


ATOM 1271 


1HB 


CYS A 


87 


141.971 


2.161 


-2.515 1.00 0.00 


ATOM 1272 


2HB 


CYS A 


87 


141.763 


0.860 


-1.348 1.00 0.00 


ATOM 1273 


HG 


CYS A 


87 


144.316 


1.308 


-1.762 1.00 0.00 


ATOM 1274 


N 


ARG A 


88 


139.529 


-0. 971 


-2.288 1.00 0.00 


ATOM 1275 


CA 


ARG A 


88 


138. 189 


-1.230 


-1.771 1.00 0.00 


ATOM 1276 


C 


ARG A 


88 


138.203 


-1.338 


-0.247 1.00 0.00 


ATOM 1277 


0 


ARG A 


88 


139. 164 


-1.838 


0.338 1.00 0.00 


ATOM 1278 


CB 


ARG A 


88 


137. 626 


-2.516 


-2.378 1.00 0.00 


ATOM 1279 


CG 


ARG A 


88 136.880 


-2.295 


-3.684 1.00 0.00 


ATOM 1280 


CD 


ARG A 


88 135.572 


-3.069 


-3.717 1.00 0.00 



miE# 2003-3083148 



#® 2002-236129 ^- v> : 1082/ 

ATOM 1281 NE ARG A 88 134.521 -2.338 -4.422 1.00 0.00 

ATOM 1282 CZ ARG A 88 134.443 -2.247 -5.748 1.00 0.00 

ATOM 1283 NH1 ARG A 88 135.349 -2.838 -6.516 1.00 0.00 

ATOM 1284 NH2 ARG A 88 133.454 -1.563 -6.307 1.00 0.00 

ATOM 1285 H ARG A 88 140.215 -1.666 -2.207 1.00 0.00 

ATOM 1286 HA ARG A 88 137.559 -0.402 -2.056 1.00 0.00 

ATOM 1287 1HB ARG A 88 138.441 -3.200 -2.564 1.00 0.00 

ATOM 1288 2HB ARG A 88 136.945 -2.966 -1.670 1.00 0.00 

ATOM 1289 1HG ARG A 88 136.667 -1.242 -3.792 1.00 0.00 

ATOM 1290 2HG ARG A 88 137.503 -2.624 -4.502 1.00 0.00 

ATOM 1291 1HD ARG A 88 135.738 -4.011 -4.216 1.00 0.00 

ATOM 1292 2HD ARG A 88 135.251 -3.251 -2.702 1.00 0.00 

ATOM 1293 HE ARG A 88 133.838 -1.891 -3.880 1.00 0.00 

ATOM 1294 1HH1 ARG A 88 136.097 -3.355 -6.101 1.00 0.00 

ATOM 1295 2HH1 ARG A 88 135.283 -2.766 -7.511 1.00 0.00 

ATOM 1296 1HH2 ARG A 88 132.768 -1.116 -5.732 1.00 0.00 

ATOM 1297 2HH2 ARG A 88 133.394 -1.495 -7.303 1.00 0.00 

ATOM 1298 N PROA 89 137.132 -0.869 0.417 1.00 0.00 

ATOM 1299 CA PROA 89 137.029 -0.917 1.879 1.00 0.00 

ATOM 1300 C PROA 89 137.248 -2.322 2.429 1.00 0.00 

ATOM 1301 0 PROA 89 136.580 -3.271 2.017 1.00 0.00 

ATOM 1302 CB PRO A- 89 135.596 -0.455 2.154 1.00 0.00 

ATOM 1303 CG PROA 89 135.224 0.361 0.965 1.00 0.00 

ATOM 1304 CD PROA 89 135.941 -0.257 -0.201 1.00 0.00 

ATOM 1305 HA PRO A 89 137.725 -0.237 2.347 1.00 0.00 

ATOM 1306 1HB PROA 89 134.952 -1.316 2.260 1.00 0.00 

ATOM 1307 2HB PRO A 89 135.571 0.134 3.059 1.00 0.00 

ATOM 1308 1HG PRO A 89 134.155 0.323 0.812 1.00 0.00 
ATOM 1309 2HG PRO A • 89 135.547 1.382 1.104 1.00 0.00 



mtiE#2 003-3083148 



mm. 2002-236129 ^-i? : 1083/ 



ATOM 1310 


1HD 


PRO A 


89 135.322 


-1.007 


ATOM 1311 


2HD 


PRO A 


89 136.225 


0.501 


ATOM 1312 


N 


ASP A 


90 138.186 


-2.448 


ATOM 1313 


CA 


ASP A 


90 138.492 


-3.738 


ATOM 1314 


C 


ASP A 


90 137.860 


-3.845 


ATOM 1315 


0 


ASP A 


90 138.002 


-2.945 


ATOM 1316 


CB 


ASP A 


90 140.007 


-3.930 


ATOM 1317 


CG 


ASP A 


90 140.412 


-5. 387 


ATOM 1318 


0D1 


ASP A 


90 139.635 


-6. 185 


ATOM 1319 


0D2 


ASP A 


90 141.507 


-5. 731 


ATOM 1320 


H 


ASP A 


90 138.684 


-1.654 


ATOM 1321 


HA 


ASP A 


90 138.080 


-4. 510 


ATOM 1322 


1HB 


ASP A 


90 140.488 


-3.391 


ATOM 1323 


2HB 


ASP A 


90 140.348 


-3. 539 


ATOM 1324 


N 


SER A 


91 137.162 


-4. 947 


ATOM 1325 


CA 


SER A 


91 136.510 


-5. 164 


ATOM 1326 


C 


SER A 


91 137.456 


-5.844 


ATOM 1327 


0 


SER A 


91 137.984 


-5. 200 


ATOM 1328 


CB 


SER A 


91 135.238 


-5. 998 


ATOM 1329 


OG 


SER A 


91 134.270 


-5. 672 


ATOM 1330 


H 


SER A 


91 137.082 


-5. 630 


ATOM 1331' 


HA 


SER A 


91 136.238 


-4.197 


ATOM 1332 


1HB 


SER A 


91 134.819 


-5. 806 


ATOM 1333 


2HB 


SER A 


91 135.480 


-7.047 


ATOM 1334 


HG 


SER A 


91 133.431 


-5.484 


ATOM 1335 


N 


ARG A 


92 137.670 


-7. 146 


ATOM 1336 


CA 


ARG A 


92 138.557 


-7. 915 


ATOM 1337 


C 


ARG A 


92 138.189 


-7. 730 


ATOM 1338 


0 


ARG A 


92 137.454 


-8. 536 



3.360 1.00 0.00 
3.967 1.00 0.00 
5.352 1.00 0.00 
6.180 1.00 0.00 
4.071 1.00 0.00 
3.980 1.00 0.00 
3.415 1.00 0.00 
4.473 1.00 0.00 
3.648 1.00 0.00 
3.335 1.00 0.00 
3.269 1.00 0.00 
5.017 1.00 0.00 
5.597 1.00 0.00 
6.883 1.00 0.00 
7.868 1.00 0.00 
8.773 1.00 0.00 
6.703 1.00 0.00 
7.685 1.00 0.00 
4.898 1.00 0.00 
7.280 1.00 0.00 
5.727 1.00 0.00 
6.789 1.00 0.00 
7.259 1.00 0.00 
7.683 1.00 0.00 
8.554 1.00 0.00 



ffigE# 2003-3083148 



#M 2002-236129 



^-P : 1084/ 



ATOM 1339 


CB 


ARG A 


92 140.015 


ATOM 1340 


CG 


ARG A 


92 140.706 


ATOM 1341 


CD 


ARG A 


92 140.193 


ATOM 1342 


NE 


ARG A 


92 139.038 


ATOM 1343 


CZ 


ARG A 


92 139.081 


ATOM 1344 


NH1 


ARG A 


92 140.220 


ATOM 1345 


NH2 


ARG A 


92 137.983 


ATOM 1346 


H 


ARG A 


92 137.224 


ATOM 1347 


HA 


ARG A 


92 138.439 


ATOM 1348 


1HB 


ARG A 


92 140.047 


ATOM 1349 


2HB 


ARG A 


92 140.563 


ATOM 1350 


IHG 


ARG A 


92 141.768 


ATOM 1351 


2HG 


ARG A 


92 140.522 


ATOM 1352 


1HD 


ARG A 


92 139.909 


ATOM 1353 


2HD 


ARG A 


92 140.986 


ATOM 1354 


HE 


ARG A 


92 138.184 


ATOM 1355 


1HH1 ARG A 


92 141.051 



ATOM 1356 2HH1 ARG A 92 140.244 

ATOM 1357 1HH2 ARG A 92 137. 123 

ATOM 1358 2HH2 ARG A 92 138.015 

ATOM 1359 N PHE A 93 138. 703 

ATOM 1360 CA PHE A 93 138.428 

ATOM 1361 C PHE A 93 137. 150 

ATOM 1362 0 PHE A 93 137. 152 

ATOM 1363 CB PHE A 93 139. 607 

ATOM 1364 CG PHE A 93 140. 887 

ATOM 1365 CD1 PHE A 93 141.605 

ATOM 1366 CD2 PHE A 93 141.372 

ATOM 1367 CE1 PHE A 93 142. 783 



-7.514 8.318 1.00 0.00 

-8.337 7.244 1.00 0.00 

-7.986 5.858 1.00 0.00 

-8.796 5.479 1.00 0.00 

10.115 5.305 1.00 0.00 

10.777 5.472 1.00 0.00 

10.774 4.961 1.00 0.00 

-7.602 6.940 1.00 0.00 

-8.958 8.300 1.00 0.00 

-6.475 8.021 1.00 0.00 

-7.632 9.241 1.00 0.00 

-8.144 7.283 1.00 0.00 

-9.384 7.433 1.00 0.00 

-6.945 5.846 1.00 0.00 

-8.151 5.142 1.00 0.00 

-8.333 5.350 1.00 0.00 

-10.287 5.731 1.00 0.00 

-11.769 5.340 1.00 0.00 

-10.281 . 4.833 1.00 0.00 

-11.765 4.829 1.00 0.00 

-6.665 10.638 1.00 0.00 

-6.378 12.040 1.00 0.00 

-5.556 12.187 1.00 0.00 

-4.489 12.803 1.00 0.00 

-5.628 12.663 1.00 0.00 

-6.415 12.657 1.00 0.00 

-6.585 11.483 1.00 0.00 

-6.984 13.823 1.00 0.00 

-7.309 11.474 1.00 0.00 



ffi!E# 2003-3083148 



Sfem 2002-236129 



^-i? I 1085/ 



ATOM 1368 


CE2 


PHE A 


93 


142. 549 


-7. 708 


13.820 1.00 0.00 


ATOM 1369 


CZ 


PHE A 


93 


143.255 


-7.871 


12.644 1.00 0.00 


ATOM 1370 


H 


PHE A 


93 


139.282 


-6. 057 


10.132 1.00 0.00 


ATOM 1371 


HA 


PHE A 


93 


138.299 


-7. 319 


12.553 1.00 0.00 


ATOM 1372 


1HB 


PHE A 


93 


139.776 


-4. 715 


12.110 1.00 0.00 


ATOM 1373 


2HB 


PHE A 


93 


139.370 


-5. 385 


13.689 1.00 0.00 


ATOM 1374 


HD1 


PHE A 


93 


141.236 


-6. 145 


10.568 1.00 0.00 


ATOM 1375 


HD2 


PHE A 


93 140.821 


-6. 857 


14.743 1.00 0.00 


ATOM 1376 


HE1 


PHE A 


93 


143.333 


-7.435 


10.553 1.00 0.00 


ATOM 1377 


HE2 


PHE A 


93 


142.917 


-8. 146 


14.736 1.00 0.00 


ATOM 1378 


HZ 


PHE A 


93 


144. 175 


-8. 437 


12.639 1.00 0.00 


ATOM 1379 


N 


ALA A 


94 136.059 


-6. 059 


11.619 1.00 0.00 


ATOM 1380 


CA 


ALA A 


94 


134.776 


-5. 371 


11.687 1.00 0.00 


ATOM 1381 


C 


ALA A 


94 133.976 


-5. 822 


12.905 1.00 0.00 


ATOM 1382 


0 


ALA A 


94 


133.857 


-7. 017 


13.175 1.00 0.00 


ATOM 1383 


CB 


ALA A 


94 


133.981 


-5. 610 


10.413 1.00 0.00 


ATOM 1384 


H 


ALA A 


94 136.119 


-6. 913 


11.142 1.00 0.00 


ATOM 1385 


HA 


ALA A 


94 


134.970 


-4. 312 


11.769 1.00 0.00 


ATOM 1386 


1HB 


ALA A 


94 


132.932 


-5. 695 


10.653 1.00 0.00 


ATOM 1387 


2HB 


ALA A 


94 


134.318 


-6. 523 


9.944 1.00 0.00 


ATOM 1388 


3HB 


ALA A 


94 


134. 130 


-4.781 


9.735 1.00 0.00 


ATOM 1389 


N 


SER A 


95 


133.429 


-4.857 


13.636 1.00 0.00 


ATOM 1390 


CA 


SER A 


95 


132. 639 


-5. 153 


14.825 1.00 0.00 


ATOM 1391 


C 


SER A 


95 


131. 161 


-5. 304 


14.474 1.00 0.00 


ATOM 1392 


0 


SER A 


95 


130.510 


-4.343 


14.065 1.00 0.00 


ATOM 1393 


CB 


SER A 


95 


132.817 


-4.050 


15.870 1.00 0.00 


ATOM 1394 


OG 


SER A 


95 


133. 898 


-4.340 


16.739 1.00 0.00 


ATOM 1395 


H 


SER A 


95 


133. 559 


-3. 922 


13.370 1.00 0.00 


ATOM 1396 


HA 


SER A 


95 


132. 996 


-6.086 


15.236 1.00 0.00 
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ATOM 1397 1HB SERA 95 133.015 -3.113 15.372 1.00 0.00 

ATOM 1398 2HB SERA 95 131.914 -3.962 16.455 1.00 0.00 

ATOM 1399 HG SERA 95 133.792 -5.224 17.098 1.00 0.00 

ATOM 1400 N LEU A 96 130.641 -6.514 14.639 1.00 0.00 

ATOM 1401 CA LEU A 96 129.240 -6.792 14.3411.00 0.00 

ATOM 1402 C LEU A 96 128.444 -7.002 15.624 1.00 0.00 

ATOM 1403 0 LEU A 96 128.799 -7.835 16.458 1.00 0.00 

ATOM 1404 CB LEU A 96 129.123 -8.027 13.446 1.00 0.00 

ATOM 1405 CG LEU A 96 127.885 -8.062 12.548 1.00 0.00 

ATOM 1406 CD1 LEU A 96 128.176 -8.830 11.268 1.00 0.00 

ATOM 1407 CD2 LEU A 96 126.708 -8.679 13.288 1.00 0.00 

ATOM 1408 H LEU A 96 131.211 -7.239 14.970 1.00 0.00 

ATOM 1409 HA LEU A 96 128.838 -5.938 13.816 1.00 0.00 

ATOM 1410 1HB LEU A 96 130.000 -8.075 12.817 1.00 0.00 

ATOM 1411 2HB LEU A 96 129.105 -8.903 14.077 1.00 0.00 

ATOM 1412 HG LEU A 96 127.617 -7.050 12.277 1.00 0.00 

ATOM 1413 1HD1 LEU A 96 128.648 -9.770 11.512 1.00 0.00 

ATOM 1414 2HD1 LEU A 96 128.834 -8.248 10.641 1.00 0.00 

ATOM 1415 3HD1 LEU A 96 127.251 -9.018 10.744 1.00 0.00 

ATOM 1416 1HD2 LEU A 96 126.780 -8.444 14.340 1.00 0.00 

ATOM 1417 2HD2 LEU A 96 126.724 -9.751 13.157 1.00 0.00 

ATOM 1418 3HD2 LEU A 96 125.786 -8.281 12.893 1.00 0.00 

ATOM 1419 N GLN A 97 127.365 -6.241 15.777 1.00 0.00 

ATOM 1420 CA GLN A 97 126.519 -6.343 16.9611.00 0.00 

ATOM 1421 C GLN A 97 125.175 -6.983 16.615 1.00 0.00 

ATOM 1422 0 GLN A 97 124.550 -6.626 15.616 1.00 0.00 
ATOM 1423 CB GLN A 97 126.298 -4.958 17.572 1.00 0.00 
ATOM 1424 CG GLN A 97 127.318 -4.593 18.638 1.00 0.00 
ATOM 1425 CD GLN A 97 128.360 -3.614 18.137 1.00 0.00 



ffifE# 2003-3083148 



#M 2002-236129 ^- V I 1087/ 

ATOM 1426 0E1 GLN A 97 128.385 -2.453 18.544 1.00 0.00 

ATOM 1427 NE2 GLN A 97 129.229 -4.079 17.245 1.00 0.00 

ATOM 1428 H GLN A 97 127.134 -5.593 15.078 1.00 0.00 

ATOM 1429 HA GLN A 97 127.031 -6.965 17.678 1.00 0.00 

ATOM 1430 1HB GLN A 97 126.350 -4.219 16.787 1.00 0.00 

ATOM 1431 2HB GLN A 97 125.315 -4.928 18.019 1.00 0.00 

ATOM 1432 1HG GLN A 97 126.801 -4.148 19.475 1.00 0.00 

ATOM 1433 2HG GLN A 97 127.818 -5.494 18.963 1.00 0.00 

ATOM 1434 1HE2 GLN A 97 129.148 -5.014 16.965 1.00 0.00 

ATOM 1435 2HE2 GLN A 97 129.913 -3.466 16.903 1.00 0.00 

ATOM 1436 N PRO A 98 124.707 -7.939 17.439 1.00 0.00 

ATOM 1437 CA PRO A 98 123.429 -8.622 17.208 1.00 0.00 

ATOM 1438 C PRO A 98 122.272 -7.643 17.039 1.00 0.00 

ATOM 1439 0 PROA 98 121.635 -7.597 15.986 1.00 0.00 

ATOM 1440 CB PRO A 98 123.236 -9.462 18.473 1.00 0.00 

ATOM 1441 CG PRO A 98 124.612 -9.673 19.002 1.00 0.00 

ATOM 1442 CD PROA 98 125.383 -8.431 18.655 1.00 0.00 

ATOM 1443 HA PRO A 98 123.478 -9.270 16.345 1.00 0.00 

ATOM 1444 1HB PRO A 98 122.621 -8.920 19.177 1.00 0.00 

ATOM 1445 2HB PRO A 98 122.764 -10.398 18.218 1.00 0.00 

ATOM 1446 1HG PROA 98 124.578 -9.806 20.073 1.00 0.00 

ATOM 1447 2HG PRO A 98 125.059 -10.535 18.530 1.00 0.00 

ATOM 1448 1HD PROA 98 125.314 -7.707 19.454 1.00 0.00 

ATOM 1449 2HD PROA 98 126.416 -8.672 18.451 1.00 0.00 

ATOM 1450 N SERA 99 122.007 -6.862 18.082 1.00 0.00 

ATOM 1451 CA SERA 99 120.927 -5.882 18.055 1.00 0.00 

ATOM 1452 C SERA 99 119.571 -6.566 17.892 1.00 0.00 

ATOM 1453 0 SERA 99 118.839 -6.748 18.864 1.00 0.00 

ATOM 1454 CB SERA 99 121.148 -4.874 16.924 1.00 0.00 
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ATOM 1455 0G SERA 99 120.024 -4.024 16.771 1.00 0.00 
ATOM 1456 H SERA 99 122.552 -6.947 18.892 1.00 0.00 
ATOM 1457 HA SERA 99 120.937 -5.355 18.998 1.00 0.00 
ATOM 1458 1HB SERA 99 122.013 -4.268 17.148 1.00 0.00 
ATOM 1459 2HB SERA 99 121.311 -5.405 15.998 1.00 0.00 
ATOM 1460 HG SERA 99 120.000 -3.392 17.492 1.00 0.00 
ATOM 1461 N GLY A 100 119.245 -6.942 16.660 1.00 0.00 
ATOM 1462 CA GLY A 100 117.979 -7.601 16.396 1.00 0.00 
ATOM 1463 C GLY A 100 117.069 -6.778 15.502 1.00 0.00 
ATOM 1464 0 GLY A 100 117.227 -6.787 14.281 1.00 0.00 
ATOM 1465 H GLY A 100 119.868 -6.771 15.924 1.00 0.00 
ATOM 1466 1HA GLY A 100 118.174 -8.549 15.917 1.00 0.00 
ATOM 1467 2HA GLY A 100 117.477 -7.782 17.335 1.00 0.00 
ATOM 1468 N PRO A 101 116.100 -6.048 16.082 1.00 0.00 
ATOM 1469 CA PRO A 101 115.170 -5.218 15.312 1.00 0.00 
ATOM 1470 C PRO A 101 115.837 -3.968 14.751 1.00 0.00 
ATOM 1471 0 PRO A 101 116.518 -3.238 15.473 1.00 0.00 
ATOM 1472 CB PRO A 101 114.103 -4.840 16.339 1.00 0.00 
ATOM 1473 CG PRO A 101 114.812 -4.878 17.648 1.00 0.00 
ATOM 1474 CD PRO A 101 115.837 -5.974 17.532 1.00 0.00 
ATOM 1475 HA PRO A 101 114.716 -5.776 14.505 1.00 0.00 
ATOM 1476 1HB PRO A 101 113.723 -3.852 16.122 1.00 0.00 
ATOM 1477 2HB PRO A 101 113.296 -5.558 16.306 1.00 0.00 
ATOM 1478 1HG PROA 101 115.295 -3.931 17.831 1.00 0.00 
ATOM 1479 2HG PRO A 101 114.111 -5.102 18.439 1.00 0.00 
ATOM 1480 1HD PRO A 101 116.733 -5.710 18.074 1.00 0.00 
ATOM 1481 2HD PRO A 101 115.434 -6.906 17.898 1.00 0.00 
ATOM 1482 N SER A 102 115.637 -3.724 13.460 1.00 0.00 
ATOM 1483 CA SER A 102 116.219 -2.560 12.802 1.00 0.00 



ffiiE# 2003-3083148 



mU 2002-236129 v 7 I 1089/ 

e 



ATOM 1484 


C 


SER A 102 115.766 


-2.472 


11.348 1.00 0.00 


ATOM 1485 


0 


SER A 102 115. 165 


-1.480 


10.935 1.00 0.00 


ATOM 1486 


CB 


SER A 102 117. 747 


-2. 622 


12.869 1.00 0.00 


ATOM 1487 


OG 


SER A 102 118.251 


-3. 671 


12.060 1.00 0.00 


ATOM 1488 


H 


SER A 102 115.085 


-4.342 


12.937 1.00 0.00 


ATOM 1489 


HA 


SER A 102 115.881 


-1. 679 


13.327 1.00 0.00 


ATOM 1490 


IHB 


SER A 102 118. 159 


-1.686 


12.520 1.00 0.00 


ATOM 1491 


2HB 


SER A 102 118.054 


-2.791 


13.890 1.00 0.00 


ATOM 1492 


HG 


SER A 102 119.076 


-3. 395 


11.655 1.00 0.00 


ATOM 1493 


N 


SER A 103 116. 056 


-3. 515 


10.579 1.00 0.00 


ATOM 1494 


CA 


SER A 103 115.677 


-3. 556 


9.171 1.00 0.00 


ATOM 1495 


C 


SER A 103 114.558 


-4. 565 


8.937 1.00 0.00 


ATOM 1496 


0 


SER A 103 113.425 ' 


-4. 192 


8.639 1.00 0.00 


ATOM 1497 


CB 


SER A 103 116.888 


-3. 908 


8.306 1.00 0.00 


ATOM 1498 


OG 


SER A 103 116. 525 


-4.019 


6.941 1.00 0.00 


ATOM 1499 


H 


SER A 103 116.537 


-4.276 


10.966 1.00 0.00 


ATOM 1500 


HA 


SER A 103 115.323 


-2. 573 


8.895 1.00 0.00 


ATOM 1501 


IHB 


SER A 103 117.637 


-3. 137 


8.404 1.00 0.00 


ATOM 1502 


2HB 


SER A 103 117.299 


-4. 852 


8.634 1.00 0.00 


ATOM 1503 


HG 


SER A 103 116.882 


-3. 273 


6.452 1.00 0.00 


ATOM 1504 


N 


GLY A 104 114.886 


-5.846 


9.074 1.00 0.00 


ATOM 1505 


CA 


GLY A 104 113.897 


-6. 889 


8.874 1.00 0.00 


ATOM 1506 


C 


GLY A 104 113.297 


-7. 376 


10.178 1.00 0.00 


ATOM 1507 


0 


GLY A 104 113.708 


-8.455 


10.654 1.00 0.00 


ATOM 1508 


OXT 


GLY A 104 112.415 


-6.679 


10.723 1.00 0.00 


ATOM 1509 


H 


GLY A 104 115.806 


-6.084 


9.313 1.00 0.00 


ATOM 1510 


IHA 


GLY A 104 113. 106 


-6. 505 


8.247 1.00 0.00 


ATOM 1511 


2HA 


GLY A 104 114.367 


-7. 723 


8.373 1.00 0.00 


TER 1512 




GLY A 104 
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ENDMDL 
END 
[0 118] 

^Blfcflfcfl Lfc V*4>9 % £SDS-PAGE-C-?-0$&3i£?£e 
^T^ov^T?tEt/c 0 L^ot, URIAHS fcfco (7 K1"&) K> 

^>(D9y^9nMn±<o^Lm^iEm^^x^tz^ttmu^fitz 0 ztz, z 

[0 119] 

vi) -f ^v'J 3**y-— V?" 

^h&fr^it'kmti 9 U 9*7*- 9 ^^m^tzo h V-fcfcgtfH 1 -*^ 

tr i> <D\$ 1 ^J-r i: Kfrm Ltz±X\ mmZW^fz 7^79 V U ~->9 

owmmt Lxm^tzo ^^1*^152323^^-^ tix^& 0 

"Lipinski's Rule of 5"KXo*# % &fr?-fc&mr>-9 \Z-d\^X<D9 - 

1. ^FJI100Jy.±500J^T 

2. tt#LogP^fi(o/w) 5&T (XL0GP-1T ;V XAfffl) 

3. Tfcftf^T 9tf9 -m=f-& d&ftTik&m iz^ZtiZNtOVm.) lOJTF 

3£K K y * y 9^n^mm Cfr -5 fcifc i;£lT<o i ? fc^fc ffcft ltv^„ 
1. 0^t6fciM&^#2lJSU:tf> & <D 

3.H, C, N, 0, F, S, P, CI, Br, mftVTtmi&trKD 
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[0 12 0] 

(1) &im&MMatik£ 

^mztelfZCAP-Glyn? W >-teSH3 >f > t#3£«M4£3# 

olh ^^it^mtt^m^ £ D Htztztb, VmftnSt&lHolm L, Sand 
er C, J.Mol. Biol. (1993), 233:123-138] £*tV>, 1A0N, 1BBZ, lCKA&tnGBCK 

(2) fa&m^m 

-Yv h tsmv*4^t<DmwmvkM$m&$>&z t^^titz. sh3 

. ^(Dt'^y h(±^:|&^lci3lt^>CAP-Gly^^>/^^® >b i>&MLX^ 
[0 12 1] 

(D— 

Dock 4.0£fflv>T, h tov^t, 3te£*atft£fr o fz^k^Vc^m^ 4 

-7*7 V -kfa\"-tt It F -7 * > ^fc^T o fc 0 Dock<7)energy score ic^o'v* Tf&fr 

(2)Zl^^i;-->'^ 

1&** U -^>^*O^#^tL/c±^10619^T-^ov^-r, AutoDock 3.0.5 

Ltzm^ «^^9938^^ov^T K v ^r>^#5t =H#fc 0 S'bMt'bt^k 
^^>?*>. AG(^gfi^^^^ r -^'fb)=-6.89> Kd=^H^MJ^T^^% 
M^ft^fc U dO^fiS* *)n^&&*%tZ>fo&%!) 1 0 0 OfflfciJ iSV 
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[0 12 2] 

9 -Yv h -C^^CAP-Glym * V * Z"*9 StOflfciMIStif ffttf* h „ Dockft 

75£il£i3»t&m3?>a:TS (Val26, Lys27, Glu47, Arg67,Lys83, Ser86) 
[0 12 3] 

viii) *§m<o9 y^^^^mmm^m^mx 
mm^ 3 Kmm.<v wssm £^t>KiM0849 m^mm^mfrir 

1 i-55S^m) (Omitt^X* , PolyFect Transfect ion Reagent (QIAGENtt) £JE 
v\ QIAGENl±/& s M3t&#:#£ LT^Ltv^yn h 3 - ;WCfi£o T?t ofc Q ^ 
itf^£#Ai"&^&fffl)I&ti\ 293 (human, kidney),«, Hela (human, Cervix 
)SfflJfe£fflv>fco *fi?1[L<Dlffl&*toft<0'* 4 9 u 9 4 9-~fV- h * £#^500 
0. 2500> 50(XMH1*o#£ % 6-12«fHO«T*«*^f^feo pEXP 26335^ 

? (Gateway system, Clontechtt) \Z.m.fr&A,f2&&&=f-W7?X 3 KDNA 
^PolyFect Transfect ion Reagent 2: L, M"C10^BlORjES$*/i^ 
flttc^inUfeo $t^#;Ui24ll#W (293#ffllia»±12^W) m^%5S!fe*ff d ^ 

[0 12 4] 

<JWI&i«»0«l3fe> 

>7V*'J7 (2- (2-methoxy-4-nitrophenyl) -3- (4-ni trophenyl) -5 

-(2,4-disulfophenyl)- 2H-tetrazolium, monosodium salt) (£&fl&$tiffil£&£ 
SF, 07553-44, t*7^fX^tt, #0^8-121134) *fflv»/t 0 ;W 

V-HJ-^- (ARVOsx 1420, Wallactt) «9 450 nmOR3feft*S!l5feU *t 
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[0 12 5] 

^9Mm^.<Dmm^^f^>^t^<, gum* <m&ik&%wx9 v-~>y&r* 
<&A,i£-xm<D 9>s*9Mt ttE&m-r z> - 

[0 12 6] 

SEQUENCE LISTING 

<110> RIKEN 

<120> Polypeptide which composes human domain and the use thereof 

<130> P02-0086 

<140> 
<141> 
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<160> 22 

<170> Patentln Ver. 2. 1 

<210> 1 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Leu Ala Met Pro Pro Gly Asn Ser His Gly Leu Glu Val Gly Ser Leu 
15 10 15 

Ala Glu Val Lys Glu Asn Pro Pro Phe Tyr Gly Val He Arg Trp He 
20 25 30 

Gly Gin Pro Pro Gly Leu Asn Glu Val Leu Ala Gly Leu Glu Leu Glu 
35 40 45 

Asp Glu Cys Ala Gly Cys Thr Asp Gly Thr Phe Arg Gly Thr Arg Tyr 
50 55 60 

Phe Thr Cys Ala Leu Lys Lys Ala Leu Phe Val Lys Leu Lys Ser Cys 
65 70 75 80 

Arg Pro Asp Ser Arg Phe Ala Ser Leu Gin Pro 
85 90 
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<210> 2 

<211> 273 

<212> DNA 

<213> Homo sapiens 

<400> 2 

ttggccatgc ctcctgggaa ctcacatggt 
gagaaccctc ctttctatgg ggtaatccgt 
gtgctcgctg gactggaact ggaagatgag 
ggcactcggt atttcacctg tgccctgaag 
aggcctgact ctaggtttgc atcattgcag 



ctagaagtgg gctcattggc tgaagttaag 60 
tggatcggtc agccaccagg actgaatgaa 120 
tgtgcaggct gtacggatgg gaccttcaga 180 
aaggcgctgt ttgtgaaact gaagagctgc 240 
ccg 273 



<210> 3 

<211> 145 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Leu Thr Thr Glu Asn Arg Phe His Ser Leu Pro Phe Ser Leu Thr Lys 
15 10 15 

Met Pro Asn Thr Asn Gly Ser He Gly His Ser Pro Leu Ser Leu Ser 
20 25 30 

Ala Gin Ser Val Met Glu Glu Leu Asn Thr Ala Pro Val Gin Glu Ser 
35 40 45 
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Pro Pro Leu Ala Met Pro Pro Gly Asn Ser His Gly Leu Glu Val Gly 
50 55 60 

Ser Leu Ala Glu Val Lys Glu Asn Pro Pro Phe Tyr Gly Val He Arg 
65 70 75 80 

Trp He Gly Gin Pro Pro Gly Leu Asn Glu Val Leu Ala Gly Leu Glu 
85 90 95 

Leu Glu Asp Glu Cys Ala Gly Cys Thr Asp Gly Thr Phe Arg Gly Thr 
100 105 110 

Arg Tyr Phe Thr Cys Ala Leu Lys Lys Ala Leu Phe Val Lys Leu Lys 
115 120 125 

Ser Cys Arg Pro Asp Ser Arg Phe Ala Ser Leu Gin Pro Val Ser Asn 
130 135 140 

Gin 
145 



<210> 4 

<211> 435 

<212> DNA 

<213> Homo sapiens 

<400> 4 

ctgaccaccg agaacagatt ccactcttta ccattcagtc tcaccaagat gcccaatacc 60 
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aatggaagta ttggccacag tccactttct ctgtcagccc agtctgtaat ggaagagcta 120 
aacactgcac ccgtccaaga gagtccaccc ttggccatgc ctcctgggaa ctcacatggt 180 
ctagaagtgg gctcattggc tgaagttaag gagaaccctc ctttctatgg ggtaatccgt 240 
tggatcggtc agccaccagg actgaatgaa gtgctcgctg gactggaact ggaagatgag 300 
tgtgcaggct gtacggatgg aaccttcaga ggcactcggt atttcacctg tgccctgaag 360 
aaggcgctgt ttgtgaaact gaagagctgc aggcctgact ctaggtttgc atcattgcag 420 
ccggtttcca atcag 43 
5 



<210> 5 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Asn Thr Ala Pro Val Gin Glu Ser Pro Pro Leu Ala Met Pro Pro Gly 
15 10 15 

Asn Ser His Gly Leu Glu Val Gly Ser Leu Ala Glu Val Lys Glu Asn 
20 25 30 

Pro Pro Phe Tyr Gly Val He Arg Trp He Gly Gin Pro Pro Gly Leu 
35 40 45 

Asn Glu Val Leu Ala Gly Leu Glu Leu Glu Asp Glu Cys Ala Gly Cys 
50 55 60 

Thr Asp Gly Thr Phe Arg Gly Thr Arg Tyr Phe Thr Cys Ala Leu Lys 
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65 



70 



75 



80 



Lys Ala Leu Phe Val Lys Leu Lys Ser Cys Arg Pro Asp Ser Arg Phe 



Ala Ser Leu Gin Pro 
100 



<210> 6 

<211> 303 

<212> DNA 

<213> Homo sapiens 

<400> 6 

aacactgcac ccgtccaaga gagtccaccc ttggccatgc ctcctgggaa ctcacatggt 60 
ctagaagtgg gctcattggc tgaagttaag gagaaccctc ctttctatgg ggtaatccgt 120 
tggatcggtc agccaccagg actgaatgaa gtgctcgctg gactggaact ggaagatgag 180 
tgtgcaggct gtacggatgg aaccttcaga ggcactcggt atttcacctg tgccctgaag 240 
aaggcgctgt ttgtgaaact gaagagctgc aggcctgact ctaggtttgc atcattgcag 300 
ccg 
303 



<210> 7 

<211> 106 

<212> PRT 

<213> Homo sapiens 



85 



90 



95 
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<400> 7 

Asn Thr Ala Pro Val Gin Glu Ser Pro Pro Leu Ala Met Pro Pro Gly 
15 10 15 

Asn Ser His Gly Leu Glu Val Gly Ser Leu Ala Glu Val Lys Glu Asn 
20 25 30 

Pro Pro Phe Tyr Gly Val He Arg Trp He Gly Gin Pro Pro Gly Leu 
35 40 45 

Asn Glu Val Leu Ala Gly Leu Glu Leu Glu Asp Glu Cys Ala Gly Cys 
50 55 60 

Thr Asp Gly Thr Phe Arg Gly Thr Arg Tyr Phe Thr Cys Ala Leu Lys 
65 70 75 80 

Lys Ala Leu Phe Val Lys Leu Lys Ser Cys Arg Pro Asp Ser Arg Phe 
85 90 95 

Ala Ser Leu Gin Pro Val Ser Asn Gin He 
100 105 



<210> 8 
<211> 318 
<212> DNA 

<213> Homo sapiens 
<400> 8 
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aacactgcac ccgtccaaga gagtccaccc ttggccatgc ctcctgggaa ctcacatggt 60 
ctagaagtgg gctcattggc tgaagttaag gagaaccctc ctttctatgg ggtaatccgt 120 
tggatcggtc agccaccagg actgaatgaa gtgctcgctg gactggaact ggaagatgag 180 
tgtgcaggct gtacggatgg aaccttcaga ggcactcggt atttcacctg tgccctgaag 240 
aaggcgctgt ttgtgaaact gaagagctgc aggcctgact ctaggtttgc atcattgcag 300 
ccggtttcca atcagatt 
8 



<210> 9 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Leu Ala Met Pro Pro Gly Asn Ser His Gly Leu Glu Val Gly Ser Leu 
15 10 15 

Ala Glu Val Lys Glu Asn Pro Pro Phe Tyr Gly Val He Arg Trp He 
20 25 30 

Gly Gin Pro Pro Gly Leu Asn Glu Val Leu Ala Gly Leu Glu Leu Glu 
35 40 45 

Asp Glu Cys Ala Gly Cys Thr Asp Gly Thr Phe Arg Gly Thr Arg Tyr 
50 55 60 

Phe Thr Cys Ala Leu Lys Lys Ala Leu Phe Val Lys Leu Lys Ser Cys 
65 70 75 80 
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Arg Pro Asp Ser Arg Phe Ala Ser Leu Gin Pro Val Ser Asn Gin He 
85 90 95 



<210> 10 

<211> 288 

<212> DNA 

<213> Homo sapiens 

<400> 10 

ttggccatgc ctcctgggaa ctcacatggt ctagaagtgg gctcattggc tgaagttaag 60 
gagaaccctc ctttctatgg ggtaatccgt tggatcggtc agccaccagg actgaatgaa 120 
gtgctcgctg gactggaact ggaagatgag tgtgcaggct gtacggatgg aaccttcaga 180 
ggcactcggt atttcacctg tgccctgaag aaggcgctgt ttgtgaaact gaagagctgc 240 
aggcctgact ctaggtttgc atcattgcag ccggtttcca atcagatt 288 



<210> 11 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 11 

ggtgccacgc ggatccctga ccaccgagaa cagattccac 
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<210> 12 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 12 

tatgctagcg gccgctcatt actgattgga aaccggctgc aatga 



<210> 13 
<211> 124 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 13 

gaaattaata cgactcacta tagggagacc acaacggttt ccctctagaa ataattttgt 60 
ttaactttaa gaaggagata tacatatgca ccatcatcat catcatctgg tgccacgcgg 120 
atcc 
124 



<210> 14 
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<211> 66 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 14 

ttcagcaaaa aacccctcaa gacccgttta gaggccccaa ggggttatgc tagcggccgc 60 

tcatta 

66 



<210> 15 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 15 

ccagcggctc ctcgggaaac actgcacccg tec 33 

<210> 16 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Primer 
<400> 16 

ccagcggctc ctcgggattg gccatgcctc ctg 33 

<210> 17 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 17 

cctgacgagg gccccgacgg ctgcaatgat gcaa 34 

<210> 18 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 18 
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cctgacgagg gccccgaaat ctgattggaa accggc 36 



<210> 19 
<211> 227 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 19 

gctcttgtca ttgtgcttcg catgattacg aattcagatc tcgatcccgc gaaattaata 
cgactcacta tagggagacc acaacggttt ccctctagaa ataattttgt ttaactttaa 
gaaggagata tacatatgaa aggcagcagc catcatcatc atcatcacga ttacgatatc 
ccaacgaccg aaaacctgta ttttcaggga tccagcggct cctcggg 



<210> 20 
<211> 187 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 20 

cggggccctc gtcaggataa taattgattg atgctgagtt ggctgctgcc accgctgagc 
aataactagc ataacccctt ggggcctcta aacgggtctt gaggggtttt ttgctgaaag 
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gaggaactat atccggataa cctcgagctg caggcatgca agcttggcga agcacaatga 

caagagc 

187 



<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 21 

gctcttgtca ttgtgcttcg 

<210> 22 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Gly Ser Ser Gly Ser Ser Gly Leu Ala Met Pro Pro Gly Asn Ser His 
15 10 15 

Gly Leu Glu Val Gly Ser Leu Ala Glu Val Lys Glu Asn Pro Pro Phe 
20 25 30 
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Tyr Gly Val He Arg Trp He Gly Gin Pro Pro Gly Leu Asn Glu Val 
35 40 45 

Leu Ala Gly Leu Glu Leu Glu Asp Glu Cys Ala Gly Cys Thr Asp Gly 
50 55 60 

Thr Phe Arg Gly Thr Arg Tyr Phe Thr Cys Ala Leu Lys Lys Ala Leu 
65 70 75 80 

Phe Val Lys Leu Lys Ser Cys Arg Pro Asp Ser Arg Phe Ala Ser Leu 
85 90 95 

Gin Pro Ser Gly Pro Ser Ser Gly 
100 

V ^ K b > C lilt %m 3 \z *5 It £ V ^ -f* K c <r>$m®M ^SDS^v 

[S3] tm^^\'tm^^^f^y^^^<Di^%mm.%^m^^ h^t^u 

- 15n HSQC* t^STo 

- 15N HSQC* Y ;v ^^"f o 
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[in 5 ] mm^ 5 t-satts mz 9 >^^^<orA7tMM^mm^^ v^t^n 

- 15N HSQC*^? h fl/*^to 

[121 6 ] @e?iJ#-t 7 KSBfcS Mz 9 y^^%<o\^KMMM^%^^ h ;v t iH 

[0 7 ] 1B^J#-^- 9 KUmZMz 9 R<nittfflB&&mX'<9 Y)Vb^ 

- 15N HSQC*^* h;l/*^fo 

[0 8] He l a«Mi<0|£*?:^to 
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[mi] 



mm 



A D E 
M 1. 2 1 2 1 2 




6.5 k 5 



3,496* 



B 

M 1 2 




14.2 k 



C 

1 2 M 



+ 26. 6 k 
} «* 17 k 
# 14.2 k 
4* 6.5 k 
3. 496 



1,060 
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